chr	DMR.start	DMR.end	n.probes	Probes.in.DMR	Probe.gene.position	Probe.type	HGNC.gene	Refseq.gene	DMR.type
1	884817	885276	2	cg19923810,cg16993975	TSS1500;TSS1500,TSS1500;TSS1500	Island,Island	KLHL17;NOC2L,KLHL17;NOC2L	NM_198317;NM_015658,NM_198317;NM_015658	hypo.chimp
1	954360	954369	2	cg25774148,cg17021880	Body,Body	Island,Island	AGRN,AGRN	NM_198576,NM_198576	hypo.chimp
1	1040073	1040442	2	cg27302190,cg18025136	5UTR,5UTR	N_Shore,Island	C1orf159,C1orf159	NM_017891,NM_017891	hypo.chimp
1	1218968	1219214	2	cg06818047,cg03003335	Body,Body	Island,Island	ACAP3,ACAP3	NM_030649,NM_030649	hyper.chimp
1	1234903	1234939	2	cg05397202,cg23931819	Body,Body	Island,Island	PUSL1,PUSL1	NM_153339,NM_153339	hypo.chimp
1	1278449	1278789	2	cg11414742,cg15472728	3UTR,3UTR	N_Shore,N_Shore	MXRA8,MXRA8	NM_032348,NM_032348	hypo.chimp
1	1287065	1287439	4	cg21165029,cg03400623,cg22109675,cg15492552	_,_	_,_	_,_	_,_	hyper.chimp
1	1323641	1323899	2	cg24837149,cg16278124	Body;Body;Body;TSS1500;Body,Body;Body;Body;TSS1500;Body	N_Shore,N_Shore	CCNL2;CCNL2;CCNL2;LOC148413;CCNL2,CCNL2;CCNL2;CCNL2;LOC148413;CCNL2	NM_030937;NM_001144868;NM_001144867;NR_015434;NM_001039577,NM_030937;NM_001144868;NM_001144867;NR_015434;NM_001039577	hypo.chimp
1	1359329	1360638	8	cg21837069,cg06444575,cg00702126,cg14667273,cg27391934,cg08589721,cg14271665,cg02896318	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island	VWA1;VWA1,VWA1;VWA1,VWA1;VWA1,VWA1;VWA1,VWA1;VWA1,VWA1;VWA1,VWA1;VWA1,VWA1;VWA1	NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834,NM_199121;NM_022834	hyper.chimp
1	1554285	1554288	2	cg00078456,cg18852096	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	Island,Island	MIB2;MIB2;MIB2;MIB2;MIB2;MIB2,MIB2;MIB2;MIB2;MIB2;MIB2;MIB2	NM_001170687;NM_001170688;NM_080875;NM_001170689;NM_001170686;NR_033183,NM_001170687;NM_001170688;NM_080875;NM_001170689;NM_001170686;NR_033183	hyper.chimp
1	1701045	1701881	2	cg02280859,cg23678594	TSS1500,_	S_Shore,N_Shore	NADK,_	NM_023018,_	hypo.chimp
1	1865640	1865663	2	cg17747265,cg03396347	_,_	Island,Island	_,_	_,_	hypo.chimp
1	2013017	2013118	2	cg16735509,cg02587648	Body;5UTR,Body;5UTR	N_Shelf,N_Shore	PRKCZ;PRKCZ,PRKCZ;PRKCZ	NM_002744;NM_001033581,NM_002744;NM_001033581	hyper.chimp
1	2110899	2111309	3	cg26227225,cg05337761,cg08200543	Body;Body;3UTR,Body;Body;Body,Body;Body;Body	Island,Island,Island	C1orf86;LOC100128003;C1orf86,C1orf86;LOC100128003;C1orf86,C1orf86;LOC100128003;C1orf86	NM_001146310;NR_024445;NM_182533,NM_001146310;NR_024445;NM_182533,NM_001146310;NR_024445;NM_182533
1	2507372	2508135	2	cg07007882,cg21290290	TSS1500,5UTR;1stExon	Island,Island	C1orf93,C1orf93;C1orf93	NM_152371,NM_152371;NM_152371	hyper.chimp
1	2372634	2373547	2	cg06753057,cg00157179	_,_	_,N_Shelf	_,_	_,_	hypo.chimp
1	2456956	2456960	2	cg06415891,cg20816361	_,_	Island,Island	_,_	_,_	hypo.chimp
1	2826451	2826503	2	cg04979216,cg02394247	_,_	_,_	_,_	_,_	hypo.chimp
1	2927859	2928106	3	cg04716261,cg18123385,cg14365123	TSS200,1stExon;5UTR,1stExon;5UTR	N_Shore,N_Shore,N_Shore	ACTRT2,ACTRT2;ACTRT2,ACTRT2;ACTRT2	NM_080431,NM_080431;NM_080431,NM_080431;NM_080431	hypo.chimp
1	3200185	3200284	2	cg10328768,cg24298696	Body;Body,Body;Body	_,_	PRDM16;PRDM16,PRDM16;PRDM16	NM_022114;NM_199454,NM_022114;NM_199454	hypo.chimp
1	3218935	3220469	7	cg16546658,cg10893986,cg09845604,cg15605124,cg16394551,cg15491247,cg17435683	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	_,_	PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16	NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454	hyper.chimp
1	3259112	3259338	2	cg27187555,cg01101873	Body;Body,Body;Body	_,_	PRDM16;PRDM16,PRDM16;PRDM16	NM_022114;NM_199454,NM_022114;NM_199454	hyper.chimp
1	3298146	3298428	3	cg00087546,cg10956857,cg10573643	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	PRDM16;PRDM16,PRDM16;PRDM16,PRDM16;PRDM16	NM_022114;NM_199454,NM_022114;NM_199454,NM_022114;NM_199454	hyper.chimp
1	3299724	3299963	2	cg20671649,cg26846424	Body;Body,Body;Body	N_Shore,Island	PRDM16;PRDM16,PRDM16;PRDM16	NM_022114;NM_199454,NM_022114;NM_199454	hyper.chimp
1	3556810	3557023	5	cg22822803,cg11256802,cg04865841,cg18021902,cg22614891	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island	WDR8,WDR8,WDR8,WDR8,WDR8	NM_017818,NM_017818,NM_017818,NM_017818,NM_017818	hypo.chimp
1	3639110	3639831	6	cg25196575,cg02924487,cg17804348,cg07178825,cg17986341,cg24845675	Body;Body;3UTR;Body,Body;Body;3UTR;3UTR,Body;Body;3UTR;3UTR,Body;Body;3UTR;3UTR,3UTR;3UTR;3UTR;3UTR,3UTR;3UTR;3UTR;3UTR	N_Shore,Island,Island,Island,S_Shore,S_Shore	TP73;TP73;TP73;TP73,TP73;TP73;TP73;TP73,TP73;TP73;TP73;TP73,TP73;TP73;TP73;TP73,TP73;TP73;TP73;TP73,TP73;TP73;TP73;TP73	NM_001126240;NM_005427;NM_001126242;NM_001126241,NM_001126240;NM_005427;NM_001126242;NM_001126241,NM_001126240;NM_005427;NM_001126242;NM_001126241,NM_001126240;NM_005427;NM_001126242;NM_001126241,NM_001126240;NM_001126242;NM_005427;NM_001126241,NM_001126240;NM_001126242;NM_005427;NM_001126241
1	6110473	6110707	3	cg25143235,cg15205435,cg12135344	Body,Body,Body	Island,Island,Island	CHD5,CHD5,CHD5	NM_015557,NM_015557,NM_015557
1	6188389	6188481	3	cg03716999,cg24870568,cg17515966	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,Island	RNF207,RNF207,RNF207	NM_207396,NM_207396,NM_207396
1	6683966	6684717	2	cg02904365,cg26460931	Body,TSS200	Island,Island	DNAJC11,DNAJC11	NM_018198,NM_018198
1	9303343	9303387	2	cg06349050,cg19820919	5UTR,5UTR	_,_	SPSB1,SPSB1	NM_025106,NM_025106
1	9925306	9925415	2	cg23990535,cg26370409	TSS1500;1stExon;5UTR,TSS1500;TSS200	N_Shore,N_Shore	NMNAT1;LZIC;LZIC,NMNAT1;LZIC	NM_022787;NM_032368;NM_032368,NM_022787;NM_032368	hyper.chimp
1	6092575	6092704	3	cg07173934,cg09667775,cg00252804	Body,Body,Body	_,_	CHD5,CHD5,CHD5	NM_015557,NM_015557,NM_015557	hypo.chimp
1	7767322	7767824	4	cg12258811,cg14204433,cg25514503,cg24454741	TSS200,5UTR;1stExon,Body,Body	Island,Island,Island,S_Shore	PER3,PER3;PER3,PER3,PER3	NM_016831,NM_016831;NM_016831,NM_016831,NM_016831
1	7835654	7835668	2	cg21419617,cg10500283	1stExon;Body;5UTR,1stExon;Body;5UTR	_,_	UTS2;UTS2;UTS2,UTS2;UTS2;UTS2	NM_006786;NM_021995;NM_006786,NM_006786;NM_021995;NM_006786
1	8380004	8380345	2	cg05045335,cg20316440	5UTR;Body;Body,5UTR;Body;Body	_,_	RERE;RERE;RERE,RERE;RERE;RERE	NM_001042682;NM_012102;NM_001042681,NM_001042682;NM_012102;NM_001042681
1	8927548	8927642	2	cg24052039,cg13207702	TSS1500,TSS1500	_,_	CA6,CA6	NM_001215,NM_001215
1	9477700	9478278	2	cg08808724,cg13935689	_,_	N_Shore,S_Shore	_,_	_,_
1	9521570	9522261	2	cg13557160,cg07775117	TSS1500,5UTR;1stExon	N_Shore,Island	SLC25A33,SLC25A33;SLC25A33	NM_032315,NM_032315;NM_032315	hypo.chimp
1	9979424	9979440	3	cg10796749,cg14202757,cg20413202	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	RBP7,RBP7,RBP7	NM_052960,NM_052960,NM_052960	hyper.chimp
1	10381727	10381733	2	cg05704155,cg25312481	5UTR;1stExon,5UTR;1stExon	Island,Island	PGD;PGD,PGD;PGD	NM_002631;NM_002631,NM_002631;NM_002631	hyper.chimp
1	10411875	10412630	2	cg06925060,cg05038881	TSS1500;TSS1500,TSS200;TSS1500;TSS200	N_Shore,N_Shore	APITD1;APITD1,APITD1;APITD1;APITD1	NM_199294;NM_198544,NM_198544;NM_199295;NM_199294	hypo.chimp
1	10620900	10621381	2	cg20704560,cg02396224	3UTR,3UTR	Island,Island	CASZ1,CASZ1	NM_001079843,NM_001079843	hyper.chimp
1	10631772	10634282	9	cg16346321,cg18878351,cg19706390,cg09415955,cg22508928,cg19370715,cg27170141,cg10816626,cg15597109	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,N_Shelf,N_Shelf,N_Shelf,N_Shelf	CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1,CASZ1;CASZ1	NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843,NM_017766;NM_001079843	hyper.chimp
1	10711388	10711515	2	cg10234511,cg18437144	5UTR;5UTR,5UTR;5UTR	_,_	CASZ1;CASZ1,CASZ1;CASZ1	NM_001079843;NM_017766,NM_001079843;NM_017766	hypo.chimp
1	11035563	11035667	2	cg18947360,cg14853169	_,_	_,_	_,_	_,_	hyper.chimp
1	11663095	11663252	2	cg24718367,cg17189494	Body;Body,5UTR;5UTR	N_Shore,N_Shore	MAD2L2;MAD2L2,MAD2L2;MAD2L2	NM_006341;NM_001127325,NM_001127325;NM_006341	hyper.chimp
1	11962299	11962301	2	cg09820729,cg18184769	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	MFN2;MFN2,MFN2;MFN2	NM_014874;NM_001127660,NM_014874;NM_001127660	hypo.chimp
1	12150287	12150514	3	cg26189983,cg00155063,cg09557991	Body,Body,Body	Island,S_Shore,S_Shore	TNFRSF1B,TNFRSF1B,TNFRSF1B	NM_001066,NM_001066,NM_001066	hypo.chimp
1	12489769	12489783	2	cg00057791,cg09686497	Body;TSS200;Body;TSS200,Body;TSS200;Body;TSS200	_,_	VPS13D;SNORA59A;VPS13D;SNORA59B,VPS13D;SNORA59A;VPS13D;SNORA59B	NM_015378;NR_003025;NM_018156;NR_003022,NM_015378;NR_003025;NM_018156;NR_003022	hypo.chimp
1	13781748	13782408	5	cg23954416,cg16590190,cg00831909,cg22798977,cg25286482	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,Island,Island,Island	PDPN;PDPN,PDPN;PDPN,PDPN;PDPN,PDPN;PDPN,PDPN;PDPN	NM_006474;NM_198389,NM_006474;NM_198389,NM_006474;NM_198389,NM_006474;NM_198389,NM_006474;NM_198389	hypo.chimp
1	13898803	13898947	2	cg02330214,cg11344626	TSS1500,TSS1500	N_Shore,N_Shore	PRDM2,PRDM2	NM_001135610,NM_001135610	hypo.chimp
1	15445637	15446044	2	cg13234882,cg00524963	TSS1500,TSS1500	N_Shore,N_Shore	FHAD1,FHAD1	NM_052929,NM_052929	hyper.chimp
1	15723445	15723564	2	cg25154447,cg25019631	TSS200;TSS200,TSS200;TSS200	N_Shore,N_Shore	CASP9;CASP9,CASP9;CASP9	NM_032996;NM_001229,NM_032996;NM_001229	hyper.chimp
1	15802368	15802973	5	cg13390004,cg24675056,cg01769457,cg15036616,cg19699088	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
1	16220571	16220582	2	cg11528029,cg16591681	TSS1500;TSS1500,TSS1500;TSS1500	_,_	CLCNKA;CLCNKA,CLCNKA;CLCNKA	NM_004070;NM_001042704,NM_004070;NM_001042704	hyper.chimp
1	16247433	16247991	2	cg15558527,cg10324630	TSS1500;Body,Body;1stExon;5UTR	_,_	CLCNKB;CLCNKB,CLCNKB;CLCNKB;CLCNKB	NM_001165945;NM_000085,NM_000085;NM_001165945;NM_001165945
1	16830844	16831051	2	cg18895859,cg22732055	TSS1500,TSS1500	_,_	CROCCL1,CROCCL1	NR_026752,NR_026752
1	18983321	18983565	3	cg13786083,cg19637330,cg26220594	_,_	Island,Island,S_Shore	_,_	_,_
1	19538033	19538344	3	cg15676500,cg10970798,cg25141181	3UTR,3UTR,3UTR	S_Shore,S_Shore,S_Shore	CAPZB,CAPZB,CAPZB	NM_004930,NM_004930,NM_004930	hyper.chimp
1	16551975	16552367	3	cg10623389,cg03978675,cg03586820	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	FBXO42,FBXO42,FBXO42	NM_018994,NM_018994,NM_018994	hypo.chimp
1	16683257	16683264	2	cg07021523,cg09883381	Body,Body	Island,Island	CROCCL2,CROCCL2	NR_023386,NR_023386	hypo.chimp
1	18279211	18279399	3	cg20697066,cg21291759,cg01727764	_,_	_,_	_,_	_,_	hypo.chimp
1	19473041	19473656	9	cg15948567,cg20677058,cg13935437,cg18202521,cg12798157,cg11376198,cg09045262,cg18151012,cg09990584	1stExon;1stExon,1stExon;1stExon,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L,AKR7L;AKR7L	NM_201252;NM_001145289,NM_201252;NM_001145289,NM_001145289;NM_201252,NM_001145289;NM_201252,NM_001145289;NM_201252,NM_001145289;NM_201252,NM_201252;NM_001145289,NM_201252;NM_001145289,NM_201252;NM_001145289	hypo.chimp
1	19487667	19488289	5	cg09028008,cg00690710,cg02910873,cg20253350,cg11233384	1stExon,TSS200,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,S_Shore	AKR7A3,AKR7A3,AKR7A3,AKR7A3,AKR7A3	NM_012067,NM_012067,NM_012067,NM_012067,NM_012067	hypo.chimp
1	20015293	20015804	2	cg15505276,cg16021223	TSS1500,TSS1500	_,_	RNF186,RNF186	NM_019062,NM_019062	hypo.chimp
1	20605067	20605141	2	cg05773309,cg26309074	_,_	_,_	_,_	_,_	hypo.chimp
1	20861177	20861190	2	cg08911391,cg24876897	TSS1500,TSS1500	S_Shore,S_Shore	DDOST,DDOST	NM_005216,NM_005216	hyper.chimp
1	22100740	22101169	2	cg00359395,cg24332002	Body,Body	_,_	HSPG2,HSPG2	NM_005529,NM_005529	hypo.chimp
1	22792524	22792756	3	cg15597364,cg05266226,cg05269784	Body,Body,Body	Island,Island,Island	EPHA8,EPHA8,EPHA8	NM_020526,NM_020526,NM_020526	hyper.chimp
1	23152653	23153064	3	cg01647314,cg17974166,cg24444923	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
1	23568796	23569884	4	cg16727538,cg15598244,cg16240683,cg16696234	3UTR;Body;5UTR;1stExon;1stExon;TSS1500,3UTR;Body;TSS200;1stExon,3UTR;Body;1stExon;TSS1500,3UTR;Body;1stExon;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	C1orf213;C1orf213;ZNF436;C1orf213;ZNF436;ZNF436,C1orf213;C1orf213;ZNF436;C1orf213,C1orf213;C1orf213;C1orf213;ZNF436,C1orf213;C1orf213;C1orf213;ZNF436	NM_138479;NM_001008896;NM_001077195;NM_138479;NM_001077195;NM_030634,NM_138479;NM_001008896;NM_001077195;NM_138479,NM_138479;NM_001008896;NM_138479;NM_001077195,NM_138479;NM_001008896;NM_138479;NM_001077195
1	24311194	24311365	3	cg14564939,cg06548416,cg20254361	1stExon;5UTR,TSS200,TSS200	_,_	MYOM3;MYOM3,MYOM3,MYOM3	NM_152372;NM_152372,NM_152372,NM_152372	hypo.chimp
1	24101819	24102269	4	cg19276111,cg26404511,cg03611151,cg07967717	5UTR,5UTR,5UTR,5UTR	Island,S_Shore,S_Shore,S_Shore	CNR2,CNR2,CNR2,CNR2	NM_001841,NM_001841,NM_001841,NM_001841	hyper.chimp
1	24734191	24734506	4	cg20146241,cg18128887,cg01519464,cg26692749	Body,Body,3UTR,3UTR	N_Shore,Island,Island,Island	RCAN3,RCAN3,RCAN3,RCAN3	NM_013441,NM_013441,NM_013441,NM_013441	hypo.chimp
1	24840769	24840939	2	cg09895325,cg09874213	TSS1500,TSS1500	N_Shore,N_Shore	SRRM1,SRRM1	NM_005839,NM_005839	hypo.chimp
1	25815047	25816025	2	cg04631202,cg26890920	TSS1500,TSS1500	N_Shore,N_Shore	MAN1C1,MAN1C1	NM_020379,NM_020379	hyper.chimp
1	26105991	26106296	7	cg11709544,cg09796501,cg26314868,cg20685674,cg19362196,cg23323671,cg08134856	TSS1500;TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	Island,Island,Island,Island,Island,Island,S_Shore	STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1,STMN1;STMN1;STMN1;STMN1	NM_005563;NM_203401;NM_001145454;NM_203399,NM_005563;NM_203401;NM_001145454;NM_203399,NM_005563;NM_203401;NM_001145454;NM_203399,NM_005563;NM_203401;NM_001145454;NM_203399,NM_005563;NM_203399;NM_203401;NM_001145454,NM_005563;NM_203399;NM_203401;NM_001145454,NM_005563;NM_203399;NM_203401;NM_001145454	hypo.chimp
1	26419646	26419821	2	cg21300267,cg20616108	_,_	_,_	_,_	_,_	hyper.chimp
1	26516821	26517102	3	cg08572767,cg00813993,cg16068833	TSS200;5UTR,5UTR;1stExon;5UTR,5UTR;1stExon	_,_	CD52;UBXN11,UBXN11;CD52;CD52,UBXN11;CD52	NM_001803;NM_145345,NM_145345;NM_001803;NM_001803,NM_145345;NM_001803	hypo.chimp
1	26608461	26608741	3	cg09799571,cg06368558,cg26616083	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	LIN28,LIN28,LIN28	NM_024674,NM_024674,NM_024674	hyper.chimp
1	26609834	26609849	2	cg14011486,cg18634211	TSS200,TSS200	Island,Island	LIN28,LIN28	NM_024674,NM_024674	hyper.chimp
1	26968754	26968979	2	ch.1.893309F,cg24544309	Body;Body,Body;Body	_,_	ARID1A;ARID1A,ARID1A;ARID1A	NM_006015;NM_139135,NM_006015;NM_139135	hypo.chimp
1	27025281	27025492	2	cg04427651,cg02657830	TSS1500,TSS1500	N_Shore,N_Shore	ZDHHC18,ZDHHC18	NM_032283,NM_032283	hypo.chimp
1	27540912	27541197	4	cg06745704,cg04608356,cg02576092,cg21604615	TSS200,TSS200,1stExon;5UTR,1stExon;5UTR	_,_	SYTL1,SYTL1,SYTL1;SYTL1,SYTL1;SYTL1	NM_032872,NM_032872,NM_032872;NM_032872,NM_032872;NM_032872	hyper.chimp
1	27687312	27688284	2	cg15936990,cg26601722	5UTR,5UTR	N_Shore,N_Shore	WASF2,WASF2	NM_006990,NM_006990	hypo.chimp
1	27766473	27766512	2	cg00594099,cg17110920	5UTR,5UTR	N_Shore,N_Shore	AHDC1,AHDC1	NM_001029882,NM_001029882	hypo.chimp
1	27814453	27814773	3	cg22124648,cg13184177,cg23167456	Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,Island	FGR;FGR;FGR,FGR;FGR;FGR,FGR;FGR;FGR	NM_001042729;NM_001042747;NM_005248,NM_001042729;NM_001042747;NM_005248,NM_001042729;NM_001042747;NM_005248	hyper.chimp
1	27834333	27834455	3	cg16922167,cg13448978,cg21115433	TSS200,TSS200,TSS200	Island,Island,S_Shore	FGR,FGR,FGR	NM_005248,NM_005248,NM_005248	hypo.chimp
1	27924289	27924358	2	cg18936052,cg02905426	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	FAM76A;FAM76A;FAM76A;FAM76A;FAM76A,FAM76A;FAM76A;FAM76A;FAM76A;FAM76A	NM_152660;NM_001143913;NM_001143915;NM_001143914;NM_001143912,NM_152660;NM_001143913;NM_001143915;NM_001143914;NM_001143912	hyper.chimp
1	28029586	28029598	2	cg08857906,cg15707455	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	PPP1R8;PPP1R8;PPP1R8,PPP1R8;PPP1R8;PPP1R8	NM_014110;NM_002713;NM_138558,NM_014110;NM_002713;NM_138558	hypo.chimp
1	28114164	28114268	2	cg25410668,cg00292669	TSS1500,TSS1500	S_Shore,S_Shore	RPA2,RPA2	NM_002946,NM_002946	hypo.chimp
1	28527953	28528734	9	cg09024430,cg25371560,cg07574385,cg19364137,cg00972603,cg12630974,cg04889884,cg25716286,cg13577188	TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;5UTR,5UTR;5UTR	Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	MED18;MED18,MED18;MED18,MED18;MED18,MED18;MED18,MED18;MED18,MED18;MED18;MED18;MED18,MED18;MED18;MED18;MED18,MED18;MED18;MED18,MED18;MED18	NM_001127350;NM_017638,NM_001127350;NM_017638,NM_001127350;NM_017638,NM_001127350;NM_017638,NM_001127350;NM_017638,NM_017638;NM_001127350;NM_017638;NM_001127350,NM_017638;NM_001127350;NM_017638;NM_001127350,NM_017638;NM_017638;NM_001127350,NM_017638;NM_001127350	hyper.chimp
1	28974436	28974539	2	cg22861340,cg00151709	_,_	Island,Island	_,_	_,_	hyper.chimp
1	29011021	29012345	3	cg11413657,cg02785792,cg06779961	TSS1500,Body,Body	N_Shore,Island,S_Shore	OPRD1,OPRD1,OPRD1	NM_000911,NM_000911,NM_000911	hypo.chimp
1	29085693	29086264	4	cg21870545,cg25727366,cg25287272,cg13487185	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,1stExon;5UTR;5UTR;1stExon;5UTR;5UTR;5UTR;1stExon;1stExon;1stExon	N_Shore,N_Shore,N_Shore,Island	EPB41;EPB41;EPB41;EPB41;EPB41,EPB41;EPB41;EPB41;EPB41;EPB41,EPB41;EPB41;EPB41;EPB41;EPB41,EPB41;EPB41;EPB41;EPB41;EPB41;EPB41;EPB41;EPB41;EPB41;EPB41	NM_001166007;NM_203343;NM_203342;NM_001166005;NM_004437,NM_001166007;NM_203343;NM_203342;NM_001166005;NM_004437,NM_001166007;NM_203343;NM_203342;NM_001166005;NM_004437,NM_203343;NM_001166007;NM_001166005;NM_004437;NM_203343;NM_203342;NM_004437;NM_001166007;NM_203342;NM_001166005
1	29429603	29430407	2	cg00035847,cg12802086	Body;5UTR,TSS1500;TSS1500	N_Shore,S_Shore	MECR;MECR,MECR;MECR	NM_016011;NM_001024732,NM_001024732;NM_016011	hyper.chimp
1	29677487	29677638	2	cg24930749,cg02221471	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
1	30969183	30969805	2	cg26721382,cg18084114	TSS200,TSS1500	S_Shelf,S_Shelf	MATN1,MATN1	NM_002379,NM_002379	hyper.chimp
1	31426942	31427596	5	cg11958060,cg25010788,cg19731891,cg08847173,cg18232347	3UTR,3UTR,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore	NKAIN1,NKAIN1,NKAIN1,NKAIN1,NKAIN1	NM_024522,NM_024522,NM_024522,NM_024522,NM_024522	hypo.chimp
1	31658242	31658328	2	cg17296818,cg26421646	TSS1500,TSS1500	N_Shore,N_Shore	SERINC2,SERINC2	NM_178865,NM_178865	hypo.chimp
1	31827047	31827423	3	cg24253618,cg12905085,cg10574365	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
1	31943516	31943637	2	cg04852949,cg09255732	TSS1500,TSS1500	S_Shore,S_Shore	COL16A1,COL16A1	NM_001856,NM_001856	hyper.chimp
1	32010510	32011318	4	cg04878000,cg03774520,cg10505580,cg08160462	_,_	Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
1	32418454	32418614	2	cg10266188,cg07919197	5UTR,Body	S_Shore,S_Shore	TXLNA,TXLNA	NM_175852,NM_175852
1	32600692	32600778	2	cg22045990,cg10249224	1stExon;5UTR;TSS1500,1stExon;5UTR;TSS1500	S_Shore,S_Shore	TSSK3;TSSK3;LOC100128071,TSSK3;TSSK3;LOC100128071	NM_052841;NM_052841;NM_001167676,NM_052841;NM_052841;NM_001167676
1	33365625	33365741	3	cg20868518,cg03549856,cg17671608	_,_	Island,Island,Island	_,_	_,_
1	33421235	33421406	4	cg25274008,cg25342005,cg15575967,cg03036777	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	TRIM62,TRIM62,TRIM62,TRIM62	NM_018207,NM_018207,NM_018207,NM_018207
1	33514531	33514956	4	cg02972475,cg00007036,cg17422088,cg18238718	Body,Body,Body,Body	Island,Island,Island,Island	ZNF362,ZNF362,ZNF362,ZNF362	NM_152493,NM_152493,NM_152493,NM_152493
1	35359175	35359236	2	cg07105947,cg14615266	_,_	Island,S_Shore	_,_	_,_
1	36120803	36120865	2	cg01928574,cg27094188	TSS1500,TSS1500	N_Shore,N_Shore	EIF2C1,EIF2C1	NM_012199,NM_012199
1	36636279	36636977	2	cg12781547,cg10768502	TSS200,TSS1500	S_Shore,S_Shore	LSM10,LSM10	NM_032881,NM_032881
1	36688291	36688427	2	cg12809031,cg27439456	Body;Body,Body;Body	N_Shore,Island	OSCP1;OSCP1,OSCP1;OSCP1	NM_206837;NM_145047,NM_206837;NM_145047
1	37929049	37929526	5	cg24088508,cg12339802,cg27170260,cg06917450,cg22449745	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	C1orf109,C1orf109,C1orf109,C1orf109,CDCA8;C1orf109	NM_017850,NM_017850,NM_017850,NM_017850,NM_018101;NM_017850
1	38233537	38234127	2	cg05202204,cg09847153	_,_	N_Shore,N_Shore	_,_	_,_
1	38660012	38660732	2	ch.1.38660012F,ch.1.1224902R	_,_	_,_	_,_	_,_
1	39021902	39022020	3	cg11391637,cg18150908,cg26113488	_,_	_,_	_,_	_,_
1	39054474	39054590	2	cg13202591,cg19224645	_,_	N_Shore,N_Shore	_,_	_,_
1	39798348	39798469	2	cg15110848,cg09165041	TSS1500,TSS1500	_,_	LOC728448,LOC728448	NR_003929,NR_003929
1	39909676	39910989	4	cg21280510,cg10052561,cg00990022,cg06209491	Body,Body,TSS1500,TSS1500	Island,Island,Island,S_Shore	NT5C1A,NT5C1A,NT5C1A,NT5C1A	NM_032526,NM_032526,NM_032526,NM_032526
1	39921968	39922237	3	cg25375186,cg13896192,cg22851420	Body,Body,Body	N_Shore,Island,Island	HPCAL4,HPCAL4,HPCAL4	NM_016257,NM_016257,NM_016257
1	39977823	39977853	2	cg12051614,cg00546153	5UTR;Body;Body,5UTR;Body;Body	S_Shore,S_Shore	PPIE;PPIE;PPIE,PPIE;PPIE;PPIE	NM_203457;NM_006112;NM_203456,NM_203457;NM_006112;NM_203456
1	40192886	40193124	2	cg01869896,cg23962483	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	MFSD2A;MFSD2A,MFSD2A;MFSD2A	NM_032793;NM_001136493,NM_032793;NM_001136493
1	40200923	40201810	2	cg01058711,ch.1.1268752F	Body;Body,Body;Body	_,_	MFSD2A;MFSD2A,MFSD2A;MFSD2A	NM_001136493;NM_032793,NM_001136493;NM_032793
1	43022890	43023660	4	cg08979126,cg13781744,cg24634568,cg27232866	_,_	N_Shore,N_Shore,Island,Island	_,_	_,_
1	43069054	43069113	3	cg19749224,cg25285237,cg12410370	Body;Body,Body;Body,Body;Body	_,_	ERMAP;ERMAP,ERMAP;ERMAP,ERMAP;ERMAP	NM_001017922;NM_018538,NM_001017922;NM_018538,NM_001017922;NM_018538
1	43244960	43245684	3	cg09476154,cg04857403,cg03343013	_,_	N_Shore,Island,Island	_,_	_,_
1	43770881	43771607	2	cg21268658,cg00007221	5UTR;5UTR,5UTR;5UTR	S_Shore,S_Shore	PTPRF;PTPRF,PTPRF;PTPRF	NM_002840;NM_130440,NM_002840;NM_130440
1	43804343	43804413	2	cg22875872,cg10881128	Body;Body,Body;Body	Island,Island	PTPRF;PTPRF,PTPRF;PTPRF	NM_002840;NM_130440,NM_002840;NM_130440
1	44172363	44172456	2	cg13246856,cg15962314	5UTR;5UTR;5UTR;TSS1500,5UTR;5UTR;5UTR;TSS1500	N_Shore,N_Shore	ARTN;ARTN;ARTN;ARTN,ARTN;ARTN;ARTN;ARTN	NM_057090;NM_001136215;NM_057091;NM_003976,NM_057090;NM_001136215;NM_057091;NM_003976
1	44255883	44256210	2	cg06807641,cg00718029	Body;TSS1500;TSS1500,Body;TSS1500;TSS1500	_,_	SLC6A9;SLC6A9;SLC6A9,SLC6A9;SLC6A9;SLC6A9	NM_001024845;NM_006934;NM_201649,NM_001024845;NM_006934;NM_201649
1	44499530	44499824	3	cg14210311,cg04486940,cg16681083	Body,Body,Body	_,_	ERI3,ERI3,ERI3	NM_024066,NM_024066,NM_024066
1	44593750	44594061	3	cg04166874,cg02674114,cg21534299	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	ERI3,ERI3,ERI3	NM_024066,NM_024066,NM_024066
1	44855492	44855865	3	cg00150520,cg20944964,cg26098401	Body,Body,Body	Island,Island,Island	RNF220,RNF220,RNF220	NM_018150,NM_018150,NM_018150
1	45081966	45082012	2	cg27433934,cg07905537	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	PTCH2;PTCH2,PTCH2;PTCH2	NM_001166292;NM_003738,NM_001166292;NM_003738
1	45565619	45566831	3	cg13951491,cg16593917,cg07708653	1stExon,1stExon,1stExon;3UTR	Island,Island,S_Shore	HPDL,HPDL,HPDL;HPDL	NM_032756,NM_032756,NM_032756;NM_032756	hypo.chimp
1	33863251	33863345	3	cg24728456,cg06901094,cg24005949	Body,Body,Body	Island,Island,Island	CSMD2,CSMD2,CSMD2	NM_052896,NM_052896,NM_052896	hyper.chimp
1	35812453	35812472	2	cg17474422,cg05845757	Body,Body	Island,Island	TFAP2E,TFAP2E	NM_178548,NM_178548	hyper.chimp
1	35815020	35815025	2	cg07196426,cg19163067	Body,Body	Island,Island	TFAP2E,TFAP2E	NM_178548,NM_178548	hyper.chimp
1	35879847	35880812	4	cg11254582,cg12413579,cg24109894,cg21680327	TSS200,TSS1500,TSS1500,TSS1500	Island,S_Shore,S_Shore,S_Shore	PSMB2,PSMB2,PSMB2,PSMB2	NM_002794,NM_002794,NM_002794,NM_002794	hyper.chimp
1	36169486	36169590	2	cg06765909,cg03397389	1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR	Island,Island	EIF2C3;EIF2C3;EIF2C3;EIF2C3,EIF2C3;EIF2C3;EIF2C3;EIF2C3	NM_177422;NM_024852;NM_177422;NM_024852,NM_177422;NM_024852;NM_177422;NM_024852	hyper.chimp
1	36338359	36338443	2	cg18931815,cg19046959	1stExon,TSS200	_,_	COL8A2,COL8A2	NM_005202,NM_005202	hyper.chimp
1	36829356	36829552	2	cg08903855,cg18769374	_,_	_,_	_,_	_,_	hyper.chimp
1	37493513	37493544	2	cg10105794,cg17465112	_,_	_,_	_,_	_,_	hyper.chimp
1	37795173	37795305	4	cg21488617,cg21171625,cg14830003,cg16109423	1stExon,1stExon,1stExon,Body	Island,Island,Island,Island	DNALI1,DNALI1,DNALI1,DNALI1	NM_003462,NM_003462,NM_003462,NM_003462	hyper.chimp
1	38002831	38004812	11	cg12158389,cg12128017,cg18537001,cg21306240,cg06163371,cg00667938,cg21439231,cg26653529,cg01796781,cg00013409,cg10122079	Body;Body,1stExon;5UTR;1stExon;5UTR,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	EPHA10;EPHA10,EPHA10;EPHA10;EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10,EPHA10;EPHA10	NM_173641;NM_001099439,NM_173641;NM_173641;NM_001099439;NM_001099439,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641,NM_001099439;NM_173641	hyper.chimp
1	39041988	39042124	2	cg16992161,cg06556218	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
1	39112270	39112869	2	cg10557460,cg24051749	TSS1500,TSS1500;Body	S_Shore,S_Shore	MYCBP,MYCBP;GJA9	NM_012333,NM_012333;NM_030772	hyper.chimp
1	39179974	39180154	2	cg25314315,cg08209422	1stExon;5UTR,TSS200	_,_	RHBDL2;RHBDL2,RHBDL2	NM_017821;NM_017821,NM_017821
1	40715212	40715233	2	cg22024760,cg14198472	TSS1500,TSS1500	N_Shore,N_Shore	ZNF642,ZNF642	NM_198494,NM_198494
1	40904557	40904609	2	cg24006654,cg08394377	TSS1500,TSS1500	S_Shore,S_Shore	RIMS3,RIMS3	NM_014747,NM_014747
1	40929317	40929378	2	cg15986668,cg26783428	TSS1500;TSS1500;TSS1500;Body;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;Body;TSS1500;TSS1500	N_Shore,N_Shore	NFYC;NFYC;NFYC;LOC100130557;NFYC;NFYC,NFYC;NFYC;NFYC;LOC100130557;NFYC;NFYC	NM_001142587;NM_001142589;NM_001142588;NR_024567;NM_014223;NM_001142590,NM_001142587;NM_001142589;NM_001142588;NR_024567;NM_014223;NM_001142590
1	41259995	41260024	2	cg22435441,cg22005565	1stExon;5UTR;TSS200,TSS200;TSS200	S_Shelf,S_Shelf	SLFNL1;SLFNL1;SLFNL1,SLFNL1;SLFNL1	NM_144990;NM_144990;NM_001168247,NM_001168247;NM_144990	hyper.chimp
1	42156897	42157747	6	cg23762517,cg25607920,cg26038582,cg03884592,cg15937073,cg17098103	1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	HIVEP3;HIVEP3;HIVEP3;HIVEP3,HIVEP3;HIVEP3;HIVEP3;HIVEP3,HIVEP3;HIVEP3;HIVEP3;HIVEP3,HIVEP3;HIVEP3;HIVEP3;HIVEP3,HIVEP3;HIVEP3,HIVEP3;HIVEP3	NM_001127714;NM_024503;NM_024503;NM_001127714,NM_001127714;NM_024503;NM_024503;NM_001127714,NM_001127714;NM_024503;NM_024503;NM_001127714,NM_001127714;NM_024503;NM_024503;NM_001127714,NM_001127714;NM_024503,NM_024503;NM_001127714	hyper.chimp
1	43306500	43306784	3	cg14207654,cg18153322,cg14780649	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
1	43524084	43524091	2	cg24464789,cg02990330	TSS1500;TSS1500,TSS1500;TSS1500	_,_	C1orf210;C1orf210,C1orf210;C1orf210	NM_001164829;NM_182517,NM_001164829;NM_182517	hyper.chimp
1	44174020	44175109	4	cg23212751,cg23954153,cg13606994,cg12908607	TSS1500;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,3UTR;3UTR;3UTR;3UTR;3UTR	N_Shore,Island,Island,S_Shore	ARTN;ARTN;ARTN;ARTN;ARTN,ARTN;ARTN;ARTN;ARTN;ARTN,ARTN;ARTN;ARTN;ARTN;ARTN,ARTN;ARTN;ARTN;ARTN;ARTN	NM_057160;NM_057091;NM_003976;NM_057090;NM_001136215,NM_057091;NM_003976;NM_057160;NM_057090;NM_001136215,NM_057091;NM_003976;NM_057160;NM_057090;NM_001136215,NM_057160;NM_001136215;NM_003976;NM_057090;NM_057091
1	46578612	46578742	3	cg08259313,cg10215817,cg02459555	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	NSUN4,NSUN4,NSUN4	NM_199044,NM_199044,NM_199044
1	47428448	47428590	2	cg09258479,cg06619077	TSS200,TSS1500	_,_	PDZK1IP1,PDZK1IP1	NM_005764,NM_005764
1	50652147	50652737	2	cg07584563,cg26682922	_,_	N_Shore,N_Shore	_,_	_,_
1	51661363	51661549	2	cg12526849,cg24701772	TSS1500;Body,TSS1500;Body	_,_	EPS15;EPS15,EPS15;EPS15	NM_001159969;NM_001981,NM_001159969;NM_001981
1	53159791	53160110	2	cg09128567,cg17185953	Body,TSS200	Island,Island	ECHDC2,ECHDC2	NM_018281,NM_018281
1	53301559	53301579	2	cg16899892,cg01568973	Body,Body	Island,S_Shore	PODN,PODN	NM_153703,NM_153703
1	54786297	54786748	3	cg10266490,cg21448423,cg01802772	TSS200;TSS200,1stExon;5UTR;1stExon;5UTR,Body;Body	_,_	ACOT11;ACOT11,ACOT11;ACOT11;ACOT11;ACOT11,ACOT11;ACOT11	NM_147161;NM_015547,NM_015547;NM_015547;NM_147161;NM_147161,NM_015547;NM_147161
1	54953298	54953942	2	cg25284512,cg26433140	TSS1500,TSS200	N_Shore,Island	TTC4,TTC4	NM_004623,NM_004623
1	55003295	55003358	2	cg08168431,cg11084629	TSS1500,TSS1500	S_Shore,S_Shore	PARS2,PARS2	NM_152268,NM_152268
1	63312793	63312805	2	cg12806613,cg15672853	_,_	_,_	_,_	_,_
1	63555014	63555755	2	cg05719140,cg00097228	_,_	Island,Island	_,_	_,_
1	65240585	65240605	2	cg15208832,cg00600454	_,_	N_Shore,N_Shore	_,_	_,_
1	65385438	65385453	2	cg10380652,cg23013958	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	AK3L1;AK3L1;AK3L1,AK3L1;AK3L1;AK3L1	NM_013410;NM_203464;NM_001005353,NM_013410;NM_203464;NM_001005353
1	66030320	66030610	3	cg08716655,cg04704294,cg16294013	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS1500	N_Shore,N_Shore,N_Shore	PDE4B;PDE4B,PDE4B;PDE4B,PDE4B;PDE4B	NM_002600;NM_001037341,NM_002600;NM_001037341,NM_001037341;NM_002600
1	66990261	66990863	3	cg17819635,cg08857729,cg24161501	TSS1500,TSS1500,5UTR	N_Shore,N_Shore,Island	TCTEX1D1,TCTEX1D1,TCTEX1D1	NM_152665,NM_152665,NM_152665	hyper.chimp
1	45988363	45988544	3	cg17156633,cg09580965,cg01237807	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore,N_Shore	IPP;IPP,IPP;IPP,IPP;IPP	NM_005897;NM_001145349,NM_005897;NM_001145349,NM_005897;NM_001145349	hypo.chimp
1	46404950	46405740	6	cg05322273,cg15711727,cg14796305,cg00041872,cg14709691,cg06974930	_,_	N_Shore,N_Shore,N_Shore,Island,Island,S_Shore	_,_	_,_	hypo.chimp
1	46632361	46632378	3	cg12671744,cg18261491,cg16267850	TSS200,TSS200,TSS200	Island,Island,Island	FAAH,FAAH,FAAH	NM_001441,NM_001441,NM_001441	hypo.chimp
1	48225052	48225327	3	cg18376692,cg24090990,cg07202054	_,_	S_Shelf,S_Shelf,S_Shelf	_,_	_,_	hypo.chimp
1	50286232	50287047	2	cg10989897,cg00322486	TSS200,Body	Island,S_Shore	ELAVL4,ELAVL4	NM_001144777,NM_001144777	hypo.chimp
1	52271090	52271403	3	cg00691240,cg08855861,cg10605904	Body;1stExon,Body;1stExon,Body;1stExon	Island,Island,Island	TXNDC12;KTI12,TXNDC12;KTI12,TXNDC12;KTI12	NM_015913;NM_138417,NM_015913;NM_138417,NM_015913;NM_138417	hypo.chimp
1	53477086	53477566	4	cg04916289,cg26112661,cg18153869,cg13094926	TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,S_Shore	MAGOH,MAGOH,MAGOH,MAGOH	NM_002370,NM_002370,NM_002370,NM_002370	hypo.chimp
1	55123411	55124247	2	cg20291423,cg27168858	Body,Body	N_Shore,N_Shore	DHCR24,DHCR24	NM_014762,NM_014762	hypo.chimp
1	62501845	62501982	2	cg07949011,cg11084571	Body,Body	_,_	KANK4,KANK4	NM_181712,NM_181712	hypo.chimp
1	63556565	63557591	3	cg11923320,cg17941572,cg00597687	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
1	67545560	67545574	2	cg11132246,cg19745415	TSS200,TSS200	N_Shore,N_Shore	IL12RB2,IL12RB2	NM_001559,NM_001559	hypo.chimp
1	67922781	67922988	3	cg23723105,cg02639608,cg01810953	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	GADD45A,GADD45A,GADD45A	NM_001924,NM_001924,NM_001924	hyper.chimp
1	68072056	68072099	3	cg13399816,cg25189904,cg26764244	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	GNG12,GNG12,GNG12	NM_018841,NM_018841,NM_018841	hypo.chimp
1	70944611	70945074	3	cg10239860,cg19601666,cg20457732	_,_	_,_	_,_	_,_	hyper.chimp
1	71284688	71285073	2	cg06937997,cg23823908	Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,1stExon;Body;1stExon;Body;1stExon;1stExon;Body;1stExon;1stExon;1stExon	N_Shore,Island	PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3,PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3;PTGER3	NR_028294;NM_198715;NM_198717;NM_198714;NR_028293;NM_198718;NR_028292;NM_001126044;NM_198719;NM_198716,NM_198718;NR_028294;NM_198714;NR_028293;NM_198716;NM_198717;NR_028292;NM_001126044;NM_198719;NM_198715	hypo.chimp
1	74436268	74436748	5	cg06034096,cg00402366,cg21446242,cg27438756,cg03837750	1stExon;5UTR;TSS1500;TSS1500,1stExon;TSS200;TSS200;5UTR,1stExon;TSS200;TSS200;5UTR,TSS200;TSS200;TSS200,TSS1500;Body;Body	N_Shore,N_Shore,Island,Island,S_Shore	LRRIQ3;LRRIQ3;TNNI3K;FPGT,LRRIQ3;TNNI3K;FPGT;LRRIQ3,LRRIQ3;TNNI3K;FPGT;LRRIQ3,TNNI3K;FPGT;LRRIQ3,LRRIQ3;TNNI3K;FPGT	NM_001105659;NM_001105659;NM_001112808;NM_003838,NM_001105659;NM_001112808;NM_003838;NM_001105659,NM_001105659;NM_001112808;NM_003838;NM_001105659,NM_001112808;NM_003838;NM_001105659,NM_001105659;NM_001112808;NM_003838
1	74912169	74912877	2	cg27268184,cg09365529	TSS200,TSS1500	_,_	C1orf173,C1orf173	NM_001002912,NM_001002912
1	75366184	75367119	7	cg21009965,cg01971160,cg11196437,cg01185626,cg09222749,cg10249828,cg20594809	TSS1500,TSS1500,TSS1500,TSS200,TSS200,1stExon;5UTR,5UTR	N_Shelf,N_Shelf,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	LHX8,LHX8,LHX8,LHX8,LHX8,LHX8;LHX8,LHX8	NM_001001933,NM_001001933,NM_001001933,NM_001001933,NM_001001933,NM_001001933;NM_001001933,NM_001001933
1	76024224	76024564	2	cg21812670,cg09458394	TSS1500;TSS1500,TSS1500;Body	_,_	SNORD45C;RABGGTB,SNORD45C;RABGGTB	NR_003042;NM_004582,NR_003042;NM_004582
1	76026033	76026276	2	cg07774299,cg08702915	Body;TSS200,Body;TSS1500	_,_	RABGGTB;SNORD45A,RABGGTB;SNORD45B	NM_004582;NR_002749,NM_004582;NR_002748
1	84098773	84099355	9	cg03681926,cg07908237,cg14790630,cg08882038,cg07807165,cg02531516,cg18116902,cg26347197,cg24955204	_,_	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island	_,_	_,_
1	86633735	86633789	2	cg06898830,cg20280835	5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore	ODF2L;ODF2L,ODF2L;ODF2L	NM_020729;NM_001007022,NM_020729;NM_001007022
1	87389730	87389916	3	cg02357336,cg17711365,cg09121047	Body,Body,Body	N_Shore,Island,Island	LOC339524,LOC339524,LOC339524	NR_026989,NR_026989,NR_026989
1	89232092	89232117	2	cg14669130,cg11309454	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	CCBL2;CCBL2;RBMXL1;RBMXL1,CCBL2;CCBL2;RBMXL1;RBMXL1	NM_001008661;NM_001008662;NM_001162536;NM_019610,NM_001008661;NM_001008662;NM_001162536;NM_019610
1	91072819	91074550	11	cg17443359,cg20387429,cg18486235,cg04929703,cg00667862,cg09793883,cg00644823,cg06849504,cg00503383,cg18235734,cg17799946	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_
1	91079551	91079665	2	cg16137250,cg10521153	_,_	_,_	_,_	_,_
1	94475686	94476766	3	cg26229607,cg20335213,cg01812146	1stExon;5UTR,TSS1500,TSS1500	Island,S_Shore,S_Shore	ARHGAP29;ARHGAP29,ARHGAP29,ARHGAP29	NM_004815;NM_004815,NM_004815,NM_004815	hyper.chimp
1	76034890	76035572	8	cg16427752,cg02161115,cg21438018,cg14200364,cg22035229,cg17028301,cg23237611,cg08909961	TSS1500,TSS1500,TSS200,TSS200,1stExon;5UTR,1stExon,1stExon,Body	N_Shore,N_Shore,Island,Island,Island,Island,Island,S_Shore	MSH4,MSH4,MSH4,MSH4,MSH4;MSH4,MSH4,MSH4,MSH4	NM_002440,NM_002440,NM_002440,NM_002440,NM_002440;NM_002440,NM_002440,NM_002440,NM_002440
1	78283728	78283823	2	cg26263401,cg20785560	TSS1500,TSS1500	N_Shore,N_Shore	GIPC2,GIPC2	NM_017655,NM_017655
1	84539112	84539912	2	cg23694882,cg23086720	TSS1500;Body,1stExon;TSS1500;5UTR;Body	S_Shore,S_Shelf	SAMD13;SAMD13,SAMD13;SAMD13;SAMD13;SAMD13	NM_001134663;NM_001010971,NM_001134663;NM_001134664;NM_001134663;NM_001010971	hypo.chimp
1	84992718	84992830	2	cg20267580,cg09062462	_,_	Island,Island	_,_	_,_	hypo.chimp
1	85496916	85497042	2	cg09385306,cg17737388	Body;Body,Body;Body	N_Shore,N_Shore	C1orf52;C1orf52,C1orf52;C1orf52	NR_024113;NM_198077,NR_024113;NM_198077	hypo.chimp
1	90081208	90082193	3	cg24353213,cg24720717,cg01860897	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,Island,Island	LRRC8D;LRRC8D,LRRC8D;LRRC8D,LRRC8D;LRRC8D	NM_018103;NM_001134479,NM_018103;NM_001134479,NM_018103;NM_001134479	hypo.chimp
1	92123018	92123156	2	cg17074704,cg26542412	5UTR,5UTR	N_Shore,N_Shore	TGFBR3,TGFBR3	NM_003243,NM_003243	hypo.chimp
1	93023772	93023806	3	cg24312719,cg17140307,cg11226183	Body,Body,Body	S_Shore,S_Shore,S_Shore	EVI5,EVI5,EVI5	NM_005665,NM_005665,NM_005665	hypo.chimp
1	94778910	94779127	3	cg07387634,cg12599850,cg06881898	Body,Body,Body	N_Shore,N_Shore,N_Shore	F3,F3,F3	NM_001993,NM_001993,NM_001993	hypo.chimp
1	95057840	95057937	2	cg15571882,cg20817062	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	SLC44A3;SLC44A3,SLC44A3;SLC44A3	NM_001114106;NM_152369,NM_001114106;NM_152369	hypo.chimp
1	95471415	95472860	7	cg01206378,cg20701556,cg24808901,cg03123541,cg06440946,cg25877054,cg26879578	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,S_Shore	RWDD3;RWDD3,RWDD3;RWDD3,RWDD3;RWDD3,RWDD3;RWDD3,RWDD3;RWDD3,RWDD3;RWDD3,RWDD3;RWDD3	NM_001128142;NM_015485,NM_001128142;NM_015485,NM_001128142;NM_015485,NM_001128142;NM_015485,NM_001128142;NM_015485,NM_001128142;NM_015485,NM_001128142;NM_015485	hyper.chimp
1	98282770	98282916	2	cg02658730,cg25372296	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
1	99241911	99242165	2	cg20318156,cg26034531	Body;Body,Body;Body	N_Shore,N_Shore	LPPR5;LPPR5,LPPR5;LPPR5	NM_001010861;NM_001037317,NM_001010861;NM_001037317	hyper.chimp
1	99884315	99884437	2	cg07960762,cg24603803	1stExon;5UTR,1stExon;5UTR	_,_	PALMD;PALMD,PALMD;PALMD	NM_017734;NM_017734,NM_017734;NM_017734	hyper.chimp
1	100275163	100275777	2	cg11347139,cg10820988	TSS1500,TSS1500	N_Shore,N_Shore	HIAT1,HIAT1	NM_033055,NM_033055	hyper.chimp
1	109090572	109090602	3	cg09117878,cg27538385,cg11666924	TSS1500,TSS1500,TSS1500	Island,Island,Island	STXBP3,STXBP3,STXBP3	NM_007269,NM_007269,NM_007269	hypo.chimp
1	109999763	110000649	2	cg21451998,cg22247664	TSS1500;TSS1500;TSS1500,Body;Body;Body	N_Shore,Island	GSTM4;GSTM4;GSTM4,GSTM4;GSTM4;GSTM4	NM_147148;NM_000850;NR_024538,NR_024538;NM_147148;NM_000850	hypo.chimp
1	110474292	110474435	2	cg27432826,cg25207248	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
1	110553570	110553830	3	cg20966270,cg02193146,cg21217540	_,_	N_Shore,Island,Island	_,_	_,_	hypo.chimp
1	110752231	110752781	4	cg12702097,cg20982476,cg00410422,cg17164863	TSS200,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	HBXIP,HBXIP,HBXIP,HBXIP	NM_006402,NM_006402,NM_006402,NM_006402	hyper.chimp
1	111571188	111571797	2	cg25211348,cg26366091	TSS1500;TSS1500,TSS200;TSS200	_,_	CHI3L2;CHI3L2,CHI3L2;CHI3L2	NM_001025197;NM_004000,NM_001025197;NM_004000	hypo.chimp
1	113063011	113063287	3	cg26044038,cg10839663,cg23746359	_,TSS1500;TSS1500	Island,Island,Island	_,FAM19A3;FAM19A3	_,NM_001004440;NM_182759	hyper.chimp
1	113088133	113088694	4	cg13060157,cg22865470,cg12549600,cg04746890	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
1	113194140	113194702	3	cg21883115,cg13966710,cg16256615	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
1	113300672	113301852	3	cg00963079,cg09226792,cg07176692	TSS200;TSS1500,TSS1500;TSS1500,TSS1500	Island,S_Shore,S_Shore	SLC16A1;SLC16A1,SLC16A1;SLC16A1,SLC16A1	NM_003051;NM_001166496,NM_003051;NM_001166496,NM_003051	hypo.chimp
1	114323298	114323967	2	cg22020227,cg26824174	TSS1500,Body	_,_	OLFML3,OLFML3	NM_020190,NM_020190	hyper.chimp
1	114433195	114433485	2	cg02305412,cg06789517	_,3UTR	_,_	_,SYT6	_,NM_205848
1	115823448	115823614	2	cg07790079,cg03324464	_,_	_,_	_,_	_,_
1	116184507	116185157	3	cg17873750,cg23202177,cg02030187	5UTR;1stExon;5UTR,5UTR;1stExon;5UTR,1stExon;TSS1500;5UTR	S_Shore,S_Shore,S_Shore	NHLH2;NHLH2;NHLH2,NHLH2;NHLH2;NHLH2,NHLH2;NHLH2;NHLH2	NM_001111061;NM_001111061;NM_005599,NM_001111061;NM_001111061;NM_005599,NM_005599;NM_001111061;NM_005599	hypo.chimp
1	114498469	114499845	9	cg15976388,cg19901801,cg19874857,cg12804010,cg12097117,cg06620092,cg00764109,cg26426632,cg12728020	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,_	Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	SYT6,SYT6,SYT6,SYT6,SYT6,SYT6,SYT6,SYT6,_	NM_205848,NM_205848,NM_205848,NM_205848,NM_205848,NM_205848,NM_205848,NM_205848,_	hyper.chimp
1	115199139	115199596	3	cg27332337,cg10440578,cg18396987	1stExon;5UTR,5UTR,5UTR	Island,Island,S_Shore	SYCP1;SYCP1,SYCP1,SYCP1	NM_003176;NM_003176,NM_003176,NM_003176
1	120240448	120240559	3	cg23131777,cg22774211,cg16166968	1stExon,1stExon;5UTR,1stExon;5UTR	N_Shore,Island,Island	ADAM30,ADAM30;ADAM30,ADAM30;ADAM30	NM_021794,NM_021794;NM_021794,NM_021794;NM_021794
1	143304698	143305464	4	cg22122572,cg26160235,cg03603114,cg09127406	_,_	Island,Island,Island,Island	_,_	_,_
1	144425367	144425500	3	cg06095777,cg11743829,cg25221984	5UTR,5UTR,5UTR	Island,Island,Island	CD160,CD160,CD160	NM_007053,NM_007053,NM_007053	hyper.chimp
1	116914139	116914377	3	cg26313955,cg09584521,cg21039631	Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,N_Shore,N_Shore	CD58;CD58;CD58,CD58;CD58;CD58,CD58;CD58;CD58	NM_001779;NR_026665;NM_001144822,NM_001779;NR_026665;NM_001144822,NM_001779;NR_026665;NM_001144822	hypo.chimp
1	120706686	120706845	3	cg22123542,cg25137968,cg04080517	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	HIST2H2BA,HIST2H2BA,HIST2H2BA	NR_027337,NR_027337,NR_027337	hypo.chimp
1	144219010	144219619	3	cg00986445,cg05660005,cg13131501	1stExon;5UTR,1stExon;5UTR,Body	Island,Island,S_Shore	RBM8A;RBM8A,RBM8A;RBM8A,RBM8A	NM_005105;NM_005105,NM_005105;NM_005105,NM_005105	hypo.chimp
1	145010220	145010668	3	cg26152038,cg17856063,cg23019889	_,_	N_Shore,Island,Island	_,_	_,_	hypo.chimp
1	145015281	145015806	2	cg22671717,cg06317351	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
1	145712109	145712250	3	cg08307963,cg17941330,cg26191449	TSS200,TSS200,TSS200	_,_	GJA5,GJA5,GJA5	NM_005266,NM_005266,NM_005266	hyper.chimp
1	146219447	146219516	3	cg02909688,cg05959459,cg19250989	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
1	146256104	146257282	5	cg17149103,cg00171578,cg10537450,cg25200152,cg06804778	_,_	N_Shore,Island,Island,S_Shore,S_Shore	_,_	_,_	hyper.chimp
1	146272796	146273816	5	cg17476910,cg04483163,cg01511022,cg20769700,cg04494789	_,_	N_Shore,N_Shore,Island,Island,S_Shore	_,_	_,_	hyper.chimp
1	146822271	146822673	4	cg18404366,cg18242427,cg18376472,cg06616806	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
1	147130819	147132216	4	cg00094044,cg13494933,cg06872981,cg17009073	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_	hyper.chimp
1	147167747	147169079	3	cg07719261,cg01925498,cg05650810	_,_	N_Shore,N_Shore,Island	_,_	_,_	hyper.chimp
1	147196694	147196844	2	cg25095697,cg00097790	TSS1500;Body;Body,TSS200;Body;Body	_,_	LOC645166;LOC645166;LOC645166,LOC645166;LOC645166;LOC645166	NR_027354;NR_027356;NR_027355,NR_027354;NR_027356;NR_027355	hyper.chimp
1	147404132	147405075	3	cg20768669,cg13529755,cg21273659	_,_	N_Shore,Island,S_Shore	_,_	_,_	hyper.chimp
1	147453701	147453773	2	cg14530833,cg11710152	_,_	_,_	_,_	_,_	hypo.chimp
1	147553700	147553927	2	cg19612827,cg10242032	Body,Body	Island,Island	LOC388692,LOC388692	NR_027002,NR_027002	hypo.chimp
1	147665798	147666976	4	cg13962321,cg14497172,cg16519842,cg24437737	1stExon,TSS1500,TSS1500,TSS1500	Island,N_Shore,Island,Island	HIST2H2BF,HIST2H2BF,HIST2H2BF,HIST2H2BF	NM_001024599,NM_001024599,NM_001024599,NM_001024599	hypo.chimp
1	147939249	147939952	3	cg07591519,cg05024121,cg09785984	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
1	148051195	148051835	3	cg12769994,cg23782591,cg08636083	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;1stExon;TSS1500	N_Shore,Island,Island	HIST2H2BF;HIST2H2BF,HIST2H2BF;HIST2H2BF,HIST2H2BF;HIST2H3D;HIST2H2BF	NM_001024599;NM_001161334,NM_001024599;NM_001161334,NM_001024599;NM_001123375;NM_001161334	hypo.chimp
1	148138249	148138569	3	cg27541317,cg24364827,cg09045105	Body,Body,Body	Island,Island,Island	BOLA1,BOLA1,BOLA1	NM_016074,NM_016074,NM_016074	hypo.chimp
1	148174937	148175230	3	cg13476072,cg00777271,cg02086349	Body;TSS200,1stExon;TSS1500,5UTR;1stExon;TSS1500	_,_	MTMR11;MTMR11,MTMR11;MTMR11,MTMR11;MTMR11;MTMR11	NM_001145862;NM_181873,NM_001145862;NM_181873,NM_001145862;NM_001145862;NM_181873
1	149220304	149221178	4	cg25468058,cg04144222,cg07337598,cg20437604	TSS1500,TSS1500,TSS1500,1stExon;5UTR	_,_	ANXA9,ANXA9,ANXA9,ANXA9;ANXA9	NM_003568,NM_003568,NM_003568,NM_003568;NM_003568	hypo.chimp
1	148520466	148522127	12	cg15642292,cg07702853,cg21831898,cg11207983,cg07916884,cg06982544,cg21715963,cg10055771,cg01464052,cg00764612,cg09563216,cg03960066	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS200,TSS200,1stExon;5UTR,1stExon;5UTR	N_Shore,N_Shore,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51,C1orf51;C1orf51,C1orf51;C1orf51	NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697,NM_144697;NM_144697,NM_144697;NM_144697	hyper.chimp
1	148755068	148755429	2	cg00502963,cg03851496	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
1	149245529	149245716	3	cg07495664,cg01016521,cg06433658	5UTR;1stExon;5UTR;5UTR;5UTR;5UTR;1stExon;1stExon,5UTR;1stExon;5UTR;5UTR;5UTR;5UTR;1stExon;1stExon,5UTR;1stExon;5UTR;5UTR;5UTR;5UTR;1stExon;1stExon	N_Shore,N_Shore,N_Shore	FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A,FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A,FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A;FAM63A	NM_001040217;NM_001163260;NM_018379;NM_001163260;NM_001163259;NM_001163258;NM_001040217;NM_001163259,NM_001040217;NM_001163260;NM_018379;NM_001163260;NM_001163259;NM_001163258;NM_001040217;NM_001163259,NM_001040217;NM_001163260;NM_018379;NM_001163260;NM_001163259;NM_001163258;NM_001040217;NM_001163259
1	149247008	149247035	2	cg21147147,cg09028383	5UTR;TSS1500;5UTR;TSS1500;TSS1500;TSS1500,5UTR;TSS1500;5UTR;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	FAM63A;PRUNE;FAM63A;FAM63A;FAM63A;FAM63A,FAM63A;PRUNE;FAM63A;FAM63A;FAM63A;FAM63A	NM_018379;NM_021222;NM_001163258;NM_001040217;NM_001163260;NM_001163259,NM_018379;NM_021222;NM_001163258;NM_001040217;NM_001163260;NM_001163259
1	149395686	149395784	2	cg16565154,cg21544402	TSS200,1stExon;5UTR	_,_	TNFAIP8L2,TNFAIP8L2;TNFAIP8L2	NM_024575,NM_024575;NM_024575	hypo.chimp
1	149404243	149404300	2	cg11205312,cg06902698	TSS1500;Body;1stExon,TSS1500;Body;1stExon	_,_	SCNM1;LYSMD1;LYSMD1,SCNM1;LYSMD1;LYSMD1	NM_024041;NM_001136543;NM_212551,NM_024041;NM_001136543;NM_212551	hyper.chimp
1	149611747	149611872	2	cg24480379,cg07680533	5UTR;1stExon,TSS200	_,_	SELENBP1;SELENBP1,SELENBP1	NM_003944;NM_003944,NM_003944
1	151775499	151775908	2	cg22792473,cg24375627	TSS200,TSS1500	S_Shore,S_Shore	S100A6,S100A6	NM_014624,NM_014624
1	152217467	152217491	2	cg03655142,cg01588224	TSS1500,TSS1500	S_Shore,S_Shore	JTB,JTB	NM_006694,NM_006694
1	153252862	153253136	2	cg17588293,cg01782486	5UTR,5UTR	N_Shelf,N_Shelf	ZBTB7B,ZBTB7B	NM_015872,NM_015872
1	153443861	153444185	2	cg01428953,cg16416987	Body;TSS1500;TSS1500,Body;TSS1500;TSS1500	N_Shore,N_Shore	THBS3;MTX1;MTX1,THBS3;MTX1;MTX1	NM_007112;NM_198883;NM_002455,NM_007112;NM_198883;NM_002455
1	153556860	153557921	5	cg24547565,cg15113766,cg15676040,cg08574629,cg22234962	TSS1500;Body;Body;TSS1500;Body,TSS1500;3UTR;3UTR;3UTR;TSS1500;3UTR,TSS200;3UTR;3UTR;3UTR;TSS200;3UTR,TSS200;3UTR;TSS200,5UTR;5UTR;5UTR	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	RUSC1;FDPS;FDPS;RUSC1;FDPS,RUSC1;C1orf104;FDPS;FDPS;RUSC1;FDPS,RUSC1;C1orf104;FDPS;FDPS;RUSC1;FDPS,RUSC1;C1orf104;RUSC1,RUSC1;RUSC1;C1orf104	NM_001105204;NM_001135822;NM_001135821;NM_001105203;NM_002004,NM_001105204;NM_001039517;NM_002004;NM_001135822;NM_001105203;NM_001135821,NM_001105203;NM_001039517;NM_002004;NM_001135822;NM_001105204;NM_001135821,NM_001105203;NM_001039517;NM_001105204,NM_001105203;NM_001105204;NM_001039517
1	154484605	154484718	3	cg26541780,cg01583940,cg12303685	TSS200;TSS200,TSS1500;TSS200,TSS1500;TSS1500	S_Shelf,S_Shelf,S_Shelf	PAQR6;PAQR6,PAQR6;PAQR6,PAQR6;PAQR6	NM_198406;NM_024897,NM_198406;NM_024897,NM_198406;NM_024897
1	154827767	154827770	2	cg16564525,cg15208197	TSS1500,TSS1500	N_Shore,N_Shore	APOA1BP,APOA1BP	NM_144772,NM_144772
1	158160295	158160685	3	cg03651478,cg22698489,cg16107628	5UTR,5UTR,5UTR	N_Shore,N_Shore,N_Shore	TAGLN2,TAGLN2,TAGLN2	NM_003564,NM_003564,NM_003564	hypo.chimp
1	150565508	150565702	3	cg13447818,cg10500702,cg26390526	TSS1500,TSS1500,TSS1500	_,_	FLG,FLG,FLG	NM_002016,NM_002016,NM_002016	hyper.chimp
1	150750299	150751010	2	cg01868128,cg00011513	5UTR,3UTR	_,N_Shelf	LCE5A,LCE5A	NM_178438,NM_178438	hyper.chimp
1	150936609	150937467	3	cg22616525,cg13974761,cg13697387	TSS1500,TSS1500,1stExon;5UTR	_,_	LCE2A,LCE2A,LCE2A;LCE2A	NM_178428,NM_178428,NM_178428;NM_178428
1	151014096	151014186	2	cg23413307,cg13493250	TSS1500,TSS1500	_,_	LCE1F,LCE1F	NM_178354,NM_178354
1	151805388	151806028	2	cg22700686,cg02332117	TSS1500,TSS1500	_,_	S100A2,S100A2	NM_005978,NM_005978
1	153320447	153320475	2	cg00449821,cg00267713	Body,Body	Island,Island	EFNA3,EFNA3	NM_004952,NM_004952
1	154430468	154430523	2	cg25208724,cg24450063	5UTR;1stExon,5UTR;1stExon	Island,Island	SLC25A44;SLC25A44,SLC25A44;SLC25A44	NM_014655;NM_014655,NM_014655;NM_014655
1	154605263	154605910	8	cg24473450,cg13423770,cg07702888,cg17935233,cg03917423,cg15120454,cg06216293,cg17820306	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,1stExon;Body;5UTR,1stExon;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	RHBG;RHBG,RHBG;RHBG,RHBG;RHBG,RHBG;RHBG,RHBG;RHBG;RHBG,RHBG;RHBG,RHBG;RHBG,RHBG;RHBG	NR_026549;NM_020407,NR_026549;NM_020407,NR_026549;NM_020407,NR_026549;NM_020407,NM_020407;NR_026549;NM_020407,NM_020407;NR_026549,NM_020407;NR_026549,NM_020407;NR_026549	hyper.chimp
1	154838167	154838222	3	cg11192022,cg06957169,cg14611278	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	_,_	GPATCH4;GPATCH4,GPATCH4;GPATCH4,GPATCH4;GPATCH4	NM_015590;NM_182679,NM_015590;NM_182679,NM_015590;NM_182679	hyper.chimp
1	156386019	156386669	5	cg25200182,cg20030310,cg24298311,cg18873957,cg25302284	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
1	158320313	158320843	4	cg13552867,cg20489026,cg15580417,cg08187246	5UTR,Body,Body,Body	N_Shore,Island,Island,Island	KCNJ9,KCNJ9,KCNJ9,KCNJ9	NM_004983,NM_004983,NM_004983,NM_004983
1	159438434	159438443	2	cg07580762,cg21691116	5UTR;TSS200,5UTR;TSS200	Island,Island	NDUFS2;NDUFS2,NDUFS2;NDUFS2	NM_004550;NM_001166159,NM_004550;NM_001166159
1	161439664	161439886	2	cg24901474,cg02579477	TSS200,TSS1500	_,_	RGS5,RGS5	NM_003617,NM_003617
1	165112245	165112650	2	cg16562251,cg20672205	1stExon;5UTR,TSS1500	Island,S_Shore	TADA1;TADA1,TADA1	NM_053053;NM_053053,NM_053053	hyper.chimp
1	158442020	158442598	2	cg20420867,cg11194994	5UTR,5UTR	Island,S_Shore	PEA15,PEA15	NM_003768,NM_003768	hypo.chimp
1	159388678	159389584	2	cg04573771,cg16673712	TSS1500,TSS1500	_,_	UFC1,UFC1	NM_016406,NM_016406	hypo.chimp
1	159550270	159550542	5	cg13788685,cg11744295,cg08716396,cg15152945,cg02656741	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,Island,Island,Island,Island	SDHC;SDHC;LOC642502;SDHC;SDHC,SDHC;SDHC;LOC642502;SDHC;SDHC,SDHC;SDHC;LOC642502;SDHC;SDHC,SDHC;SDHC;LOC642502;SDHC;SDHC,SDHC;SDHC;LOC642502;SDHC;SDHC	NM_001035512;NM_001035513;NM_001089593;NM_001035511;NM_003001,NM_001035512;NM_001035513;NM_001089593;NM_001035511;NM_003001,NM_001035512;NM_001035513;NM_001089593;NM_001035511;NM_003001,NM_001035512;NM_001035513;NM_001089593;NM_001035511;NM_003001,NM_001035512;NM_001035513;NM_001089593;NM_001035511;NM_003001	hypo.chimp
1	159604303	159604327	2	cg19662687,cg12486814	TSS200,TSS200	_,_	C1orf192,C1orf192	NM_001013625,NM_001013625	hypo.chimp
1	159635411	159635571	2	cg23915527,cg03441844	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
1	162556803	162556822	2	cg09871685,cg23619357	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
1	162947891	162948276	2	cg25148025,cg14031054	Body,Body	_,_	PBX1,PBX1	NM_002585,NM_002585	hypo.chimp
1	163679947	163681664	5	cg07163547,cg00349776,cg08623787,cg12404281,cg17514495	Body;Body,5UTR;5UTR;1stExon;1stExon,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	_,_	RXRG;RXRG,RXRG;RXRG;RXRG;RXRG,RXRG;RXRG,RXRG;RXRG,RXRG;RXRG	NM_006917;NM_001009598,NM_001009598;NM_006917;NM_006917;NM_001009598,NM_006917;NM_001009598,NM_006917;NM_001009598,NM_006917;NM_001009598	hypo.chimp
1	165119902	165120239	4	cg03433241,cg11849738,cg26248173,cg15473017	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
1	165357242	165357381	2	cg04138112,cg11236550	Body,Body	Island,Island	DUSP27,DUSP27	NM_001080426,NM_001080426	hyper.chimp
1	165675133	165675822	7	cg01396157,cg21161394,cg02648847,cg12446199,cg06900257,cg12184421,cg11958495	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island,Island,S_Shore	CD247;CD247,CD247;CD247,CD247;CD247,CD247;CD247,CD247;CD247,CD247;CD247,CD247;CD247	NM_198053;NM_000734,NM_198053;NM_000734,NM_198053;NM_000734,NM_198053;NM_000734,NM_198053;NM_000734,NM_198053;NM_000734,NM_198053;NM_000734	hyper.chimp
1	165865145	165865748	4	cg15676719,cg04275362,cg12336540,cg04259326	TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore	RCSD1,RCSD1,RCSD1,RCSD1	NM_052862,NM_052862,NM_052862,NM_052862	hypo.chimp
1	165957062	165957350	2	cg04846203,cg01565130	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	MPZL1;MPZL1;MPZL1,MPZL1;MPZL1;MPZL1	NM_024569;NM_003953;NM_001146191,NM_024569;NM_003953;NM_001146191	hypo.chimp
1	166461570	166461732	2	cg20480045,cg12154153	TSS1500,TSS200	Island,Island	SFT2D2,SFT2D2	NM_199344,NM_199344	hypo.chimp
1	168381666	168381975	2	cg12500707,cg03192897	TSS200,1stExon	_,_	METTL11B,METTL11B	NM_001136107,NM_001136107	hyper.chimp
1	168895480	168896179	3	cg12439157,cg11953609,cg22795586	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hyper.chimp
1	171905694	171905753	2	cg04446579,cg15680620	TSS200,TSS200	S_Shore,S_Shore	ANKRD45,ANKRD45	NM_198493,NM_198493	hypo.chimp
1	172101454	172101888	3	cg06644515,cg14564638,cg03044573	TSS1500;Body;TSS1500;TSS1500;TSS200;TSS1500,Body;TSS1500;TSS200;TSS1500;TSS1500,Body;TSS1500;TSS200;TSS1500;TSS1500	N_Shelf,N_Shore,N_Shore	SNORD47;GAS5;SNORD81;SNORD80;SNORD78;SNORD79,GAS5;SNORD78;SNORD44;SNORD80;SNORD79,GAS5;SNORD78;SNORD44;SNORD80;SNORD79	NR_002746;NR_002578;NR_003938;NR_003940;NR_003944;NR_003939,NR_002578;NR_003944;NR_002750;NR_003940;NR_003939,NR_002578;NR_003944;NR_002750;NR_003940;NR_003939	hypo.chimp
1	173234318	173234767	2	cg04085339,cg16743289	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	CACYBP;CACYBP,CACYBP;CACYBP	NM_014412;NM_001007214,NM_014412;NM_001007214	hypo.chimp
1	177811778	177812291	2	cg10711209,cg24867790	TSS200,TSS1500	Island,S_Shore	NPHS2,NPHS2	NM_014625,NM_014625	hyper.chimp
1	177978206	177978814	2	cg02634341,cg09683824	TSS1500,TSS200	N_Shore,Island	FAM163A,FAM163A	NM_173509,NM_173509	hyper.chimp
1	178051118	178051343	2	cg25369168,cg05392737	3UTR,3UTR	_,_	FAM163A,FAM163A	NM_173509,NM_173509	hyper.chimp
1	178738830	178738977	2	cg08270031,cg20824549	TSS200,TSS1500	Island,S_Shore	ACBD6,ACBD6	NM_032360,NM_032360	hypo.chimp
1	179323902	179324081	3	cg22801949,cg07969646,cg24915511	TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore	IER5,IER5,IER5	NM_016545,NM_016545,NM_016545	hypo.chimp
1	180823840	180824605	2	cg13372635,cg27563952	TSS1500,_	_,_	RNASEL,_	NM_021133,_	hypo.chimp
1	180839778	180840612	2	cg16824301,cg03517466	Body,TSS1500	N_Shore,S_Shore	RGS16,RGS16	NM_002928,NM_002928	hypo.chimp
1	181074585	181074766	2	cg16243197,cg25133192	TSS1500,TSS1500	N_Shore,N_Shore	DHX9,DHX9	NM_001357,NM_001357	hypo.chimp
1	183553619	183553771	2	cg05377162,cg17297305	TSS1500,TSS1500	S_Shore,S_Shore	IVNS1ABP,IVNS1ABP	NM_006469,NM_006469	hypo.chimp
1	198538735	198538838	3	cg06811094,cg22810423,cg07138399	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
1	199349605	199350082	2	cg17810781,cg18471160	TSS1500,_	N_Shore,Island	CACNA1S,_	NM_000069,_	hyper.chimp
1	199518947	199519357	7	cg02855983,cg08872722,cg17463149,cg19570545,cg09279512,cg09472802,cg22606205	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon	N_Shore,N_Shore,Island,Island,Island,Island,Island	PKP1;PKP1,PKP1;PKP1,PKP1;PKP1,PKP1;PKP1,PKP1;PKP1,PKP1;PKP1;PKP1;PKP1,PKP1;PKP1;PKP1;PKP1	NM_000299;NM_001005337,NM_000299;NM_001005337,NM_000299;NM_001005337,NM_000299;NM_001005337,NM_000299;NM_001005337,NM_001005337;NM_000299;NM_000299;NM_001005337,NM_001005337;NM_000299;NM_000299;NM_001005337	hyper.chimp
1	201290260	201291082	2	cg00964446,cg01781649	Body,Body	_,_	PPFIA4,PPFIA4	NM_015053,NM_015053	hyper.chimp
1	201361819	201362671	3	cg10111764,cg24141663,cg11341981	_,TSS1500;TSS1500,TSS1500;TSS1500	N_Shelf,N_Shore,N_Shore	_,ADORA1;ADORA1,ADORA1;ADORA1	_,NM_000674;NM_001048230,NM_000674;NM_001048230	hypo.chimp
1	201540316	201540757	2	cg00567854,cg00860712	TSS1500,TSS1500	N_Shore,N_Shore	BTG2,BTG2	NM_006763,NM_006763	hyper.chimp
1	201542550	201543218	2	cg23371584,cg01798157	Body,3UTR	S_Shore,S_Shore	BTG2,BTG2	NM_006763,NM_006763
1	203666354	203666568	3	cg11980944,cg24339193,cg06849719	_,_	_,_	_,_	_,_
1	207448240	207448400	2	cg09117778,cg17082959	_,_	_,_	_,_	_,_
1	207471673	207471687	2	cg11379081,cg00563824	_,_	Island,Island	_,_	_,_
1	209622356	209622909	4	cg01421119,cg05785348,cg13768174,cg09366861	TSS1500,TSS1500,Body,Body	N_Shore,N_Shore,Island,Island	C1orf97,C1orf97,C1orf97,C1orf97	NR_026761,NR_026761,NR_026761,NR_026761
1	209938785	209939276	2	cg04792270,cg23652484	_,_	_,_	_,_	_,_
1	210525349	210525361	2	cg08243778,cg26187514	TSS200,TSS200	Island,Island	PPP2R5A,PPP2R5A	NM_006243,NM_006243
1	211156739	211156863	2	cg15130102,cg12596505	_,_	_,_	_,_	_,_
1	218512602	218512830	5	cg11570585,cg27546195,cg12054080,cg01795562,cg16257868	TSS200,TSS200,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	RAB3GAP2,RAB3GAP2,RAB3GAP2,RAB3GAP2,RAB3GAP2	NM_012414,NM_012414,NM_012414,NM_012414,NM_012414
1	222595371	222595500	3	cg15988514,cg17296990,cg11231715	_,_	_,_	_,_	_,_
1	223931733	223932110	3	cg16247183,cg14207589,cg01077274	_,_	Island,Island,S_Shore	_,_	_,_
1	226141120	226142372	5	cg11223365,cg14287512,cg10909939,cg12210914,cg10962762	_,_	N_Shore,N_Shore,Island,Island,Island	_,_	_,_
1	226201332	226201556	2	cg04347016,cg22525281	Body,Body	Island,Island	WNT9A,WNT9A	NM_003395,NM_003395
1	226364487	226364598	2	cg22163199,cg08158976	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55,MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55;MRPL55	NM_181441;NM_181464;NM_181456;NM_181465;NM_181462;NM_181455;NM_181454;NM_181463,NM_181441;NM_181464;NM_181456;NM_181465;NM_181462;NM_181455;NM_181454;NM_181463
1	226530672	226531017	4	cg13372766,cg10220895,cg04850211,cg05844789	Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,Island	OBSCN;OBSCN,OBSCN;OBSCN,OBSCN;OBSCN,OBSCN;OBSCN	NM_052843;NM_001098623,NM_052843;NM_001098623,NM_052843;NM_001098623,NM_052843;NM_001098623
1	227711023	227711130	2	cg18058949,cg15995216	TSS1500,TSS1500	S_Shore,S_Shore	NUP133,NUP133	NM_018230,NM_018230
1	229538910	229539303	2	cg16387254,cg15528490	TSS1500;TSS1500;1stExon,TSS1500;TSS1500;1stExon	N_Shore,N_Shore	C1orf124;C1orf124;EXOC8,C1orf124;C1orf124;EXOC8	NM_032018;NM_001010984;NM_175876,NM_032018;NM_001010984;NM_175876
1	231007613	231008398	8	cg02191044,cg02903907,cg18196782,cg15542798,cg16430166,cg05460318,cg06935979,cg00951395	1stExon,1stExon,1stExon,1stExon,1stExon,1stExon,1stExon,1stExon	N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	KIAA1383,KIAA1383,KIAA1383,KIAA1383,KIAA1383,KIAA1383,KIAA1383,KIAA1383	NM_019090,NM_019090,NM_019090,NM_019090,NM_019090,NM_019090,NM_019090,NM_019090
1	231315332	231315468	2	cg00980058,cg16371229	Body,Body	_,_	PCNXL2,PCNXL2	NM_014801,NM_014801
1	232106601	232106668	2	cg18115428,cg10878114	TSS1500,TSS1500	N_Shore,N_Shore	SLC35F3,SLC35F3	NM_173508,NM_173508
1	238722840	238723290	5	cg25623271,cg01809217,cg02577267,cg22879626,cg04391463	3UTR,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island	GREM2,GREM2,GREM2,GREM2,GREM2	NM_022469,NM_022469,NM_022469,NM_022469,NM_022469	hyper.chimp
1	201729018	201729861	2	cg25384293,cg17267628	TSS1500,TSS200	_,_	OPTC,OPTC	NM_014359,NM_014359	hypo.chimp
1	203592482	203592694	3	cg27529555,cg21996351,cg08159989	5UTR;1stExon,TSS200,TSS200	_,_	KLHDC8A;KLHDC8A,KLHDC8A,KLHDC8A	NM_018203;NM_018203,NM_018203,NM_018203
1	203608963	203608973	2	cg08473693,cg18759595	_,_	_,_	_,_	_,_
1	203828429	203828529	3	cg12481266,cg18271913,cg00855731	Body,Body,Body	S_Shore,S_Shore,S_Shore	MFSD4,MFSD4,MFSD4	NM_181644,NM_181644,NM_181644
1	204874797	204874873	2	cg09328024,cg18759190	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	DYRK3;DYRK3,DYRK3;DYRK3	NM_001004023;NM_003582,NM_001004023;NM_003582
1	207892354	207892472	3	cg26533764,cg03977657,cg19709585	1stExon;TSS1500;5UTR;TSS200,1stExon;TSS1500;5UTR;TSS200,TSS200;TSS1500;TSS200	_,_	LAMB3;LAMB3;LAMB3;LAMB3,LAMB3;LAMB3;LAMB3;LAMB3,LAMB3;LAMB3;LAMB3	NM_000228;NM_001017402;NM_000228;NM_001127641,NM_000228;NM_001017402;NM_000228;NM_001127641,NM_000228;NM_001017402;NM_001127641
1	208067689	208067902	3	cg09163369,cg23166289,cg04558166	TSS1500,TSS1500,TSS200	N_Shore,N_Shore,Island	C1orf107,C1orf107,C1orf107	NM_014388,NM_014388,NM_014388
1	210754465	210755620	6	cg00019759,cg14988680,cg11968804,cg18147098,cg10533103,cg23075506	_,_	N_Shore,Island,Island,S_Shore,S_Shore,S_Shore	_,_	_,_
1	219130107	219131011	2	cg25464265,cg07903237	_,_	N_Shore,N_Shore	_,_	_,_
1	221382509	221383380	2	cg05858079,cg07538512	5UTR,TSS200	N_Shore,S_Shore	TLR5,TLR5	NM_003268,NM_003268	hypo.chimp
1	224032299	224032301	2	cg00777895,cg15064019	1stExon;1stExon,1stExon;1stExon	Island,Island	SRP9;SRP9,SRP9;SRP9	NM_001130440;NM_003133,NM_001130440;NM_003133	hypo.chimp
1	224079130	224079835	2	cg03337430,cg17468616	TSS1500;5UTR,1stExon;5UTR;5UTR	_,_	EPHX1;EPHX1,EPHX1;EPHX1;EPHX1	NM_000120;NM_001136018,NM_000120;NM_000120;NM_001136018
1	224178996	224179157	2	cg07049680,cg06939851	TSS1500,TSS1500	Island,Island	PYCR2,PYCR2	NM_013328,NM_013328
1	224338422	224339386	2	cg16532282,cg26612648	_,_	Island,S_Shore	_,_	_,_
1	224990880	224990934	2	cg05306109,cg23717186	Body,Body	N_Shore,N_Shore	ITPKB,ITPKB	NM_002221,NM_002221
1	226262402	226262821	2	cg18642177,cg17318529	Body,Body	Island,Island	WNT3A,WNT3A	NM_033131,NM_033131
1	226403804	226404126	3	cg24052475,cg01789576,cg03065165	TSS1500,TSS1500,TSS200	_,_	GJC2,GJC2,GJC2	NM_020435,NM_020435,NM_020435
1	226468659	226468928	2	cg18477163,cg08312035	Body;Body,Body;Body	Island,N_Shore	OBSCN;OBSCN,OBSCN;OBSCN	NM_052843;NM_001098623,NM_052843;NM_001098623
1	226670660	226671633	2	cg02931001,cg04945350	5UTR;5UTR;5UTR;5UTR,TSS1500;TSS1500;TSS1500;TSS1500	Island,S_Shore	TRIM17;TRIM17;TRIM17;TRIM17,TRIM17;TRIM17;TRIM17;TRIM17	NM_016102;NM_001024941;NM_001024940;NM_001134855,NM_016102;NM_001024941;NM_001134855;NM_001024940
1	226719678	226719759	3	cg07101354,cg20411935,cg23239574	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
1	227473143	227473157	2	cg06646021,cg05463325	TSS1500,TSS1500	N_Shore,N_Shore	RAB4A,RAB4A	NM_004578,NM_004578
1	229365656	229366019	3	cg03350439,cg17137424,cg07850592	1stExon,1stExon,1stExon	Island,Island,Island	TRIM67,TRIM67,TRIM67	NM_001004342,NM_001004342,NM_001004342
1	233357028	233357747	2	cg19746343,cg10234506	Body,Body;Body	N_Shore,N_Shore	TOMM20,SNORA14B;TOMM20	NM_014765,NR_002956;NM_014765
1	234578169	234578250	2	cg26797158,cg11527988	_,_	Island,Island	_,_	_,_
1	234753187	234753676	5	cg01030476,cg18322510,cg09334514,cg08137948,cg13444964	TSS200;TSS200;5UTR;TSS1500,TSS200;TSS200;5UTR;TSS1500,TSS200;TSS200;5UTR;TSS1500,5UTR;1stExon;5UTR;5UTR;TSS1500;1stExon,5UTR;TSS200;5UTR;5UTR	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	LGALS8;LGALS8;LGALS8;LGALS8,LGALS8;LGALS8;LGALS8;LGALS8,LGALS8;LGALS8;LGALS8;LGALS8,LGALS8;LGALS8;LGALS8;LGALS8;LGALS8;LGALS8,LGALS8;LGALS8;LGALS8;LGALS8	NM_201543;NM_006499;NM_201545;NM_201544,NM_201543;NM_006499;NM_201545;NM_201544,NM_201543;NM_006499;NM_201545;NM_201544,NM_201543;NM_201543;NM_006499;NM_201545;NM_201544;NM_006499,NM_201543;NM_201544;NM_006499;NM_201545	hypo.chimp
1	234916096	234916855	2	cg10372476,cg21376883	TSS1500,Body	Island,Island	ACTN2,ACTN2	NM_001103,NM_001103	hypo.chimp
1	241704461	241704589	2	cg22514764,cg17110767	Body,Body	Island,Island	SDCCAG8,SDCCAG8	NM_006642,NM_006642	hyper.chimp
1	241720113	241720280	2	cg01833436,cg20059832	Body;3UTR,Body;3UTR	S_Shore,S_Shore	SDCCAG8;AKT3,SDCCAG8;AKT3	NM_006642;NM_181690,NM_006642;NM_181690	hyper.chimp
1	242146737	242146991	2	cg18085407,cg00705059	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
1	242161492	242161558	3	cg13939055,cg00823843,cg13808012	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
1	242281216	242281302	2	cg01105418,cg23829949	1stExon;5UTR,1stExon;5UTR	S_Shore,S_Shore	ZNF238;ZNF238,ZNF238;ZNF238	NM_205768;NM_205768,NM_205768;NM_205768	hypo.chimp
1	242581843	242582645	2	cg26108836,cg08943180	TSS1500,5UTR;1stExon	_,_	C1orf100,C1orf100;C1orf100	NM_001012970,NM_001012970;NM_001012970
1	242691144	242691735	2	cg21916655,cg00806311	TSS200;TSS200,Body;Body	Island,S_Shore	C1orf101;C1orf101,C1orf101;C1orf101	NM_001130957;NM_173807,NM_001130957;NM_173807
1	244997578	244998519	2	cg24633745,cg06613253	3UTR,_	_,_	SCCPDH,_	NM_016002,_	hypo.chimp
1	242959607	242960279	2	cg12726120,cg11053304	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
1	244737349	244737563	2	cg12139096,cg01396391	TSS200,TSS1500	Island,S_Shore	SMYD3,SMYD3	NM_001167740,NM_001167740	hyper.chimp
1	244926512	244926630	3	cg07044276,cg02951974,cg07018435	_,_	_,_	_,_	_,_	hyper.chimp
1	245603782	245603992	3	cg21397540,cg23226914,cg27305735	_,_	_,_	_,_	_,_	hyper.chimp
1	245869326	245869656	6	cg27543040,cg02518135,cg25220063,cg25017620,cg15829088,cg25007722	_,_	N_Shore,Island,Island,Island,Island,Island	_,_	_,_	hyper.chimp
1	246921901	246921987	2	cg07726288,cg08121453	_,_	Island,Island	_,_	_,_	hypo.chimp
2	37452	37889	4	cg20318662,cg15574509,cg23574281,cg09563102	TSS1500,TSS1500,TSS1500,_	S_Shore,S_Shore,S_Shore,S_Shore	FAM110C,FAM110C,FAM110C,_	NM_001077710,NM_001077710,NM_001077710,_	hypo.chimp
2	372090	372237	2	cg07160793,cg19710238	_,_	_,_	_,_	_,_	hypo.chimp
2	458737	459214	5	cg04709035,cg22490454,cg26349358,cg13973086,cg08031492	_,_	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_	hypo.chimp
2	495661	496174	2	cg18524114,cg23063807	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
2	650692	650856	2	cg04589008,cg02783887	_,_	Island,Island	_,_	_,_	hypo.chimp
2	918673	918750	2	cg09581060,cg14323539	_,_	_,_	_,_	_,_	hypo.chimp
2	1574741	1574826	2	cg05422049,cg05854217	_,_	Island,Island	_,_	_,_	hypo.chimp
2	1799322	1799440	2	cg14463068,cg23861841	Body,Body	_,_	MYT1L,MYT1L	NM_015025,NM_015025	hypo.chimp
2	1800740	1801079	2	cg02542953,cg14651742	Body,Body	_,_	MYT1L,MYT1L	NM_015025,NM_015025	hypo.chimp
2	1874198	1874414	2	cg19139320,cg10215032	Body,Body	N_Shore,N_Shore	MYT1L,MYT1L	NM_015025,NM_015025	hypo.chimp
2	2526096	2526124	2	cg14042190,cg03447699	_,_	_,_	_,_	_,_	hyper.chimp
2	3620275	3620742	8	cg18105675,cg10945539,cg19867917,cg09974661,cg00835279,cg17872886,cg16430428,cg26615126	TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,1stExon;5UTR;1stExon;5UTR,1stExon;5UTR;1stExon;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore,Island,Island,Island,Island,S_Shore,S_Shore	COLEC11;COLEC11,COLEC11;COLEC11,COLEC11;COLEC11,COLEC11;COLEC11,COLEC11;COLEC11;COLEC11;COLEC11,COLEC11;COLEC11;COLEC11;COLEC11,COLEC11;COLEC11,COLEC11;COLEC11	NM_024027;NM_199235,NM_199235;NM_024027,NM_199235;NM_024027,NM_199235;NM_024027,NM_024027;NM_024027;NM_199235;NM_199235,NM_024027;NM_024027;NM_199235;NM_199235,NM_024027;NM_199235,NM_024027;NM_199235	hypo.chimp
2	3728827	3729545	2	cg11857704,cg04695513	_,_	Island,Island	_,_	_,_	hyper.chimp
2	3806161	3806441	2	cg12573791,cg21204020	_,_	_,_	_,_	_,_	hyper.chimp
2	5730709	5731317	3	cg15309953,cg17213402,cg23883058	_,_	N_Shore,Island,S_Shore	_,_	_,_	hyper.chimp
2	6039131	6039558	5	cg14820415,cg22314787,cg14686555,cg22202692,cg13217590	TSS1500,TSS200,TSS200,TSS200,TSS200	_,_	LOC400940,LOC400940,LOC400940,LOC400940,LOC400940	NR_026833,NR_026833,NR_026833,NR_026833,NR_026833	hyper.chimp
2	6975996	6976481	2	cg06023570,cg02414889	5UTR,5UTR	S_Shore,S_Shore	RNF144A,RNF144A	NM_014746,NM_014746	hyper.chimp
2	8699225	8699272	2	cg10403728,cg24073056	_,_	N_Shelf,N_Shelf	_,_	_,_	hypo.chimp
2	9200591	9200721	2	cg26394466,cg05172956	_,_	_,_	_,_	_,_	hyper.chimp
2	9717902	9718007	3	cg15114522,cg14973360,cg19742935	_,_	_,_	_,_	_,_	hypo.chimp
2	10198610	10198619	2	cg02189784,cg19282973	TSS1500,TSS1500	_,_	C2orf48,C2orf48	NM_182626,NM_182626	hypo.chimp
2	10360310	10361090	3	cg16420247,cg13154104,cg12346749	TSS1500;TSS200,TSS200;5UTR,TSS200;5UTR	Island,Island,Island	HPCAL1;HPCAL1,HPCAL1;HPCAL1,HPCAL1;HPCAL1	NM_134421;NM_002149,NM_134421;NM_002149,NM_134421;NM_002149	hyper.chimp
2	11553482	11553745	3	cg22387781,cg01621716,cg24399204	_,_	_,_	_,_	_,_	hypo.chimp
2	11597323	11597537	2	cg13808071,cg17208060	TSS1500;5UTR,1stExon;5UTR;5UTR	_,_	GREB1;GREB1,GREB1;GREB1;GREB1	NM_148903;NM_014668,NM_148903;NM_148903;NM_014668
2	11727132	11727309	2	cg04141164,cg07258474	1stExon,1stExon	Island,Island	NTSR2,NTSR2	NM_012344,NM_012344
2	11907748	11907944	2	cg20863673,cg21959781	_,_	_,_	_,_	_,_
2	16070957	16071776	3	cg05674602,cg24694501,cg01601949	_,_	N_Shore,Island,Island	_,_	_,_
2	20289130	20289161	2	cg15339720,cg13003011	TSS1500;TSS1500,TSS1500;TSS1500	Island,Island	SDC1;SDC1,SDC1;SDC1	NM_002997;NM_001006946,NM_002997;NM_001006946
2	20305460	20305569	2	cg03425348,cg02591356	_,_	_,_	_,_	_,_
2	23499681	23499761	2	cg02176280,cg21350621	5UTR,5UTR	_,_	KLHL29,KLHL29	NM_052920,NM_052920
2	24015760	24016171	3	cg01809281,cg01853276,cg04619854	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	UBXN2A,UBXN2A,UBXN2A	NM_181713,NM_181713,NM_181713
2	24125348	24125548	2	cg03687700,cg00901401	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	FKBP1B;FKBP1B,FKBP1B;FKBP1B	NM_004116;NM_054033,NM_004116;NM_054033
2	25243889	25244044	4	cg09527270,cg03560973,cg02079741,cg09672383	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore,N_Shore,N_Shore	POMC;POMC,POMC;POMC,POMC;POMC,POMC;POMC	NM_000939;NM_001035256,NM_000939;NM_001035256,NM_000939;NM_001035256,NM_000939;NM_001035256
2	25439123	25439173	3	cg15575641,cg11309462,cg19512473	_,_	_,_	_,_	_,_
2	27154756	27155447	4	cg19399165,cg15895197,cg22047282,cg20516209	TSS200,1stExon;5UTR,1stExon;5UTR,1stExon	_,N_Shelf,N_Shelf,N_Shelf	EMILIN1,EMILIN1;EMILIN1,EMILIN1;EMILIN1,EMILIN1	NM_007046,NM_007046;NM_007046,NM_007046;NM_007046,NM_007046
2	27289419	27289615	2	cg21420531,cg01620785	TSS1500;Body;TSS1500;5UTR;Body,TSS1500;Body;TSS1500;5UTR;Body	S_Shore,S_Shore	SLC5A6;C2orf28;SLC5A6;C2orf28;C2orf28,SLC5A6;C2orf28;SLC5A6;C2orf28;C2orf28	NR_028323;NM_080592;NM_021095;NM_016085;NM_001170795,NR_028323;NM_080592;NM_021095;NM_016085;NM_001170795
2	27382829	27383485	4	cg05901357,cg17689799,cg20842253,cg01985390	Body;Body,3UTR;3UTR,3UTR;3UTR,3UTR;3UTR	Island,Island,Island,Island	TRIM54;TRIM54,TRIM54;TRIM54,TRIM54;TRIM54,TRIM54;TRIM54	NM_032546;NM_187841,NM_032546;NM_187841,NM_032546;NM_187841,NM_032546;NM_187841
2	27384628	27385039	3	cg07537370,cg22129545,cg09065714	5UTR;1stExon,TSS200,TSS1500	Island,Island,S_Shore	UCN;UCN,UCN,UCN	NM_003353;NM_003353,NM_003353,NM_003353	hypo.chimp
2	11887529	11888173	2	cg10018519,cg19924948	_,_	_,_	_,_	_,_	hyper.chimp
2	19931965	19932387	4	cg13491250,cg25947878,cg24770624,cg09336406	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
2	24995520	24995621	2	cg26752663,cg16888658	5UTR;1stExon,TSS200	N_Shore,N_Shore	ADCY3;ADCY3,ADCY3	NM_004036;NM_004036,NM_004036
2	26319989	26320955	2	cg08067268,cg09060316	TSS1500;Body,TSS200;1stExon	N_Shore,Island	HADHB;HADHA,HADHB;HADHA	NM_000183;NM_000182,NM_000183;NM_000182
2	26639338	26639550	3	cg17265788,cg22488717,cg24478803	Body,Body,Body	N_Shore,Island,Island	C2orf70,C2orf70,C2orf70	NM_001105519,NM_001105519,NM_001105519
2	27842228	27842362	3	cg25309888,cg20518572,cg07920525	_,_	_,_	_,_	_,_
2	27847748	27847829	2	cg21083314,cg02833916	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	MRPL33;MRPL33,MRPL33;MRPL33	NM_145330;NM_004891,NM_145330;NM_004891
2	33554421	33555209	5	cg17598334,cg22053452,cg03693861,cg08852759,cg01247919	5UTR;TSS1500,5UTR;TSS200,5UTR;TSS200,5UTR;TSS200,1stExon;5UTR;5UTR	_,_	RASGRP3;RASGRP3,RASGRP3;RASGRP3,RASGRP3;RASGRP3,RASGRP3;RASGRP3,RASGRP3;RASGRP3;RASGRP3	NM_170672;NM_001139488,NM_170672;NM_001139488,NM_170672;NM_001139488,NM_170672;NM_001139488,NM_001139488;NM_001139488;NM_170672
2	38858745	38859338	2	cg15934678,cg26680517	TSS200,5UTR	_,_	GEMIN6,GEMIN6	NM_024775,NM_024775	hyper.chimp
2	27704934	27705391	2	cg07628841,cg23039201	TSS200;1stExon;TSS200;TSS1500;5UTR;1stExon;TSS200;TSS1500,5UTR;TSS200;Body;5UTR;TSS200;TSS200;Body;1stExon	_,_	GPN1;CCDC121;GPN1;GPN1;CCDC121;CCDC121;GPN1;GPN1,GPN1;CCDC121;GPN1;GPN1;CCDC121;CCDC121;GPN1;GPN1	NM_001145048;NM_001142683;NM_001145047;NR_026735;NM_024584;NM_001142682;NM_001145049;NM_007266,NM_001145049;NM_024584;NR_026735;NM_001145048;NM_001142682;NM_001142683;NM_001145047;NM_007266
2	28886703	28887556	2	cg20541961,cg26502666	TSS1500;TSS1500,5UTR;5UTR	N_Shore,S_Shore	SPDYA;SPDYA,SPDYA;SPDYA	NM_182756;NM_001142634,NM_182756;NM_001142634
2	29996090	29996246	3	cg02165692,cg00643897,cg10179251	Body,Body,Body	N_Shore,N_Shore,N_Shore	ALK,ALK,ALK	NM_004304,NM_004304,NM_004304
2	36776590	36777332	2	cg26638266,cg09154591	TSS1500,TSS200	_,_	VIT,VIT	NM_053276,NM_053276
2	37237885	37238212	4	cg01617117,cg05332270,cg16795804,cg14126601	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,S_Shore,S_Shore	EIF2AK2;EIF2AK2,EIF2AK2;EIF2AK2,EIF2AK2;EIF2AK2,EIF2AK2;EIF2AK2	NM_001135651;NM_002759,NM_002759;NM_001135651,NM_002759;NM_001135651,NM_002759;NM_001135651
2	38616218	38616634	2	cg09047034,cg23078928	_,_	N_Shore,Island	_,_	_,_
2	39518473	39518690	2	cg01893669,cg11491749	TSS1500,TSS1500	S_Shore,S_Shore	MAP4K3,MAP4K3	NM_003618,NM_003618
2	42573007	42573182	2	cg08398288,cg21129729	Body;Body,Body;Body	N_Shore,N_Shore	KCNG3;KCNG3,KCNG3;KCNG3	NM_133329;NM_172344,NM_133329;NM_172344
2	43304469	43304812	2	cg00968638,cg09983326	3UTR,3UTR	N_Shore,N_Shore	ZFP36L2,ZFP36L2	NM_006887,NM_006887
2	43756731	43757515	7	cg17110364,cg09325404,cg11267669,cg14230606,cg09132607,cg20563666,cg08726338	Body;1stExon,Body;TSS200,Body;TSS200,Body;TSS200,Body;TSS200,Body;TSS1500,Body;TSS1500	_,_	PLEKHH2;LOC728819,PLEKHH2;LOC728819,PLEKHH2;LOC728819,PLEKHH2;LOC728819,PLEKHH2;LOC728819,PLEKHH2;LOC728819,PLEKHH2;LOC728819	NM_172069;NM_001101330,NM_172069;NM_001101330,NM_172069;NM_001101330,NM_172069;NM_001101330,NM_172069;NM_001101330,NM_172069;NM_001101330,NM_172069;NM_001101330
2	47652669	47652909	3	cg04943225,cg14758072,cg10903274	_,_	Island,S_Shore,S_Shore	_,_	_,_
2	54709438	54709603	2	cg10854528,cg07921436	Body;Body,Body;Body	N_Shore,Island	SPTBN1;SPTBN1,SPTBN1;SPTBN1	NM_178313;NM_003128,NM_178313;NM_003128
2	55311926	55312198	2	cg25477606,cg02717117	5UTR;TSS1500;TSS1500;5UTR,5UTR;TSS1500;TSS1500;5UTR	_,_	C2orf63;RPS27A;RPS27A;C2orf63,C2orf63;RPS27A;RPS27A;C2orf63	NM_152385;NM_001135592;NM_002954;NM_001135598,NM_152385;NM_001135592;NM_002954;NM_001135598
2	56263575	56263804	5	cg06241374,cg21995038,cg08456247,cg03896589,cg17611074	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	CCDC85A,CCDC85A,CCDC85A,CCDC85A,CCDC85A	NM_001080433,NM_001080433,NM_001080433,NM_001080433,NM_001080433
2	58332200	58332248	3	cg03607916,cg25724323,cg09026213	_,_	N_Shore,Island,Island	_,_	_,_
2	60534120	60534265	3	cg23556108,cg22445742,cg15241316	Body;Body,Body;Body,Body;Body	_,_	BCL11A;BCL11A,BCL11A;BCL11A,BCL11A;BCL11A	NM_138559;NM_018014,NM_138559;NM_018014,NM_138559;NM_018014
2	64938747	64939268	2	cg10017626,cg00810971	_,_	N_Shore,N_Shore	_,_	_,_
2	69468449	69468622	3	cg25195673,cg07591442,cg14476487	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	GFPT1,GFPT1,GFPT1	NM_002056,NM_002056,NM_002056
2	70029330	70029797	2	cg18847009,cg22117468	_,_	_,_	_,_	_,_
2	70849522	70849529	2	cg22039638,cg16166011	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	ADD2;ADD2;ADD2;ADD2;ADD2,ADD2;ADD2;ADD2;ADD2;ADD2	NM_017488;NM_017482;NM_001617;NM_017484;NM_017483,NM_017488;NM_017482;NM_001617;NM_017484;NM_017483
2	73973600	73973782	2	cg12039197,cg23173910	1stExon;5UTR,5UTR	_,_	ACTG2;ACTG2,ACTG2	NM_001615;NM_001615,NM_001615
2	74006594	74006825	4	cg08971637,cg02478828,cg19752861,cg01629435	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore	DGUOK;DGUOK,DGUOK;DGUOK,DGUOK;DGUOK,DGUOK;DGUOK	NM_080916;NM_080918,NM_080916;NM_080918,NM_080916;NM_080918,NM_080916;NM_080918
2	74636547	74636596	2	cg22989958,cg11800635	Body,Body	S_Shore,S_Shore	DOK1,DOK1	NM_001381,NM_001381
2	75279844	75279875	2	cg11348389,cg15584401	1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR	N_Shore,N_Shore	TACR1;TACR1;TACR1;TACR1,TACR1;TACR1;TACR1;TACR1	NM_001058;NM_015727;NM_015727;NM_001058,NM_001058;NM_015727;NM_015727;NM_001058
2	84987392	84987979	2	cg04797170,cg15034300	_,_	S_Shore,S_Shore	_,_	_,_
2	86869324	86869947	2	cg24345747,cg07152196	Body;Body;Body;Body,Body;Body;Body;Body	N_Shore,Island	CD8A;CD8A;CD8A;CD8A,CD8A;CD8A;CD8A;CD8A	NM_001145873;NM_171827;NM_001768;NR_027353,NM_001145873;NM_171827;NM_001768;NR_027353
2	86872455	86872469	2	cg09318840,cg08506127	TSS200;5UTR;TSS200;TSS200,TSS200;5UTR;TSS200;TSS200	S_Shore,S_Shore	CD8A;CD8A;CD8A;CD8A,CD8A;CD8A;CD8A;CD8A	NR_027353;NM_001145873;NM_171827;NM_001768,NR_027353;NM_001145873;NM_171827;NM_001768
2	88251928	88251988	2	cg04051697,cg10317387	5UTR,5UTR	S_Shore,S_Shore	THNSL2,THNSL2	NM_018271,NM_018271
2	96303284	96304011	2	ch.2.2007613R,cg00336220	3UTR,3UTR	_,_	CIAO1,SNRNP200	NM_004804,NM_014014
2	96579516	96579575	2	cg16260241,cg04266887	Body,Body	Island,Island	ARID5A,ARID5A	NM_212481,NM_212481
2	105382171	105382689	5	cg06639320,cg22454769,cg13754437,cg19025700,cg03136099	TSS200;TSS200;5UTR;TSS200,TSS200;TSS200;5UTR;TSS200,TSS1500;5UTR;TSS1500;TSS1500,TSS1500;5UTR;TSS1500;TSS1500,TSS1500;5UTR;TSS1500;TSS1500	Island,Island,S_Shore,S_Shore,S_Shore	FHL2;FHL2;FHL2;FHL2,FHL2;FHL2;FHL2;FHL2,FHL2;FHL2;FHL2;FHL2,FHL2;FHL2;FHL2;FHL2,FHL2;FHL2;FHL2;FHL2	NM_001039492;NM_001450;NM_201557;NM_201555,NM_001039492;NM_001450;NM_201557;NM_201555,NM_201555;NM_201557;NM_001450;NM_001039492,NM_201555;NM_201557;NM_001450;NM_001039492,NM_201555;NM_201557;NM_001450;NM_001039492	hypo.chimp
2	39041263	39041510	3	cg07952813,cg17165695,cg03690080	Body;TSS1500,Body;TSS1500,Body;TSS1500	Island,Island,S_Shore	LOC100271715;LOC375196,LOC100271715;LOC375196,LOC100271715;LOC375196	NM_001145451;NR_028386,NM_001145451;NR_028386,NM_001145451;NR_028386	hyper.chimp
2	39860047	39860065	2	cg22354234,cg20224517	TSS200;TSS200,TSS200;TSS200	S_Shore,S_Shore	THUMPD2;THUMPD2,THUMPD2;THUMPD2	NM_025264;NR_028102,NM_025264;NR_028102	hyper.chimp
2	43912270	43912770	4	cg13591352,cg14583675,cg18303215,cg15889012	Body,Body,Body,Body	Island,Island,Island,S_Shore	ABCG5,ABCG5,ABCG5,ABCG5	NM_022436,NM_022436,NM_022436,NM_022436	hyper.chimp
2	44248323	44248508	2	cg08134877,cg04920474	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,Island	PPM1B;PPM1B;PPM1B;PPM1B;PPM1B,PPM1B;PPM1B;PPM1B;PPM1B;PPM1B	NM_001033556;NM_001033557;NM_002706;NM_177969;NM_177968,NM_001033556;NM_001033557;NM_002706;NM_177969;NM_177968	hyper.chimp
2	45251540	45251796	2	cg16619576,cg26779985	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
2	45723742	45724275	2	cg01002570,cg05208381	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
2	54789424	54790326	4	cg20454887,cg04181892,cg16642520,cg25122629	_,_	_,_	_,_	_,_	hyper.chimp
2	54803560	54803966	2	cg14709837,cg00261430	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
2	55214503	55214814	2	cg05267204,cg06719604	_,_	_,_	_,_	_,_	hyper.chimp
2	55362609	55362654	2	cg02642298,cg11444607	TSS1500,TSS1500	N_Shore,N_Shore	PRDXDD1P,PRDXDD1P	NR_027258,NR_027258	hyper.chimp
2	55599578	55599832	3	cg04842553,cg23192899,cg13460980	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	CCDC104,CCDC104,CCDC104	NM_080667,NM_080667,NM_080667	hyper.chimp
2	70971800	70972331	2	cg07457305,cg13607218	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
2	71057909	71058907	3	cg27665449,cg04737087,cg05472974	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200	N_Shore,N_Shore,N_Shore	ANKRD53;ANKRD53,ANKRD53;ANKRD53,ANKRD53;ANKRD53	NM_001115116;NM_024933,NM_001115116;NM_024933,NM_001115116;NM_024933	hyper.chimp
2	71076033	71076064	2	cg07603744,cg23731591	TSS1500,TSS1500	S_Shore,S_Shore	TEX261,TEX261	NM_144582,NM_144582	hyper.chimp
2	71932784	71933117	4	cg07258910,cg21513009,cg25705148,cg01361021	_,_	N_Shore,N_Shore,Island,Island	_,_	_,_	hyper.chimp
2	73818276	73818280	2	cg22338307,cg00762659	TSS1500,TSS1500	S_Shore,S_Shore	TPRKB,TPRKB	NM_016058,NM_016058	hyper.chimp
2	75791781	75791797	2	cg20704342,cg23051299	TSS200,TSS200	S_Shore,S_Shore	C2orf3,C2orf3	NM_003203,NM_003203	hyper.chimp
2	80403484	80403630	2	cg01146063,cg10579530	Body;Body,Body;Body	S_Shore,S_Shore	CTNNA2;CTNNA2,CTNNA2;CTNNA2	NM_004389;NM_001164883,NM_004389;NM_001164883	hyper.chimp
2	80404924	80405323	2	cg14754187,cg25237113	Body;Body,Body;Body	S_Shore,S_Shelf	CTNNA2;CTNNA2,CTNNA2;CTNNA2	NM_004389;NM_001164883,NM_004389;NM_001164883	hyper.chimp
2	85006884	85007439	2	cg14899357,cg09133363	_,_	_,_	_,_	_,_	hyper.chimp
2	85434889	85435869	4	cg16791210,cg00014085,cg08950745,cg13145437	TSS1500;TSS1500;TSS1500;Body;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;1stExon,5UTR;5UTR;5UTR;TSS1500;5UTR,5UTR;5UTR;5UTR;TSS1500;5UTR	N_Shore,N_Shore,S_Shore,S_Shore	ELMOD3;ELMOD3;ELMOD3;RETSAT;ELMOD3,ELMOD3;ELMOD3;ELMOD3;ELMOD3;RETSAT,ELMOD3;ELMOD3;ELMOD3;RETSAT;ELMOD3,ELMOD3;ELMOD3;ELMOD3;RETSAT;ELMOD3	NM_001135021;NM_001135022;NM_001135023;NM_017750;NM_032213,NM_001135021;NM_001135022;NM_001135023;NM_032213;NM_017750,NM_001135023;NM_032213;NM_001135022;NM_017750;NM_001135021,NM_001135023;NM_032213;NM_001135022;NM_017750;NM_001135021	hyper.chimp
2	85693018	85693233	2	cg23823732,cg24222817	TSS1500,TSS1500	S_Shore,S_Shore	C2orf68,C2orf68	NM_001013649,NM_001013649	hyper.chimp
2	88708729	88708866	2	cg12434364,cg03202477	TSS1500,TSS1500	S_Shore,S_Shore	EIF2AK3,EIF2AK3	NM_004836,NM_004836	hyper.chimp
2	91140049	91141991	7	cg04181327,cg24536249,cg08501265,cg06550232,cg22509113,cg14362697,cg15358235	_,_	N_Shore,N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
2	91274358	91275790	3	cg21858899,cg05674692,cg26685975	_,_	N_Shore,Island,S_Shore	_,_	_,_	hyper.chimp
2	96335431	96335589	2	cg13140267,cg18419276	TSS1500,TSS1500	S_Shore,S_Shore	SNRNP200,SNRNP200	NM_014014,NM_014014	hyper.chimp
2	96500235	96500456	3	cg27553926,cg04706655,cg14984341	_,_	_,_	_,_	_,_	hyper.chimp
2	96537440	96537631	4	cg07936672,cg13556639,cg21482745,cg05675316	Body,Body,TSS200,TSS200	N_Shore,N_Shore,Island,Island	NEURL3,NEURL3,NEURL3,NEURL3	NR_026875,NR_026875,NR_026875,NR_026875	hyper.chimp
2	97124472	97125081	2	cg14798656,cg15176895	TSS200,TSS1500	Island,S_Shore	FAHD2B,FAHD2B	NM_199336,NM_199336	hyper.chimp
2	98294796	98295330	3	cg18360347,cg17822584,cg17915676	Body,Body,3UTR	_,_	VWA3B,VWA3B,VWA3B	NM_144992,NM_144992,NM_144992
2	98805965	98806429	4	cg19043574,cg20666917,cg11636504,cg08517455	Body,Body,Body,Body	Island,Island,Island,S_Shore	C2orf55,C2orf55,C2orf55,C2orf55	NM_207362,NM_207362,NM_207362,NM_207362
2	99537290	99537349	2	cg22039234,cg15934776	Body;Body,Body;Body	_,_	AFF3;AFF3,AFF3;AFF3	NM_001025108;NM_002285,NM_001025108;NM_002285
2	102169722	102171008	7	cg15077070,cg22797169,cg14837955,cg08023416,cg13315345,cg01376829,cg00674896	TSS200,TSS200,1stExon;5UTR,5UTR,5UTR,Body,Body	N_Shore,N_Shore,N_Shore,Island,Island,Island,S_Shore	IL1RL2,IL1RL2,IL1RL2;IL1RL2,IL1RL2,IL1RL2,IL1RL2,IL1RL2	NM_003854,NM_003854,NM_003854;NM_003854,NM_003854,NM_003854,NM_003854,NM_003854	hyper.chimp
2	105102049	105102121	2	cg10360071,cg12495283	_,_	_,_	_,_	_,_	hyper.chimp
2	108360743	108360960	4	cg16528895,cg19908768,cg14300730,cg05036173	TSS200,TSS200,TSS200,5UTR;1stExon	_,_	SULT1C4,SULT1C4,SULT1C4,SULT1C4;SULT1C4	NM_006588,NM_006588,NM_006588,NM_006588;NM_006588
2	109730164	109730450	3	cg17866732,cg03552103,cg21537939	TSS1500;TSS1500;1stExon,TSS1500;TSS1500;1stExon,TSS1500;TSS1500;1stExon	Island,Island,Island	SEPT10;SEPT10;ANKRD57,SEPT10;SEPT10;ANKRD57,SEPT10;SEPT10;ANKRD57	NM_144710;NM_178584;NM_023016,NM_144710;NM_178584;NM_023016,NM_144710;NM_178584;NM_023016
2	112612152	112612166	2	cg06024411,cg13886554	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	FBLN7;FBLN7,FBLN7;FBLN7	NM_001128165;NM_153214,NM_001128165;NM_153214
2	113672726	113672815	2	cg18869127,cg10536276	Body;Body,Body;Body	N_Shore,Island	PSD4;LOC440839,PSD4;LOC440839	NM_012455;NR_029399,NM_012455;NR_029399
2	121061021	121061199	2	cg18989909,cg27114644	_,_	Island,Island	_,_	_,_
2	121184333	121184551	2	cg06388647,cg21151633	_,_	_,_	_,_	_,_
2	121341492	121341678	2	cg26631039,cg21791662	Body,Body	Island,Island	GLI2,GLI2	NM_005270,NM_005270
2	124499713	124499724	2	cg01308258,cg16198087	1stExon,1stExon	Island,Island	CNTNAP5,CNTNAP5	NM_130773,NM_130773
2	127129833	127129839	3	cg17105014,cg08129583,cg25390440	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	GYPC;GYPC,GYPC;GYPC,GYPC;GYPC	NM_016815;NM_002101,NM_016815;NM_002101,NM_016815;NM_002101
2	128169730	128169915	2	cg25223285,cg11059159	_,_	Island,Island	_,_	_,_
2	129210996	129211028	2	cg10129041,cg03225444	_,_	Island,Island	_,_	_,_
2	130061514	130061825	3	cg05962382,cg05903289,cg19182557	_,_	Island,Island,Island	_,_	_,_
2	130846037	130846938	2	cg20314331,cg12022772	Body;Body,Body;Body	N_Shore,Island	PTPN18;PTPN18,PTPN18;PTPN18	NM_001142370;NM_014369,NM_001142370;NM_014369
2	131200956	131201333	2	cg15305538,cg01164664	_,_	N_Shore,N_Shore	_,_	_,_
2	131898774	131899578	5	cg11925066,cg11003984,cg20148575,cg04921989,cg25442273	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_
2	132275409	132276083	5	cg25953146,cg18782447,cg03747513,cg06193286,cg08026195	5UTR,1stExon;5UTR,1stExon;5UTR,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island	C2orf27B,C2orf27B;C2orf27B,C2orf27B;C2orf27B,C2orf27B,C2orf27B	NM_214461,NM_214461;NM_214461,NM_214461;NM_214461,NM_214461,NM_214461	hyper.chimp
2	108702059	108703101	3	cg08733774,cg02245105,cg23706161	TSS1500,Body,Body	N_Shore,Island,Island	RANBP2,RANBP2,RANBP2	NM_006267,NM_006267,NM_006267	hypo.chimp
2	109727657	109727729	2	cg02506716,cg03854667	Body;Body,Body;Body;TSS1500	N_Shore,N_Shore	SEPT10;SEPT10,SEPT10;SEPT10;ANKRD57	NM_178584;NM_144710,NM_178584;NM_144710;NM_023016	hypo.chimp
2	113121132	113121149	2	cg26703507,cg06121808	Body,Body	S_Shore,S_Shore	SLC20A1,SLC20A1	NM_005415,NM_005415	hypo.chimp
2	114454158	114454200	2	cg26077729,cg27585222	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
2	118332625	118332900	3	cg25619440,cg22762992,cg06940110	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
2	118659311	118659363	2	cg03217115,cg27637303	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
2	119318950	119319853	2	cg18009690,cg17167253	Body,Body	N_Shore,Island	EN1,EN1	NM_001426,NM_001426	hypo.chimp
2	119323662	119324591	2	cg12418535,cg25317460	TSS1500,_	N_Shore,S_Shore	EN1,_	NM_001426,_	hypo.chimp
2	120152509	120152900	2	cg24441810,cg23456409	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	TMEM177;TMEM177;TMEM177,TMEM177;TMEM177;TMEM177	NM_001105198;NM_030577;NM_001105199,NM_001105198;NM_030577;NM_001105199	hypo.chimp
2	121088312	121088534	3	cg11269254,cg23960538,cg01294283	_,_	_,_	_,_	_,_	hypo.chimp
2	121149544	121149640	2	cg09610018,cg12736501	_,_	_,_	_,_	_,_	hypo.chimp
2	128793702	128793874	2	cg03222009,cg01887374	TSS1500,TSS1500	Island,Island	HS6ST1,HS6ST1	NM_004807,NM_004807	hypo.chimp
2	130806396	130806519	3	cg15123104,cg18743464,cg26638005	_,_	_,_	_,_	_,_	hypo.chimp
2	133060088	133060127	3	cg17172683,cg11552903,cg18444763	Body,Body,Body	S_Shore,S_Shore,S_Shore	GPR39,GPR39,GPR39	NM_001508,NM_001508,NM_001508	hypo.chimp
2	134502158	134502245	2	cg20512501,cg05146544	_,_	Island,Island	_,_	_,_	hyper.chimp
2	136459930	136460168	3	cg18110444,cg27218212,cg14778622	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	DARS,DARS,DARS	NM_001349,NM_001349,NM_001349	hypo.chimp
2	138975210	138975214	2	cg03782584,cg10095539	TSS1500,TSS1500	N_Shore,N_Shore	SPOPL,SPOPL	NM_001001664,NM_001001664	hypo.chimp
2	144807284	144807326	2	cg07780074,cg08027199	TSS1500,TSS1500	S_Shore,S_Shore	GTDC1,GTDC1	NM_001164629,NM_001164629	hyper.chimp
2	144863761	144864028	3	cg11299873,cg00025331,cg09398544	Body;Body,Body;Body,Body;Body	Island,Island,S_Shore	ZEB2;ZEB2,ZEB2;ZEB2,ZEB2;ZEB2	NM_014795;NM_001171653,NM_014795;NM_001171653,NM_014795;NM_001171653	hyper.chimp
2	152971534	152972331	2	cg00059089,cg07298347	Body,Body	_,_	FMNL2,FMNL2	NM_052905,NM_052905	hypo.chimp
2	153851923	153852014	2	cg07563363,cg18771570	_,_	_,_	_,_	_,_	hyper.chimp
2	157821717	157822315	2	cg23728060,cg06240690	TSS1500,TSS1500	_,_	GALNT5,GALNT5	NM_014568,NM_014568	hypo.chimp
2	159360059	159360164	2	cg21992932,cg09357934	TSS200,1stExon	_,_	DAPL1,DAPL1	NM_001017920,NM_001017920	hyper.chimp
2	160362332	160363327	4	cg04735129,cg20730198,cg03432176,cg09643312	Body,TSS200,TSS1500,TSS1500	N_Shore,S_Shore,S_Shore,S_Shore	CD302,CD302,CD302,CD302	NM_014880,NM_014880,NM_014880,NM_014880	hypo.chimp
2	160469490	160469868	7	cg02280532,cg18514922,cg00268019,cg14819504,cg01092293,cg10107725,cg15026998	5UTR;1stExon,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500	Island,Island,Island,Island,Island,S_Shore,S_Shore	LY75;LY75,LY75,LY75,LY75,LY75,LY75,LY75	NM_002349;NM_002349,NM_002349,NM_002349,NM_002349,NM_002349,NM_002349,NM_002349
2	160835709	160836073	2	cg00897796,cg14258877	_,_	S_Shore,S_Shore	_,_	_,_
2	161056911	161057027	2	cg00314029,cg02772995	Body;Body,Body;Body	N_Shore,N_Shore	RBMS1;RBMS1,RBMS1;RBMS1	NM_002897;NM_016836,NM_002897;NM_016836
2	162883137	162883142	2	cg00531628,cg07348311	5UTR;1stExon,5UTR;1stExon	_,_	IFIH1;IFIH1,IFIH1;IFIH1	NM_022168;NM_022168,NM_022168;NM_022168
2	165187199	165187396	2	cg10508783,cg20886011	TSS1500,TSS1500	S_Shore,S_Shore	GRB14,GRB14	NM_004490,NM_004490
2	166358852	166359621	11	cg15307891,cg25799994,cg22280705,cg05569109,cg24678095,cg24217704,cg10830649,cg13169065,cg20146030,cg25492645,cg02764346	5UTR;1stExon,5UTR;1stExon,5UTR;1stExon,TSS200,TSS200,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore	GALNT3;GALNT3,GALNT3;GALNT3,GALNT3;GALNT3,GALNT3,GALNT3,GALNT3,GALNT3,GALNT3,GALNT3,GALNT3,GALNT3	NM_004482;NM_004482,NM_004482;NM_004482,NM_004482;NM_004482,NM_004482,NM_004482,NM_004482,NM_004482,NM_004482,NM_004482,NM_004482,NM_004482	hyper.chimp
2	162072449	162072510	2	cg03687084,cg24695950	_,_	_,_	_,_	_,_	hypo.chimp
2	167175325	167175551	2	cg17591219,cg07297242	_,_	_,_	_,_	_,_	hyper.chimp
2	169366672	169367238	3	cg07116337,cg18556822,cg16960758	5UTR;TSS1500;TSS1500;TSS1500,5UTR;TSS1500;TSS1500;TSS1500,5UTR;TSS200;TSS200;TSS200	_,_	NOSTRIN;NOSTRIN;NOSTRIN;NOSTRIN,NOSTRIN;NOSTRIN;NOSTRIN;NOSTRIN,NOSTRIN;NOSTRIN;NOSTRIN;NOSTRIN	NM_001171631;NM_001039724;NM_052946;NM_001171632,NM_001171631;NM_001039724;NM_052946;NM_001171632,NM_001171631;NM_052946;NM_001171632;NM_001039724
2	170043969	170044140	3	cg04064028,cg17792658,cg10536369	TSS1500,TSS1500,TSS200	N_Shore,N_Shore,Island	BBS5,BBS5,BBS5	NM_152384,NM_152384,NM_152384
2	171277433	171277627	2	cg22699676,cg08386537	Body,Body	N_Shore,N_Shore	LOC440925,LOC440925	NR_027433,NR_027433
2	176645054	176646217	5	cg17835961,cg23429510,cg24798398,cg25180342,cg07694390	_,_	Island,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_
2	176685531	176686019	3	cg09615505,cg12504882,cg02164225	_,_	Island,Island,S_Shore	_,_	_,_
2	176689668	176690588	4	cg25371634,cg02249732,cg10125317,cg25953239	TSS200,1stExon,1stExon,Body	Island,Island,Island,Island	HOXD10,HOXD10,HOXD10,HOXD10	NM_002148,NM_002148,NM_002148,NM_002148
2	176693420	176694272	3	cg07460010,cg02164574,cg23068499	_,TSS1500	N_Shore,N_Shore,N_Shore	_,HOXD9	_,NM_014213
2	176697038	176697832	4	cg25829490,cg09173768,cg10753836,cg19373813	Body,3UTR,3UTR,3UTR	N_Shore,Island,Island,Island	HOXD9,HOXD9,HOXD9,HOXD9	NM_014213,NM_014213,NM_014213,NM_014213	hypo.chimp
2	171538560	171539031	3	cg11422521,cg00677479,cg20200080	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
2	172652016	172652639	2	cg06924873,cg03654166	Body,Body	N_Shore,N_Shore	MAP1D,MAP1D	NM_199227,NM_199227	hyper.chimp
2	176734105	176734244	2	cg23676302,cg19047265	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
2	177063318	177063623	3	cg13295262,cg10456121,cg15303382	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
2	177126807	177127151	2	cg23561606,cg02284625	_,_	_,_	_,_	_,_	hyper.chimp
2	178126206	178126299	3	cg19255475,cg03700679,cg09773436	TSS1500,TSS1500,TSS1500	Island,S_Shore,S_Shore	TTC30B,TTC30B,TTC30B	NM_152517,NM_152517,NM_152517	hyper.chimp
2	178192202	178192304	2	cg11115143,cg11237792	TSS1500,TSS1500	S_Shore,S_Shore	TTC30A,TTC30A	NM_152275,NM_152275	hyper.chimp
2	179096099	179096310	2	cg04220104,cg17740434	Body,Body	_,_	MIR548N,MIR548N	NR_031666,NR_031666	hyper.chimp
2	182029599	182030031	3	cg05246303,cg25515269,cg25652029	TSS1500,TSS1500,5UTR;1stExon	N_Shore,N_Shore,Island	ITGA4,ITGA4,ITGA4;ITGA4	NM_000885,NM_000885,NM_000885;NM_000885
2	189752749	189753086	5	cg09211763,cg07875385,cg22774472,cg10765212,cg03034070	1stExon;5UTR,1stExon;5UTR,TSS200,TSS200,TSS1500	_,_	COL5A2;COL5A2,COL5A2;COL5A2,COL5A2,COL5A2,COL5A2	NM_000393;NM_000393,NM_000393;NM_000393,NM_000393,NM_000393,NM_000393
2	197737386	197737577	3	cg26132737,cg09496748,cg07683388	Body,Body,Body	Island,Island,Island	ANKRD44,ANKRD44,ANKRD44	NM_153697,NM_153697,NM_153697
2	201690059	201690265	4	cg21012647,cg07476617,cg09643151,cg02829456	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;TSS1500;5UTR	N_Shore,N_Shore,N_Shore,N_Shore	CFLAR;CFLAR,CFLAR;CFLAR,CFLAR;CFLAR,CFLAR;CFLAR;CFLAR	NM_001127184;NM_003879,NM_001127184;NM_003879,NM_001127184;NM_003879,NM_001127184;NM_001127183;NM_003879
2	202354180	202354651	2	cg06538660,cg01813165	TSS200;TSS200,TSS1500;TSS1500	Island,S_Shore	ALS2;ALS2,ALS2;ALS2	NM_020919;NM_001135745,NM_001135745;NM_020919
2	210151556	210152399	2	cg15310568,cg10562586	TSS1500;TSS1500;TSS1500;5UTR,TSS1500;TSS1500;TSS1500;5UTR	_,_	MAP2;MAP2;MAP2;MAP2,MAP2;MAP2;MAP2;MAP2	NM_031847;NM_031845;NM_002374;NM_001039538,NM_031847;NM_031845;NM_002374;NM_001039538
2	214983299	214984218	2	cg18859776,cg10181281	3UTR;TSS1500,TSS1500	_,_	SPAG16;VWC2L,VWC2L	NM_024532;NM_001080500,NM_001080500	hyper.chimp
2	198088429	198088629	5	cg10972865,cg19965941,cg22969808,cg26641578,cg04056179	TSS200;TSS1500;TSS1500,TSS200;TSS1500;TSS1500,TSS200;TSS1500;TSS1500,TSS200;TSS1500;TSS1500,5UTR;1stExon;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	MOBKL3;MOBKL3;MOBKL3,MOBKL3;MOBKL3;MOBKL3,MOBKL3;MOBKL3;MOBKL3,MOBKL3;MOBKL3;MOBKL3,MOBKL3;MOBKL3;MOBKL3;MOBKL3	NM_199482;NM_001100819;NM_015387,NM_199482;NM_001100819;NM_015387,NM_199482;NM_001100819;NM_015387,NM_199482;NM_001100819;NM_015387,NM_199482;NM_199482;NM_001100819;NM_015387
2	201688749	201689112	2	cg18119407,cg16952751	TSS1500;TSS1500,5UTR;TSS200;1stExon	N_Shore,N_Shore	CFLAR;CFLAR,CFLAR;CFLAR;CFLAR	NM_001127184;NM_003879,NM_001127184;NM_003879;NM_001127184	hypo.chimp
2	206260089	206260232	2	cg19795793,cg02183001	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	S_Shore,S_Shore	NRP2;NRP2;NRP2;NRP2;NRP2;NRP2,NRP2;NRP2;NRP2;NRP2;NRP2;NRP2	NM_201279;NM_018534;NM_201264;NM_201267;NM_003872;NM_201266,NM_201279;NM_018534;NM_201264;NM_201267;NM_003872;NM_201266	hypo.chimp
2	215383674	215383882	2	cg24715680,cg24607575	TSS1500,TSS1500	S_Shore,S_Shore	BARD1,BARD1	NM_000465,NM_000465	hypo.chimp
2	215885521	215885548	2	cg01280080,cg06525280	Body,Body	S_Shore,S_Shore	ATIC,ATIC	NM_004044,NM_004044	hyper.chimp
2	218606736	218607033	4	cg00122854,cg12924402,cg03832522,cg23940612	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
2	219180851	219180968	2	cg17980119,cg27369013	TSS200,1stExon;5UTR	_,_	PLCD4,PLCD4;PLCD4	NM_032726,NM_032726;NM_032726
2	219471574	219471780	2	cg05454076,cg08243612	_,_	Island,Island	_,_	_,_
2	219533500	219534389	3	cg16831573,cg12156672,cg08724891	1stExon,3UTR;1stExon,3UTR;1stExon	Island,Island,N_Shore	CDK5R2,CDK5R2;CDK5R2,CDK5R2;CDK5R2	NM_003936,NM_003936;NM_003936,NM_003936;NM_003936
2	219567414	219567939	2	cg15780540,cg16938613	TSS1500;TSS1500;TSS1500,_	N_Shore,N_Shore	CRYBA2;CRYBA2;CRYBA2,_	NM_057094;NM_005209;NM_057093,_
2	219732850	219732974	2	cg08530484,cg11765003	5UTR,5UTR	N_Shore,N_Shore	NHEJ1,NHEJ1	NM_024782,NM_024782
2	219961897	219962207	4	cg21531689,cg00244308,cg22888752,cg27482168	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	DNPEP,DNPEP,DNPEP,DNPEP	NM_012100,NM_012100,NM_012100,NM_012100
2	219999347	219999640	2	cg01288441,cg12565985	3UTR,3UTR	_,_	DES,DES	NM_001927,NM_001927
2	220145138	220145180	3	cg00036871,cg22065526,cg08493959	TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200	S_Shore,S_Shore,S_Shore	OBSL1;INHA,OBSL1;INHA,OBSL1;INHA	NM_015311;NM_002191,NM_015311;NM_002191,NM_015311;NM_002191
2	222147162	222147222	2	cg02431065,cg08089542	_,_	Island,S_Shore	_,_	_,_
2	230493294	230493424	2	cg12048425,cg20959174	5UTR,5UTR	N_Shore,N_Shore	TRIP12,TRIP12	NM_004238,NM_004238
2	231437211	231437221	2	cg22177286,cg20333027	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	ITM2C;ITM2C;ITM2C,ITM2C;ITM2C;ITM2C	NM_030926;NM_001012516;NM_001012514,NM_030926;NM_001012516;NM_001012514
2	231966256	231966607	2	cg09494379,cg24172324	_,_	N_Shelf,N_Shore	_,_	_,_
2	232216018	232216086	2	cg10318368,cg17490196	_,_	_,_	_,_	_,_
2	232958815	232960950	6	cg08690379,cg00706683,cg13138089,cg02812891,cg25560398,cg17204652	Body,Body,TSS200,TSS200,TSS1500,TSS1500	N_Shore,N_Shore,Island,Island,Island,Island	ECEL1P2,ECEL1P2,ECEL1P2,ECEL1P2,ECEL1P2,ECEL1P2	NR_028501,NR_028501,NR_028501,NR_028501,NR_028501,NR_028501
2	233059397	233060165	3	cg25317941,cg07503630,cg01228134	Body,5UTR,5UTR	Island,Island,Island	ECEL1,ECEL1,ECEL1	NM_004826,NM_004826,NM_004826
2	234024393	234024522	3	cg11612905,cg20300794,cg05711037	Body;Body,Body;Body,Body;Body	_,_	DGKD;DGKD,DGKD;DGKD,DGKD;DGKD	NM_152879;NM_003648,NM_152879;NM_003648,NM_152879;NM_003648
2	235067880	235067957	2	cg05204104,cg15016771	3UTR;1stExon,3UTR;1stExon	N_Shore,N_Shore	ARL4C;ARL4C,ARL4C;ARL4C	NM_005737;NM_005737,NM_005737;NM_005737
2	235524054	235524380	3	cg13904006,cg08036121,cg27024844	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	SH3BP4,SH3BP4,SH3BP4	NM_014521,NM_014521,NM_014521
2	236066416	236066539	2	cg26176204,cg24768561	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	AGAP1;AGAP1,AGAP1;AGAP1	NM_014914;NM_001037131,NM_014914;NM_001037131
2	236437999	236438903	3	cg02244583,cg19761110,cg03785646	Body;Body,Body;Body,Body;Body	N_Shore,Island,S_Shore	AGAP1;AGAP1,AGAP1;AGAP1,AGAP1;AGAP1	NM_014914;NM_001037131,NM_014914;NM_001037131,NM_014914;NM_001037131
2	236477660	236477685	2	cg00340052,cg14015561	Body;Body,Body;Body	_,_	AGAP1;AGAP1,AGAP1;AGAP1	NM_014914;NM_001037131,NM_014914;NM_001037131
2	239967522	239967792	3	cg08177681,cg01647308,cg23949574	5UTR,5UTR,5UTR	_,_	HDAC4,HDAC4,HDAC4	NM_006037,NM_006037,NM_006037	hypo.chimp
2	220056556	220057361	5	cg27252970,cg18131810,cg11841522,cg00495988,cg15415787	Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,Island	SPEG,SPEG,SPEG,SPEG,SPEG	NM_005876,NM_005876,NM_005876,NM_005876,NM_005876	hyper.chimp
2	220058811	220059284	2	cg06351981,cg02557933	Body,Body	S_Shore,S_Shore	SPEG,SPEG	NM_005876,NM_005876	hyper.chimp
2	220069061	220070486	7	cg00680696,cg02549182,cg11361344,cg16918905,cg08801795,cg12458485,cg19930135	_,TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,Island,Island,Island,Island,Island	_,GMPPA,GMPPA;GMPPA	_,NM_013335,NM_013335;NM_205847	hyper.chimp
2	220111015	220111102	2	cg02197228,cg26142972	3UTR;3UTR,3UTR;3UTR	N_Shore,N_Shore	ACCN4;ACCN4,ACCN4;ACCN4	NM_018674;NM_182847,NM_018674;NM_182847	hyper.chimp
2	225015145	225015916	3	cg10193763,cg00754688,cg05299342	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
2	227374043	227374139	3	cg10098888,cg13572511,cg23601397	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
2	229844655	229844754	2	cg02799466,cg06064269	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	PID1;PID1,PID1;PID1	NM_001100818;NM_017933,NM_001100818;NM_017933	hyper.chimp
2	231423206	231423239	2	cg08917299,cg19610750	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
2	231763752	231763825	2	cg07929768,cg27383418	_,_	_,_	_,_	_,_	hyper.chimp
2	231967675	231968360	3	cg09004241,cg04286697,cg20954977	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,Island	B3GNT7,B3GNT7,B3GNT7	NM_145236,NM_145236,NM_145236	hyper.chimp
2	232102946	232103140	2	cg00143376,cg02204630	Body,Body	N_Shore,Island	NMUR1,NMUR1	NM_006056,NM_006056	hyper.chimp
2	232500208	232500259	2	cg07935340,cg22708248	TSS1500,TSS1500	Island,Island	NPPC,NPPC	NM_024409,NM_024409	hyper.chimp
2	232925720	232925861	2	cg18676967,cg25274275	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
2	235366087	235366119	2	cg10021633,cg14330516	_,_	_,_	_,_	_,_	hyper.chimp
2	236588061	236589049	5	cg14226755,cg11007962,cg20128773,cg14895183,cg26641996	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	_,_	AGAP1;AGAP1,AGAP1;AGAP1,AGAP1;AGAP1,AGAP1;AGAP1,AGAP1;AGAP1	NM_014914;NM_001037131,NM_014914;NM_001037131,NM_014914;NM_001037131,NM_014914;NM_001037131,NM_014914;NM_001037131	hyper.chimp
2	238164203	238165064	6	cg01157280,cg16266494,cg04044224,cg12935818,cg06353069,cg10458446	1stExon;5UTR,TSS200,TSS200,TSS200,TSS1500,TSS1500	_,_	RAB17;RAB17,RAB17,RAB17,RAB17,RAB17,RAB17	NM_022449;NM_022449,NM_022449,NM_022449,NM_022449,NM_022449,NM_022449
2	238529274	238529698	3	cg10403784,cg10429608,cg27051315	_,_	Island,Island,Island	_,_	_,_
2	238736938	238737829	3	cg03682366,cg11120927,cg10310682	_,_	Island,Island,Island	_,_	_,_
2	240724685	240725089	9	cg12629245,cg25823214,cg19638398,cg13749477,cg22062537,cg20783424,cg19757382,cg26154534,cg17342071	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2,MYEOV2;MYEOV2	NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424,NM_138336;NM_001163424
2	241043854	241044351	4	cg13232118,cg17367832,cg06591185,cg12561497	TSS1500;Body;Body,TSS200;Body;Body,TSS200;Body;Body,Body;Body	N_Shore,Island,Island,Island	MIR149;PP14571;GPC1,MIR149;PP14571;GPC1,MIR149;PP14571;GPC1,PP14571;GPC1	NR_029702;NR_024014;NM_002081,NR_029702;NR_024014;NM_002081,NR_029702;NR_024014;NM_002081,NR_024014;NM_002081
2	241046102	241046159	2	cg25446612,cg08485186	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	PP14571;GPC1,PP14571;GPC1	NR_024014;NM_002081,NR_024014;NM_002081
2	241108311	241108675	2	cg06476685,cg03743720	Body;Body,Body;Body	Island,Island	ANKMY1;ANKMY1,ANKMY1;ANKMY1	NM_017844;NM_016552,NM_017844;NM_016552
2	241260604	241260742	3	cg22040202,cg01231921,cg23290121	_,_	Island,Island,Island	_,_	_,_
2	241419713	241420004	2	cg10883069,cg08051575	_,_	N_Shore,N_Shore	_,_	_,_
2	241624917	241625331	2	cg10717312,cg07644939	Body,Body	Island,S_Shore	SNED1,SNED1	NM_001080437,NM_001080437
2	241658186	241658261	2	cg19075225,cg17053285	Body,Body	_,_	SNED1,SNED1	NM_001080437,NM_001080437
2	242391528	242392375	5	cg03584389,cg03462699,cg06402816,cg15346191,cg15909951	Body,Body,Body,3UTR,_	Island,Island,Island,Island,Island	GAL3ST2,GAL3ST2,GAL3ST2,GAL3ST2,_	NM_022134,NM_022134,NM_022134,NM_022134,_	hyper.chimp
2	240728439	240728730	2	cg09222115,cg19697911	5UTR,5UTR;1stExon	S_Shelf,_	OTOS,OTOS;OTOS	NM_148961,NM_148961;NM_148961	hypo.chimp
2	241145733	241146336	2	cg25810938,cg27504117	5UTR;5UTR,TSS1500;TSS1500	Island,N_Shore	ANKMY1;ANKMY1,ANKMY1;ANKMY1	NM_016552;NM_017844,NM_017844;NM_016552	hypo.chimp
2	241550538	241550735	3	cg14684854,cg14059464,cg02699194	_,_	N_Shelf,N_Shelf,N_Shelf	_,_	_,_	hypo.chimp
2	241676107	241676193	3	cg24269863,cg21773665,cg19390934	Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	_,_	MTERFD2;SNED1;MTERFD2;MTERFD2,MTERFD2;SNED1;MTERFD2;MTERFD2,MTERFD2;SNED1;MTERFD2;MTERFD2	NR_028050;NM_001080437;NR_028051;NR_028049,NR_028050;NM_001080437;NR_028051;NR_028049,NR_028050;NM_001080437;NR_028051;NR_028049	hypo.chimp
2	242398610	242398775	2	cg18095041,cg11706790	TSS1500;TSS1500,TSS200;TSS200	_,_	NEU4;NEU4,NEU4;NEU4	NM_001167601;NM_001167600,NM_001167600;NM_001167601	hyper.chimp
2	242433789	242433943	3	cg16873443,cg06386983,cg11036279	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hyper.chimp
2	242472943	242473387	3	cg09390137,cg03532030,cg02756915	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_	hypo.chimp
3	3126795	3127038	2	cg25381017,cg23032421	5UTR;5UTR;1stExon;5UTR;1stExon;1stExon;1stExon;1stExon;5UTR;1stExon;5UTR;5UTR,5UTR;5UTR;1stExon;5UTR;1stExon;1stExon;1stExon;1stExon;5UTR;1stExon;5UTR;5UTR	_,_	IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA,IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA;IL5RA	NM_175727;NM_000564;NM_175724;NM_175726;NM_175725;NM_000564;NM_175728;NM_175727;NM_175725;NM_175726;NM_175728;NM_175724,NM_175727;NM_000564;NM_175724;NM_175726;NM_175725;NM_000564;NM_175728;NM_175727;NM_175725;NM_175726;NM_175728;NM_175724	hyper.chimp
3	3144441	3144547	2	cg15056751,cg12832129	5UTR,5UTR	S_Shore,S_Shore	TRNT1,TRNT1	NM_182916,NM_182916	hypo.chimp
3	3196595	3196728	2	cg20787969,cg01892727	TSS1500,TSS1500	Island,S_Shore	CRBN,CRBN	NM_016302,NM_016302	hypo.chimp
3	5002597	5003143	2	cg01607932,cg18471664	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
3	9860602	9860722	2	cg10683958,cg08101377	1stExon;1stExon,TSS200;TSS200	Island,Island	RPUSD3;RPUSD3,RPUSD3;RPUSD3	NM_173659;NM_001142547,NM_173659;NM_001142547	hyper.chimp
3	9860863	9861198	3	cg25498541,cg02397579,cg07691624	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	RPUSD3;RPUSD3,RPUSD3;RPUSD3,RPUSD3;RPUSD3	NM_173659;NM_001142547,NM_001142547;NM_173659,NM_001142547;NM_173659	hypo.chimp
3	9879411	9879903	2	cg23060646,cg27513339	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
3	9950156	9951017	3	cg12419067,cg01274625,cg08614528	Body;TSS1500;TSS1500;TSS1500;Body;Body,5UTR;1stExon;5UTR;5UTR,5UTR;1stExon;5UTR;5UTR	Island,S_Shore,S_Shore	IL17RC;CRELD1;CRELD1;CRELD1;IL17RC;IL17RC,CRELD1;CRELD1;CRELD1;CRELD1,CRELD1;CRELD1;CRELD1;CRELD1	NM_153460;NM_015513;NM_001031717;NM_001077415;NM_153461;NM_032732,NM_001031717;NM_015513;NM_015513;NM_001077415,NM_001031717;NM_015513;NM_015513;NM_001077415	hyper.chimp
3	12175236	12175427	3	cg25982743,cg10958002,cg10173186	1stExon;Body;Body,1stExon;Body;Body,1stExon;Body;5UTR;Body	Island,Island,Island	TIMP4;SYN2;SYN2,TIMP4;SYN2;SYN2,TIMP4;SYN2;TIMP4;SYN2	NM_003256;NM_133625;NM_003178,NM_003256;NM_133625;NM_003178,NM_003256;NM_133625;NM_003256;NM_003178
3	13035741	13035974	4	cg16182936,cg13878677,cg17696731,cg26766694	Body,Body,Body,Body	_,_	IQSEC1,IQSEC1,IQSEC1,IQSEC1	NM_001134382,NM_001134382,NM_001134382,NM_001134382
3	13911528	13911754	2	cg18786782,cg06391982	_,_	Island,Island	_,_	_,_
3	15538076	15538153	2	cg10127490,cg19279973	1stExon;1stExon,1stExon;5UTR;1stExon;5UTR	_,_	COLQ;COLQ,COLQ;COLQ;COLQ;COLQ	NM_005677;NM_080539,NM_005677;NM_080539;NM_080539;NM_005677
3	16552546	16552730	3	cg25146434,cg11492723,cg06213060	_,_	_,_	_,_	_,_
3	23827503	23828019	2	cg05654049,cg03668982	Body;Body,Body;Body	Island,S_Shore	UBE2E1;UBE2E1,UBE2E1;UBE2E1	NM_003341;NM_182666,NM_003341;NM_182666
3	25444129	25444396	2	cg00371702,cg20899354	TSS1500;TSS1500,TSS1500;TSS1500	_,_	RARB;RARB,RARB;RARB	NM_000965;NM_016152,NM_000965;NM_016152
3	30911259	30911535	5	cg03629794,cg04556868,cg16856874,cg24350628,cg02741548	TSS200,TSS200,TSS200,TSS1500,TSS1500	Island,S_Shore,S_Shore,S_Shore,S_Shore	GADL1,GADL1,GADL1,GADL1,GADL1	NM_207359,NM_207359,NM_207359,NM_207359,NM_207359
3	35760894	35761034	2	cg24102420,cg23220346	TSS200;Body,Body;Body	_,_	MIR128-2;ARPP-21,MIR128-2;ARPP-21	NR_029824;NM_016300,NR_029824;NM_016300
3	42280067	42281978	8	cg21327694,cg05785565,cg16415785,cg06631317,cg16864658,cg22934295,cg05471845,cg11142705	Body,5UTR,5UTR,5UTR,5UTR,1stExon;5UTR,TSS200,TSS1500	Island,Island,Island,N_Shore,Island,Island,Island,Island	CCK,CCK,CCK,CCK,CCK,CCK;CCK,CCK,CCK	NM_000729,NM_000729,NM_000729,NM_000729,NM_000729,NM_000729;NM_000729,NM_000729,NM_000729	hyper.chimp
3	13437496	13437903	2	cg14473743,cg06143615	TSS1500,TSS1500	S_Shore,S_Shore	NUP210,NUP210	NM_024923,NM_024923	hypo.chimp
3	14313925	14314704	4	cg00329101,cg12497374,cg25457886,cg21139046	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_	hypo.chimp
3	15349538	15349590	2	cg15145672,cg08359336	TSS1500;5UTR,TSS1500;5UTR	S_Shore,S_Shore	SH3BP5;SH3BP5,SH3BP5;SH3BP5	NM_004844;NM_001018009,NM_004844;NM_001018009	hypo.chimp
3	16191184	16191219	2	cg13606421,cg10453019	TSS200,5UTR;1stExon	_,_	GALNTL2,GALNTL2;GALNTL2	NM_054110,NM_054110;NM_054110
3	19950487	19950742	2	cg02329527,cg08219773	1stExon,TSS200	_,_	EFHB,EFHB	NM_144715,NM_144715
3	23821696	23821814	2	cg06282059,cg09560953	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	UBE2E1;UBE2E1,UBE2E1;UBE2E1	NM_003341;NM_182666,NM_003341;NM_182666
3	36961809	36962044	2	cg17445812,cg10333520	TSS1500,TSS1500	Island,Island	TRANK1,TRANK1	NM_014831,NM_014831
3	40474412	40474772	2	cg07387813,cg10374202	Body;Body,Body;Body	S_Shore,S_Shore	RPL14;RPL14,RPL14;RPL14	NM_001034996;NM_003973,NM_001034996;NM_003973
3	43121784	43121840	2	cg00008665,cg07145744	5UTR,5UTR	N_Shore,N_Shore	C3orf39,C3orf39	NM_032806,NM_032806
3	44701895	44702199	4	cg24824287,cg24869336,cg08999915,cg24158187	_,_	N_Shore,Island,Island,Island	_,_	_,_
3	44777553	44777608	3	cg09053247,cg17546649,cg09333631	TSS1500;Body,TSS1500;Body,TSS1500;Body	N_Shore,N_Shore,N_Shore	KIF15;KIAA1143,KIF15;KIAA1143,KIF15;KIAA1143	NM_020242;NM_020696,NM_020242;NM_020696,NM_020242;NM_020696
3	44877937	44878067	2	cg16615211,cg24674304	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	MIR564;TMEM42,MIR564;TMEM42	NR_030290;NM_144638,NR_030290;NM_144638
3	46582969	46583183	4	cg24690946,cg25492569,cg25821245,cg11365440	1stExon;5UTR;5UTR,5UTR;TSS200,5UTR;TSS200,5UTR;TSS200	S_Shore,S_Shore,S_Shore,S_Shore	LRRC2;LRRC2;LRRC2,LRRC2;LRRC2,LRRC2;LRRC2,LRRC2;LRRC2	NM_024512;NM_024750;NM_024512,NM_024750;NM_024512,NM_024750;NM_024512,NM_024750;NM_024512	hypo.chimp
3	42821911	42822048	2	cg01996116,cg01293485	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	HIGD1A;HIGD1A;HIGD1A,HIGD1A;HIGD1A;HIGD1A	NM_014056;NM_001099668;NM_001099669,NM_014056;NM_001099668;NM_001099669	hyper.chimp
3	42897355	42897864	2	cg02254876,cg20488820	_,_	Island,Island	_,_	_,_	hyper.chimp
3	44745900	44746178	7	cg07613233,cg15131977,cg10108389,cg24837680,cg02933119,cg17913259,cg06186861	TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200,5UTR;1stExon	N_Shore,N_Shore,Island,Island,Island,Island,S_Shore	ZNF501,ZNF501,ZNF501,ZNF501,ZNF501,ZNF501,ZNF501;ZNF501	NM_145044,NM_145044,NM_145044,NM_145044,NM_145044,NM_145044,NM_145044;NM_145044
3	45184191	45184256	2	cg19092164,cg15359249	_,_	_,_	_,_	_,_
3	45858863	45859069	2	cg15061025,cg07561552	TSS1500,TSS1500	Island,S_Shore	LZTFL1,LZTFL1	NM_020347,NM_020347
3	46224799	46225028	3	cg13144783,cg12441928,cg07115110	1stExon;5UTR,TSS200,TSS200	_,_	CCR1;CCR1,CCR1,CCR1	NM_001295;NM_001295,NM_001295,NM_001295	hyper.chimp
3	46481108	46481558	9	cg04910591,cg16975587,cg25930780,cg17527798,cg12295918,cg03933131,cg27314002,cg26307117,cg00716083	Body,Body,Body,TSS200,TSS200,TSS200,TSS200,TSS200,TSS200	N_Shore,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	LTF,LTF,LTF,LTF,LTF,LTF,LTF,LTF,LTF	NM_002343,NM_002343,NM_002343,NM_002343,NM_002343,NM_002343,NM_002343,NM_002343,NM_002343	hyper.chimp
3	46862199	46862655	2	cg03838680,cg22951056	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
3	47396568	47397462	2	cg05796261,cg19454405	TSS1500,TSS200	N_Shore,Island	PTPN23,PTPN23	NM_015466,NM_015466	hyper.chimp
3	47594045	47594117	2	cg00242358,cg07032164	Body,Body	N_Shore,Island	CSPG5,CSPG5	NM_006574,NM_006574	hypo.chimp
3	47596023	47596131	2	cg24899315,cg15988232	TSS1500,TSS1500	Island,Island	CSPG5,CSPG5	NM_006574,NM_006574	hypo.chimp
3	48257107	48257315	3	cg07515271,cg09359349,cg02212772	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	ZNF589,ZNF589,ZNF589	NM_016089,NM_016089,NM_016089	hypo.chimp
3	48482169	48482600	2	cg14208102,cg09692335	TSS200;TSS200,5UTR;1stExon;1stExon;5UTR	_,_	TREX1;TREX1,TREX1;TREX1;TREX1;TREX1	NM_016381;NM_033629,NM_033629;NM_016381;NM_033629;NM_016381	hyper.chimp
3	48674094	48674641	2	cg10806820,cg06621358	1stExon,1stExon	Island,Island	CELSR3,CELSR3	NM_001407,NM_001407	hyper.chimp
3	49732474	49732480	2	cg05666287,cg05493761	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	AMIGO3;RNF123,AMIGO3;RNF123	NM_198722;NM_022064,NM_198722;NM_022064	hypo.chimp
3	49922797	49923433	5	cg00943186,cg22470056,cg25159927,cg13283877,cg15825311	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,Island,Island	MON1A;MON1A,MON1A;MON1A,MON1A;MON1A,MON1A;MON1A,MON1A;MON1A	NM_032355;NM_001142501,NM_032355;NM_001142501,NM_032355;NM_001142501,NM_032355;NM_001142501,NM_032355;NM_001142501	hypo.chimp
3	49942521	49942717	3	cg03484180,cg21583668,cg21813538	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	MON1A;MON1A,MON1A;MON1A,MON1A;MON1A	NM_001142501;NM_032355,NM_001142501;NM_032355,NM_001142501;NM_032355	hyper.chimp
3	50285843	50286013	2	cg22973319,cg22037648	Body;Body,Body;Body	Island,Island	SEMA3B;SEMA3B,SEMA3B;SEMA3B	NM_001005914;NM_004636,NM_001005914;NM_004636	hyper.chimp
3	50287393	50288217	2	cg07629965,cg09811393	Body;Body,Body;Body	N_Shore,Island	SEMA3B;SEMA3B,SEMA3B;SEMA3B	NM_001005914;NM_004636,NM_001005914;NM_004636	hypo.chimp
3	50350487	50350500	2	cg02930432,cg09386807	TSS1500;Body;Body;5UTR,TSS1500;Body;Body;5UTR	Island,Island	RASSF1;RASSF1;RASSF1;RASSF1,RASSF1;RASSF1;RASSF1;RASSF1	NM_170713;NM_170714;NM_007182;NM_170712,NM_170713;NM_170714;NM_007182;NM_170712	hypo.chimp
3	50352840	50353533	2	cg24859722,cg06172942	Body;Body,TSS200;TSS200	Island,Island	RASSF1;RASSF1,RASSF1;RASSF1	NM_170714;NM_007182,NM_007182;NM_170714	hypo.chimp
3	51964732	51964804	2	cg08072716,cg01844642	1stExon,1stExon	N_Shore,Island	GPR62,GPR62	NM_080865,NM_080865	hyper.chimp
3	51983722	51983828	3	cg10630880,cg05541640,cg27563048	TSS200;TSS200;TSS1500;TSS200,TSS200;TSS200;TSS1500;TSS200,TSS200;TSS200;TSS1500;TSS200	N_Shore,N_Shore,N_Shore	ABHD14B;ABHD14B;ABHD14A;ABHD14B,ABHD14B;ABHD14B;ABHD14A;ABHD14B,ABHD14B;ABHD14B;ABHD14A;ABHD14B	NR_027476;NM_032750;NM_015407;NM_001146314,NR_027476;NM_032750;NM_015407;NM_001146314,NR_027476;NM_032750;NM_015407;NM_001146314	hypo.chimp
3	52255728	52255742	2	cg02417408,cg08144943	5UTR;5UTR,5UTR;5UTR	S_Shore,S_Shore	PPM1M;PPM1M,PPM1M;PPM1M	NM_144641;NM_001122870,NM_144641;NM_001122870	hypo.chimp
3	52527633	52528473	5	cg18099408,cg15147215,cg08222913,cg21832537,cg18591801	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore	STAB1,STAB1,STAB1,STAB1,STAB1	NM_015136,NM_015136,NM_015136,NM_015136,NM_015136	hyper.chimp
3	52543363	52544137	2	cg05564831,cg22710716	Body;TSS1500,TSS200;TSS1500	Island,N_Shore	NT5DC2;NT5DC2,NT5DC2;NT5DC2	NM_022908;NM_001134231,NM_022908;NM_001134231	hyper.chimp
3	54132687	54132765	2	cg23537887,cg17563235	Body,Body	S_Shore,S_Shore	CACNA2D3,CACNA2D3	NM_018398,NM_018398	hypo.chimp
3	57069444	57069803	2	cg20749059,cg13745870	5UTR;TSS200,1stExon;5UTR;5UTR	_,_	ARHGEF3;SPATA12,SPATA12;ARHGEF3;SPATA12	NM_001128615;NM_181727,NM_181727;NM_001128615;NM_181727
3	57178350	57179210	3	cg02131639,cg18076124,cg18244601	_,_	N_Shore,N_Shore,Island	_,_	_,_
3	58547560	58547934	2	cg11603443,cg16203594	_,_	Island,Island	_,_	_,_
3	64645499	64645555	2	cg22081832,cg25859972	Body,Body	N_Shore,N_Shore	ADAMTS9,ADAMTS9	NM_182920,NM_182920
3	75750725	75751059	2	cg27328797,cg10226952	_,_	Island,Island	_,_	_,_
3	101461807	101462045	2	cg09439920,cg04730047	TSS1500,TSS1500	N_Shore,N_Shore	TBC1D23,TBC1D23	NM_018309,NM_018309
3	110540199	110540254	2	cg12443195,cg18560366	TSS1500,TSS1500	_,_	DPPA4,DPPA4	NM_018189,NM_018189
3	120236787	120237066	2	cg06491249,cg06162423	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	IGSF11;IGSF11,IGSF11;IGSF11	NM_001015887;NM_152538,NM_001015887;NM_152538
3	120904851	120905049	2	cg08145590,cg23202738	Body,Body	Island,S_Shore	C3orf15,C3orf15	NM_033364,NM_033364
3	121485982	121487081	6	cg04175809,cg24942922,cg00491927,cg15056966,cg01168235,cg15996342	_,_	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island	_,_	_,_
3	121551477	121551551	2	cg24629215,cg00495311	TSS1500,TSS1500	S_Shore,S_Shore	LRRC58,LRRC58	NM_001099678,NM_001099678
3	122794817	122794854	2	cg12456825,cg07378309	TSS200,TSS200	_,_	FBXO40,FBXO40	NM_016298,NM_016298
3	124123315	124124006	5	cg07297832,cg24925929,cg10783060,cg25439655,cg19141448	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island	SEMA5B,SEMA5B,SEMA5B,SEMA5B,SEMA5B	NM_001031702,NM_001031702,NM_001031702,NM_001031702,NM_001031702
3	126797298	126797368	2	cg10588770,cg23487015	TSS1500,TSS1500	Island,S_Shore	OSBPL11,OSBPL11	NM_022776,NM_022776
3	127490015	127490253	3	cg03438417,cg11830761,cg13708016	_,_	Island,Island,S_Shore	_,_	_,_
3	127725554	127725591	2	cg13844011,cg24901725	TSS1500,TSS1500	Island,Island	CHST13,CHST13	NM_152889,NM_152889
3	129116961	129117277	4	cg08488841,cg10961186,cg14701491,cg21716282	_,_	Island,Island,Island,Island	_,_	_,_
3	129756774	129757485	3	cg16818395,cg25581227,cg17367915	_,_	Island,Island,Island	_,_	_,_
3	130205205	130205697	4	cg19380499,cg14091208,cg02484127,cg20255667	Body,Body,Body,Body	Island,Island,Island,Island	CCDC48,CCDC48,CCDC48,CCDC48	NM_024768,NM_024768,NM_024768,NM_024768
3	130385967	130386099	2	cg04793090,cg21100375	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	CNBP;CNBP;CNBP;CNBP;CNBP;CNBP,CNBP;CNBP;CNBP;CNBP;CNBP;CNBP	NM_001127195;NM_003418;NM_001127194;NM_001127196;NM_001127192;NM_001127193,NM_001127195;NM_003418;NM_001127194;NM_001127196;NM_001127192;NM_001127193
3	130806468	130806631	2	cg02544002,cg04506190	Body,Body	N_Shore,Island	PLXND1,PLXND1	NM_015103,NM_015103
3	131949561	131949758	2	cg01571722,cg12153222	TSS1500,TSS1500	S_Shore,S_Shore	PIK3R4,PIK3R4	NM_014602,NM_014602
3	132228132	132228529	10	cg21818333,cg04534198,cg17888249,cg17326690,cg25270252,cg16935709,cg13485052,cg22539279,cg18255614,cg08237663	TSS1500;1stExon;5UTR;TSS1500;TSS1500,TSS1500;1stExon;5UTR;TSS1500;TSS1500,TSS200;TSS200;1stExon;5UTR;TSS200,TSS200;TSS200;1stExon;5UTR;TSS200,TSS200;TSS200;1stExon;5UTR;TSS200,TSS200;TSS200;1stExon;5UTR;TSS200,TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200,1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;TSS200	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	NEK11;ASTE1;ASTE1;NEK11;NEK11,NEK11;ASTE1;ASTE1;NEK11;NEK11,NEK11;NEK11;ASTE1;ASTE1;NEK11,NEK11;NEK11;ASTE1;ASTE1;NEK11,NEK11;NEK11;ASTE1;ASTE1;NEK11,NEK11;NEK11;ASTE1;ASTE1;NEK11,NEK11;NEK11;NEK11;ASTE1,NEK11;NEK11;NEK11;ASTE1,NEK11;NEK11;NEK11;ASTE1,NEK11;NEK11;NEK11;NEK11;NEK11;NEK11;ASTE1	NM_024800;NM_014065;NM_014065;NM_001146003;NM_145910,NM_024800;NM_014065;NM_014065;NM_001146003;NM_145910,NM_024800;NM_001146003;NM_014065;NM_014065;NM_145910,NM_024800;NM_001146003;NM_014065;NM_014065;NM_145910,NM_024800;NM_001146003;NM_014065;NM_014065;NM_145910,NM_024800;NM_001146003;NM_014065;NM_014065;NM_145910,NM_024800;NM_001146003;NM_145910;NM_014065,NM_024800;NM_001146003;NM_145910;NM_014065,NM_024800;NM_001146003;NM_145910;NM_014065,NM_145910;NM_024800;NM_001146003;NM_001146003;NM_024800;NM_145910;NM_014065	hyper.chimp
3	57209880	57210384	2	cg26870874,cg01410553	TSS1500,TSS1500	_,_	HESX1,HESX1	NM_003865,NM_003865	hypo.chimp
3	57654045	57654078	3	cg03648907,cg14598795,cg13011429	TSS200,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	FAM116A,FAM116A,FAM116A	NM_152678,NM_152678,NM_152678	hypo.chimp
3	63403627	63403947	3	cg05401575,cg11282156,cg19467202	TSS200;Body,5UTR;Body;1stExon,5UTR;Body;1stExon	_,_	SYNPR;SYNPR,SYNPR;SYNPR;SYNPR,SYNPR;SYNPR;SYNPR	NM_144642;NM_001130003,NM_144642;NM_001130003;NM_144642,NM_144642;NM_001130003;NM_144642	hypo.chimp
3	68136061	68136174	2	cg22706186,cg01709518	TSS200,5UTR;1stExon	N_Shelf,N_Shelf	FAM19A1,FAM19A1;FAM19A1	NM_213609,NM_213609;NM_213609
3	72870984	72871172	2	cg27402429,cg25664220	_,_	Island,S_Shore	_,_	_,_
3	113060324	113060433	2	cg08838842,cg02944871	TSS1500;Body;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500	N_Shore,N_Shore	PHLDB2;PHLDB2;PHLDB2;PHLDB2,PHLDB2;PHLDB2;PHLDB2;PHLDB2	NM_001134438;NM_001134437;NM_145753;NM_001134439,NM_001134438;NM_001134437;NM_145753;NM_001134439
3	113242700	113242788	2	cg11929898,cg19951107	5UTR;Body,5UTR;Body	_,_	TMPRSS7;TMPRSS7,TMPRSS7;TMPRSS7	NM_001042575;NR_026734,NM_001042575;NR_026734
3	115040099	115040135	2	cg22088645,cg12190048	TSS1500,TSS1500	N_Shore,N_Shore	GRAMD1C,GRAMD1C	NM_017577,NM_017577
3	115150430	115150499	2	cg06599594,cg17859426	Body,Body	S_Shore,S_Shore	ZDHHC23,ZDHHC23	NM_173570,NM_173570
3	120374401	120374995	3	cg09554513,cg02019333,cg02741226	TSS1500,TSS1500,TSS200	_,_	UPK1B,UPK1B,UPK1B	NM_006952,NM_006952,NM_006952
3	123096086	123096393	2	cg15066489,cg18636558	1stExon;1stExon,Body;Body	_,_	SLC15A2;SLC15A2,SLC15A2;SLC15A2	NM_001145998;NM_021082,NM_001145998;NM_021082
3	123997319	123997504	2	cg02814805,cg10627428	Body,Body	S_Shore,S_Shore	DIRC2,DIRC2	NM_032839,NM_032839
3	126721999	126722017	2	cg27295594,cg06046574	TSS1500,TSS1500	S_Shore,S_Shore	SNX4,SNX4	NM_003794,NM_003794
3	127382783	127382798	2	cg20988073,cg08481491	TSS1500,TSS1500	S_Shore,S_Shore	ALDH1L1,ALDH1L1	NM_012190,NM_012190
3	130228327	130229024	2	cg01601299,cg14511273	Body,Body	N_Shore,Island	CCDC48,CCDC48	NM_024768,NM_024768
3	130795592	130795669	2	cg08471739,cg15504747	Body,Body	_,_	PLXND1,PLXND1	NM_015103,NM_015103
3	130890055	130890234	3	cg07619697,cg09610578,cg05679002	1stExon;Body;Body;5UTR,TSS200;Body;Body,TSS200;Body;Body	_,_	TMCC1;TMCC1;TMCC1;TMCC1,TMCC1;TMCC1;TMCC1,TMCC1;TMCC1;TMCC1	NM_015008;NM_001017395;NM_001128224;NM_015008,NM_015008;NM_001017395;NM_001128224,NM_015008;NM_001017395;NM_001128224	hypo.chimp
3	132728299	132728787	2	cg00703276,cg08151596	_,_	N_Shore,S_Shore	_,_	_,_	hyper.chimp
3	134239411	134239557	3	cg00871560,cg18538340,cg18542368	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	TMEM108;TMEM108,TMEM108;TMEM108,TMEM108;TMEM108	NM_023943;NM_001136469,NM_023943;NM_001136469,NM_023943;NM_001136469	hyper.chimp
3	134863898	134864107	2	cg24387198,cg08229532	TSS1500,TSS1500	S_Shore,S_Shore	TOPBP1,TOPBP1	NM_007027,NM_007027	hyper.chimp
3	135128755	135128785	2	cg00819338,cg07356486	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
3	135514353	135514638	3	cg01342115,cg25646708,cg12118013	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
3	138019859	138020546	5	cg22156842,cg10727673,cg10258419,cg02672493,cg13383019	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200	N_Shore,N_Shore,Island,Island,Island	TMEM22;TMEM22;TMEM22,TMEM22;TMEM22;TMEM22,TMEM22;TMEM22;TMEM22,TMEM22;TMEM22;TMEM22,TMEM22;TMEM22;TMEM22	NM_025246;NM_001097599;NM_001097600,NM_025246;NM_001097599;NM_001097600,NM_025246;NM_001097599;NM_001097600,NM_001097599;NM_001097600;NM_025246,NM_001097599;NM_001097600;NM_025246	hyper.chimp
3	138844216	138844222	2	cg03290530,cg24286765	_,_	_,_	_,_	_,_	hyper.chimp
3	138961061	138961354	2	cg15554219,cg00440531	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
3	139635527	139635968	5	cg09373148,cg11209249,cg21075829,cg14983698,cg16802792	TSS1500,TSS1500,TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore,Island,Island	ESYT3,ESYT3,ESYT3,ESYT3,ESYT3	NM_031913,NM_031913,NM_031913,NM_031913,NM_031913	hyper.chimp
3	140143077	140144530	3	cg04687517,cg05131382,cg18005180	_,_	S_Shore,N_Shelf,N_Shore	_,_	_,_	hypo.chimp
3	140149409	140149575	3	cg18755942,cg25509697,cg10554436	TSS1500;Body,TSS1500;Body,TSS1500;Body	N_Shore,N_Shore,N_Shore	FOXL2;C3orf72,FOXL2;C3orf72,FOXL2;C3orf72	NM_023067;NM_001040061,NM_023067;NM_001040061,NM_023067;NM_001040061	hypo.chimp
3	141137973	141138941	2	cg16513416,cg04125341	Body,Body	S_Shore,S_Shore	CLSTN2,CLSTN2	NM_022131,NM_022131	hypo.chimp
3	142613879	142614836	2	cg03060555,cg09025210	5UTR,5UTR	_,_	ZBTB38,ZBTB38	NM_001080412,NM_001080412	hypo.chimp
3	147669727	147670396	4	cg24607783,cg24092307,cg04442406,cg02128651	5UTR,5UTR,5UTR,5UTR	N_Shore,Island,Island,Island	PLSCR2,PLSCR2,PLSCR2,PLSCR2	NM_020359,NM_020359,NM_020359,NM_020359	hyper.chimp
3	148581085	148581275	4	cg11209832,cg25425140,cg12836959,cg02630214	_,_	_,_	_,_	_,_	hyper.chimp
3	150286181	150286200	2	cg16444198,cg20038789	Body;Body,Body;Body	N_Shore,N_Shore	HLTF;HLTF,HLTF;HLTF	NM_139048;NM_003071,NM_139048;NM_003071	hyper.chimp
3	150329440	150329871	2	cg10148280,cg23706994	TSS1500,TSS200	N_Shore,N_Shore	HPS3,HPS3	NM_032383,NM_032383	hypo.chimp
3	151012984	151013031	3	cg13512830,cg10802371,cg12461469	TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	Island,Island,Island	RNF13;RNF13,RNF13;RNF13,RNF13;RNF13	NM_183381;NM_007282,NM_183381;NM_007282,NM_183381;NM_007282	hypo.chimp
3	152517164	152517359	2	cg19926250,cg09432154	5UTR;Body;1stExon,Body;TSS200	_,_	GPR87;MED12L;GPR87,MED12L;GPR87	NM_023915;NM_053002;NM_023915,NM_053002;NM_023915
3	155323069	155323408	2	cg12829666,cg02582963	Body,Body	Island,S_Shore	SGEF,SGEF	NM_015595,NM_015595
3	158361285	158361298	2	cg12357681,cg18422603	TSS200,TSS200	S_Shore,S_Shore	CCNL1,CCNL1	NM_020307,NM_020307
3	170965816	170965826	2	cg12615982,cg24333189	TSS1500,TSS1500	S_Shore,S_Shore	TERC,TERC	NR_001566,NR_001566
3	171166670	171166933	3	cg04561804,cg13888070,cg09436420	Body;TSS1500;Body,Body;TSS1500;Body,Body;TSS1500;Body	N_Shore,N_Shore,N_Shore	LOC100128164;SEC62;LOC100128164,LOC100128164;SEC62;LOC100128164,LOC100128164;SEC62;LOC100128164	NR_024409;NM_003262;NR_027622,NR_024409;NM_003262;NR_027622,NR_024409;NM_003262;NR_027622
3	171560239	171561163	2	cg25446191,cg15627834	5UTR;5UTR;5UTR;1stExon,Body;1stExon;Body	S_Shore,S_Shelf	SKIL;SKIL;SKIL;SKIL,SKIL;SKIL;SKIL	NM_001145097;NM_005414;NM_001145098;NM_001145097,NM_005414;NM_001145097;NM_001145098	hypo.chimp
3	154036401	154036885	3	cg06903384,cg14921522,cg03293976	1stExon,1stExon,1stExon	Island,S_Shore,S_Shore	P2RY1,P2RY1,P2RY1	NM_002563,NM_002563,NM_002563	hyper.chimp
3	155525160	155525305	2	cg04813158,cg15277914	TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore	DHX36;DHX36,DHX36;DHX36	NM_001114397;NM_020865,NM_001114397;NM_020865	hyper.chimp
3	158743458	158743780	3	cg04682135,cg00301159,cg06827247	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200;TSS200	Island,Island,Island	C3orf55;C3orf55;C3orf55;C3orf55,C3orf55;C3orf55;C3orf55;C3orf55,C3orf55;C3orf55;C3orf55;C3orf55	NM_001130001;NM_001099777;NM_001130002;NR_024016,NM_001130001;NM_001099777;NM_001130002;NR_024016,NM_001099777;NM_001130001;NM_001130002;NR_024016	hyper.chimp
3	160001582	160001696	3	cg01971181,cg13419925,cg24324441	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	MFSD1;MFSD1,MFSD1;MFSD1,MFSD1;MFSD1	NM_022736;NM_001167903,NM_022736;NM_001167903,NM_022736;NM_001167903	hyper.chimp
3	161040246	161040491	3	cg25705519,cg00188627,cg15180789	Body,Body,Body	_,_	SCHIP1,SCHIP1,SCHIP1	NM_014575,NM_014575,NM_014575	hyper.chimp
3	171014425	171014558	2	cg03369965,cg10994914	TSS1500,_	S_Shore,S_Shore	LRRC34,_	NM_153353,_	hyper.chimp
3	171618894	171620899	4	cg13333304,cg20449692,cg00894757,cg20794824	TSS1500,1stExon,Body,Body	N_Shore,Island,Island,S_Shore	CLDN11,CLDN11,CLDN11,CLDN11	NM_005602,NM_005602,NM_005602,NM_005602	hypo.chimp
3	173648211	173648578	3	cg18875012,cg03587978,cg10109500	1stExon;1stExon,1stExon;1stExon,1stExon;1stExon	Island,Island,Island	GHSR;GHSR,GHSR;GHSR,GHSR;GHSR	NM_198407;NM_004122,NM_198407;NM_004122,NM_198407;NM_004122	hyper.chimp
3	173649681	173650139	2	cg07848409,cg04851268	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	GHSR;GHSR,GHSR;GHSR	NM_198407;NM_004122,NM_198407;NM_004122	hypo.chimp
3	179736069	179736936	3	cg15736360,cg08812936,cg10634551	TSS1500,TSS200,5UTR;1stExon	_,_	KCNMB2,KCNMB2,KCNMB2;KCNMB2	NM_181361,NM_181361,NM_181361;NM_181361
3	180461679	180461687	2	cg19436429,cg25262361	TSS1500;Body;TSS1500;Body,TSS1500;Body;TSS1500;Body	Island,Island	KCNMB3;KCNMB3;KCNMB3;KCNMB3,KCNMB3;KCNMB3;KCNMB3;KCNMB3	NM_171829;NM_001163677;NR_028135;NM_171828,NM_171829;NM_001163677;NR_028135;NM_171828
3	182895659	182897542	10	cg16246169,cg08196553,cg23978504,cg03880173,cg10263682,cg24267283,cg07304175,cg18562243,cg21453451,cg01530605	Body,Body,Body,Body,Body,Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore	SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT	NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053
3	182904121	182904911	6	cg20691722,cg02213103,cg16276063,cg20675389,cg08488945,cg23165310	Body,Body,Body,Body,Body,Body	_,_	SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT	NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053
3	182924039	182924672	8	cg25109019,cg22920300,cg17894318,cg02650401,cg13294849,cg25960893,cg11324832,cg27622679	Body,Body,Body,Body,Body,Body,Body,Body	N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf	SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT,SOX2OT	NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053,NR_004053
3	184316673	184316911	2	cg18163973,cg16876162	_,_	_,_	_,_	_,_
3	185476405	185477210	8	cg01596834,cg05118764,cg02791331,cg19098796,cg16953297,cg19100138,cg08154107,cg01189038	TSS200;Body;TSS200;TSS200,TSS200;Body;TSS200;TSS200,TSS200;Body;TSS200;TSS200,TSS200;Body;TSS200;TSS200,1stExon;Body;5UTR;5UTR;5UTR;1stExon;1stExon,Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,S_Shore	ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2,ECE2;ECE2;ECE2;ECE2	NM_001037324;NM_014693;NM_001100121;NM_001100120,NM_001037324;NM_014693;NM_001100121;NM_001100120,NM_001037324;NM_014693;NM_001100121;NM_001100120,NM_001037324;NM_014693;NM_001100121;NM_001100120,NM_001037324;NM_014693;NM_001100121;NM_001037324;NM_001100120;NM_001100121;NM_001100120,NM_001100120;NM_001037324;NM_014693;NM_001100121,NM_001100120;NM_001037324;NM_014693;NM_001100121,NM_001100120;NM_001037324;NM_014693;NM_001100121	hyper.chimp
3	184181609	184182283	2	cg20699141,cg06292482	TSS1500,TSS1500	S_Shore,S_Shore	DCUN1D1,DCUN1D1	NM_020640,NM_020640	hypo.chimp
3	185385823	185386009	3	cg05629195,cg13491563,cg09866366	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	ABCF3,ABCF3,ABCF3	NM_018358,NM_018358,NM_018358	hypo.chimp
3	185434899	185434906	2	cg25447717,cg00985388	Body,Body	S_Shelf,S_Shelf	VWA5B2,VWA5B2	NM_138345,NM_138345	hypo.chimp
3	185578199	185578670	2	cg11819637,cg09736922	5UTR,TSS200	N_Shelf,N_Shelf	THPO,THPO	NM_000460,NM_000460
3	188165328	188166123	2	cg12632309,cg15026574	5UTR;5UTR,5UTR;5UTR	_,_	ST6GAL1;ST6GAL1,ST6GAL1;ST6GAL1	NM_173216;NM_173217,NM_173216;NM_173217
3	188397996	188398014	2	cg05410198,cg08749917	1stExon;5UTR,1stExon	N_Shelf,N_Shelf	RTP1;RTP1,RTP1	NM_153708;NM_153708,NM_153708	hypo.chimp
3	185692689	185692888	3	cg27305835,cg03470180,cg23166252	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
3	186454839	186454847	2	cg11935638,cg08095700	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	EHHADH;EHHADH,EHHADH;EHHADH	NM_001166415;NM_001966,NM_001166415;NM_001966	hyper.chimp
3	188937133	188937171	2	cg06164260,cg23655939	5UTR;TSS200,5UTR;TSS200	N_Shore,N_Shore	BCL6;BCL6,BCL6;BCL6	NM_001706;NM_001130845,NM_001706;NM_001130845	hyper.chimp
3	195069958	195070474	3	cg22525069,cg02822788,cg13323489	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
3	195332012	195332677	2	cg06012804,cg00271177	_,_	N_Shelf,N_Shore	_,_	_,_	hypo.chimp
3	195470234	195471333	3	cg07065220,cg02523270,cg16932827	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
3	196237638	196238388	2	cg19860353,cg11137156	_,_	_,_	_,_	_,_	hyper.chimp
3	196356584	196357220	2	cg09709457,cg25586848	Body,Body	_,_	C3orf21,C3orf21	NM_152531,NM_152531	hypo.chimp
3	196910018	196910213	2	cg06277638,cg06085042	TSS1500,TSS1500	_,_	MIR570,MIR570	NR_030296,NR_030296	hyper.chimp
3	197235143	197235199	2	cg24256810,cg04393693	_,_	_,_	_,_	_,_	hyper.chimp
3	197413786	197413889	2	cg23052855,cg20278854	Body,Body	_,_	ZDHHC19,ZDHHC19	NM_001039617,NM_001039617	hypo.chimp
3	197422598	197423065	2	cg12702506,cg03362494	5UTR;1stExon,TSS1500	S_Shelf,_	ZDHHC19;ZDHHC19,ZDHHC19	NM_001039617;NM_001039617,NM_001039617
3	198731234	198732148	4	cg26396290,cg18163092,cg21853348,cg19798702	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	_,_	BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1	NM_203314;NM_203315;NM_004051,NM_203314;NM_203315;NM_004051,NM_203314;NM_203315;NM_004051,NM_203314;NM_203315;NM_004051
4	665827	665936	2	cg19427345,cg23143502	Body,Body	Island,Island	MFSD7,MFSD7	NM_032219,NM_032219
4	727453	728199	2	cg21445527,cg23486923	Body,Body	N_Shore,N_Shore	PCGF3,PCGF3	NM_006315,NM_006315
4	768336	768827	2	cg02941286,cg06672737	_,3UTR	N_Shore,Island	_,CPLX1	_,NM_006651	hypo.chimp
3	197427841	197428110	2	cg04981056,cg05473677	1stExon;5UTR,Body	_,_	OSTalpha;OSTalpha,OSTalpha	NM_152672;NM_152672,NM_152672
3	197740029	197740395	3	cg02728595,cg09279988,cg05542785	_,_	Island,Island,Island	_,_	_,_
3	197851015	197851391	4	cg24365518,cg00293409,cg23944925,cg26014952	TSS200,5UTR;1stExon,5UTR,5UTR	Island,Island,Island,S_Shore	LRRC33,LRRC33;LRRC33,LRRC33,LRRC33	NM_198565,NM_198565;NM_198565,NM_198565,NM_198565	hyper.chimp
3	198765865	198767524	7	cg03038685,cg03792768,cg24869195,cg02702614,cg09363194,cg00456086,cg00177496	5UTR;5UTR;5UTR,5UTR;5UTR;5UTR,5UTR;5UTR;5UTR,1stExon;5UTR;5UTR;1stExon;5UTR,TSS200;5UTR;TSS200,TSS1500;TSS1500;5UTR,TSS1500;TSS1500;5UTR	N_Shore,Island,Island,Island,Island,Island,Island	BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1,BDH1;BDH1;BDH1	NM_004051;NM_203314;NM_203315,NM_004051;NM_203314;NM_203315,NM_004051;NM_203314;NM_203315,NM_203314;NM_004051;NM_203314;NM_004051;NM_203315,NM_004051;NM_203315;NM_203314,NM_203314;NM_004051;NM_203315,NM_203314;NM_004051;NM_203315
3	199001919	199002381	2	cg03393017,cg12878710	TSS1500,TSS200	N_Shore,Island	LRCH3,LRCH3	NM_032773,NM_032773
4	664399	664590	2	cg08555912,cg00723338	Body,Body	N_Shore,N_Shore	MYL5,MYL5	NM_002477,NM_002477
4	672184	673060	3	cg13656831,cg24693053,cg17121747	Body,1stExon,TSS200	N_Shore,Island,Island	MFSD7,MFSD7,MFSD7	NM_032219,NM_032219,NM_032219
4	1397052	1397989	3	cg03303774,cg06275859,cg26860935	_,_	N_Shore,Island,Island	_,_	_,_
4	1528698	1528972	2	cg12030941,cg14746767	_,_	S_Shore,S_Shore	_,_	_,_
4	3209103	3209121	2	cg23728864,cg11432275	Body,Body	_,_	HTT,HTT	NM_002111,NM_002111
4	3343203	3343353	2	cg05617980,cg05154546	Body;Body;Body,Body;Body;Body	N_Shore,N_Shore	RGS12;RGS12;RGS12,RGS12;RGS12;RGS12	NM_198229;NM_198227;NM_002926,NM_198229;NM_198227;NM_002926
4	3696053	3696634	3	cg06252028,cg21181942,cg23953110	_,_	_,_	_,_	_,_
4	3719211	3719413	3	cg13074295,cg06859969,cg05639690	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
4	4279066	4279551	4	cg12160317,cg14882700,cg05936219,cg11848060	Body,1stExon,TSS200,TSS200	Island,Island,Island,Island	OTOP1,OTOP1,OTOP1,OTOP1	NM_177998,NM_177998,NM_177998,NM_177998
4	6298116	6298731	5	cg11115235,cg23893898,cg03925294,cg06424065,cg03877332	_,_	Island,Island,Island,Island,Island	_,_	_,_
4	6761562	6762884	9	cg02311456,cg25285658,cg09477006,cg14489884,cg10203523,cg22029345,cg04884618,cg24911064,cg07780086	3UTR,3UTR,1stExon,1stExon;5UTR,TSS200,TSS200,TSS200,TSS1500,TSS1500	N_Shore,N_Shore,Island,Island,Island,Island,Island,S_Shore,S_Shore	MRFAP1L1,MRFAP1L1,MRFAP1L1,MRFAP1L1;MRFAP1L1,MRFAP1L1,MRFAP1L1,MRFAP1L1,MRFAP1L1,MRFAP1L1	NM_203462,NM_203462,NM_203462,NM_203462;NM_203462,NM_203462,NM_203462,NM_203462,NM_203462,NM_203462	hyper.chimp
4	929027	929597	2	cg01437235,cg09216008	5UTR,5UTR	N_Shore,N_Shore	TMEM175,TMEM175	NM_032326,NM_032326	hypo.chimp
4	930614	930644	2	cg15105011,cg23939001	5UTR,5UTR	Island,Island	TMEM175,TMEM175	NM_032326,NM_032326	hypo.chimp
4	969307	969331	2	cg09153458,cg24226891	Body;TSS1500,Body;TSS1500	N_Shore,N_Shore	SLC26A1;IDUA,SLC26A1;IDUA	NM_134425;NM_000203,NM_134425;NM_000203	hypo.chimp
4	1031044	1031061	2	cg01321174,cg10825234	_,_	N_Shelf,N_Shelf	_,_	_,_	hypo.chimp
4	1097202	1097720	4	cg11118359,cg19563619,cg21397393,cg05924254	1stExon;1stExon,1stExon;5UTR;1stExon;5UTR,TSS200;TSS200,TSS200;TSS200	Island,Island,Island,Island	RNF212;RNF212,RNF212;RNF212;RNF212;RNF212,RNF212;RNF212,RNF212;RNF212	NM_001131034;NM_194439,NM_001131034;NM_001131034;NM_194439;NM_194439,NM_001131034;NM_194439,NM_001131034;NM_194439	hypo.chimp
4	1182458	1182501	2	cg05208416,cg14594485	Body;Body,Body;Body	S_Shelf,S_Shelf	LOC100130872;LOC100130872-SPON2,LOC100130872;LOC100130872-SPON2	NR_024569;NR_033182,NR_024569;NR_033182	hypo.chimp
4	1233849	1234086	4	cg20743744,cg16399632,cg08948841,cg15586393	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS200	Island,Island,Island,Island	C4orf42;CTBP1;CTBP1,CTBP1;CTBP1;C4orf42,CTBP1;CTBP1;C4orf42,CTBP1;CTBP1;C4orf42	NM_052861;NM_001328;NM_001012614,NM_001328;NM_001012614;NM_052861,NM_001328;NM_001012614;NM_052861,NM_001328;NM_001012614;NM_052861	hypo.chimp
4	1389938	1392892	8	cg26348902,cg20332645,cg00711088,cg14959580,cg07150669,cg21230162,cg09883255,cg24789180	_,_	Island,Island,Island,Island,Island,N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
4	1491278	1491523	2	cg27311590,cg12456927	_,_	Island,Island	_,_	_,_	hypo.chimp
4	1492815	1492866	2	cg14964336,cg04300684	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
4	1539291	1539979	2	cg08655181,cg13260474	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
4	1654537	1654589	2	cg08833010,cg00972950	5UTR,5UTR	N_Shore,N_Shore	FAM53A,FAM53A	NM_001013622,NM_001013622	hypo.chimp
4	2433812	2433848	2	cg20345948,cg21722242	_,_	Island,Island	_,_	_,_	hypo.chimp
4	4814160	4814273	4	cg23139982,cg24277733,cg25097610,cg15192103	_,_	_,_	_,_	_,_	hypo.chimp
4	4908342	4908407	2	cg03196097,cg24139732	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
4	4910861	4912305	3	cg19846622,cg21689228,cg05790982	TSS1500,TSS1500,5UTR;1stExon	Island,N_Shore,Island	MSX1,MSX1,MSX1;MSX1	NM_002448,NM_002448,NM_002448;NM_002448
4	6157922	6158692	7	cg18994250,cg23166781,cg06231140,cg22098660,cg21003654,cg01929855,cg22667835	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island,Island,S_Shore	JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1,JAKMIP1;JAKMIP1	NM_144720;NM_001099433,NM_144720;NM_001099433,NM_144720;NM_001099433,NM_144720;NM_001099433,NM_144720;NM_001099433,NM_144720;NM_001099433,NM_144720;NM_001099433
4	15080312	15080797	3	cg21329975,cg18470593,cg24225360	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,5UTR;5UTR;5UTR	_,_	CC2D2A;CC2D2A;CC2D2A,CC2D2A;CC2D2A;CC2D2A,CC2D2A;CC2D2A;CC2D2A	NM_001080522;NM_001164720;NM_020785,NM_001164720;NM_001080522;NM_020785,NM_001164720;NM_020785;NM_001080522	hypo.chimp
4	7991028	7991326	3	cg25003275,cg14692106,cg20708173	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore,N_Shore	AFAP1;AFAP1,AFAP1;AFAP1,AFAP1;AFAP1	NM_198595;NM_001134647,NM_198595;NM_001134647,NM_198595;NM_001134647	hyper.chimp
4	8410358	8410399	2	cg12444166,cg09979924	_,_	_,_	_,_	_,_	hyper.chimp
4	8449637	8449780	2	cg06656551,cg04334422	Body;Body,Body;Body	_,_	ACOX3;ACOX3,ACOX3;ACOX3	NM_001101667;NM_003501,NM_001101667;NM_003501	hyper.chimp
4	8463269	8463695	4	cg25963412,cg08722675,cg17055207,cg00251622	Body;Body,Body;Body,Body;Body,Body;Body	_,_	ACOX3;ACOX3,ACOX3;ACOX3,ACOX3;ACOX3,ACOX3;ACOX3	NM_001101667;NM_003501,NM_001101667;NM_003501,NM_001101667;NM_003501,NM_001101667;NM_003501	hyper.chimp
4	9054256	9055182	2	cg02745398,cg26389500	TSS1500,TSS200	_,_	DEFB131,DEFB131	NM_001040448,NM_001040448	hyper.chimp
4	10069027	10069107	2	cg20332195,cg08745665	TSS1500,TSS1500	S_Shore,S_Shore	ZNF518B,ZNF518B	NM_053042,NM_053042	hyper.chimp
4	13134703	13135695	2	cg09986292,cg14832317	_,_	Island,Island	_,_	_,_	hyper.chimp
4	13136808	13136973	2	cg00790371,cg06369785	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
4	13264997	13265115	4	cg03032456,cg06907870,cg25984034,cg07661848	_,_	_,_	_,_	_,_	hyper.chimp
4	15549131	15549156	2	cg13726191,cg00800679	TSS200,TSS200	_,_	FGFBP1,FGFBP1	NM_005130,NM_005130	hyper.chimp
4	15573841	15574200	4	cg08132711,cg18101225,cg14537800,cg12723011	1stExon,TSS200,TSS200,TSS1500	_,_	FGFBP2,FGFBP2,FGFBP2,FGFBP2	NM_031950,NM_031950,NM_031950,NM_031950	hypo.chimp
4	17225289	17225330	2	cg02297831,cg14227996	TSS200,TSS200	Island,Island	MED28,MED28	NM_025205,NM_025205	hyper.chimp
4	17320009	17320120	2	cg03267220,cg17997207	Body,Body	Island,Island	FAM184B,FAM184B	NM_015688,NM_015688	hypo.chimp
4	21308307	21308471	3	cg03271761,cg17834768,cg08125031	5UTR;1stExon;5UTR,5UTR;TSS200,5UTR;TSS200	_,_	KCNIP4;KCNIP4;KCNIP4,KCNIP4;KCNIP4,KCNIP4;KCNIP4	NM_147182;NM_001035003;NM_001035003,NM_147182;NM_001035003,NM_147182;NM_001035003	hypo.chimp
4	23499757	23500694	3	cg02896941,cg09082664,cg20723350	Body,Body,1stExon;5UTR	_,_	PPARGC1A,PPARGC1A,PPARGC1A;PPARGC1A	NM_013261,NM_013261,NM_013261;NM_013261
4	39874524	39874876	3	cg20171453,cg05658107,cg26296101	TSS1500,TSS200,TSS200	_,_	RHOH,RHOH,RHOH	NM_004310,NM_004310,NM_004310
4	40283310	40283865	2	cg00802478,cg20789700	5UTR,5UTR	_,_	RBM47,RBM47	NM_001098634,NM_001098634
4	41816863	41816918	2	cg27661315,cg22745397	Body;Body,Body;Body	_,_	BEND4;BEND4,BEND4;BEND4	NM_207406;NM_001159547,NM_207406;NM_001159547
4	57755366	57755530	2	cg26986681,cg17932096	_,_	N_Shore,N_Shore	_,_	_,_
4	74937842	74938153	3	cg26125600,cg20615832,cg06464962	TSS200,1stExon,Body	N_Shore,Island,Island	PF4V1,PF4V1,PF4V1	NM_002620,NM_002620,NM_002620
4	75060773	75060805	2	ch.4.75060773F,ch.4.75060805F	_,_	_,_	_,_	_,_
4	75065964	75067256	7	cg01447579,cg15158783,cg21043213,cg06834998,cg05509609,cg13126871,cg14882398	Body,1stExon,1stExon;5UTR,TSS200,TSS200,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island,S_Shore,S_Shore	PF4,PF4,PF4;PF4,PF4,PF4,PF4,PF4	NM_002619,NM_002619,NM_002619;NM_002619,NM_002619,NM_002619,NM_002619,NM_002619	hypo.chimp
4	25265928	25266726	2	cg09157302,cg21200703	TSS1500,5UTR	N_Shore,S_Shore	SLC34A2,SLC34A2	NM_006424,NM_006424
4	26194316	26194489	3	cg15491432,cg19481816,cg15645986	TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore	TBC1D19,TBC1D19,TBC1D19	NM_018317,NM_018317,NM_018317
4	35244373	35244441	2	cg11236841,cg19375140	_,_	_,_	_,_	_,_
4	41056380	41056676	3	cg25740652,cg23653457,cg09018824	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	LIMCH1;LIMCH1;LIMCH1,LIMCH1;LIMCH1;LIMCH1,LIMCH1;LIMCH1;LIMCH1	NM_001112718;NM_001112717;NM_014988,NM_001112718;NM_001112717;NM_014988,NM_001112718;NM_001112717;NM_014988
4	41572876	41574408	4	cg18779296,cg23233843,cg09468051,cg03986858	_,_	N_Shelf,N_Shore,N_Shore,N_Shore	_,_	_,_
4	41850017	41850065	2	cg09098195,cg08702941	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	BEND4;BEND4,BEND4;BEND4	NM_207406;NM_001159547,NM_207406;NM_001159547
4	48603226	48603659	5	cg04961553,cg24308654,cg00332212,cg23545105,cg08942875	5UTR;5UTR,5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,TSS200;TSS200,TSS200;TSS200	Island,Island,Island,Island,S_Shore	OCIAD2;OCIAD2,OCIAD2;OCIAD2,OCIAD2;OCIAD2;OCIAD2;OCIAD2,OCIAD2;OCIAD2,OCIAD2;OCIAD2	NM_152398;NM_001014446,NM_152398;NM_001014446,NM_152398;NM_001014446;NM_152398;NM_001014446,NM_152398;NM_001014446,NM_152398;NM_001014446
4	53218239	53218504	2	cg10098221,cg06383135	TSS1500;Body,TSS1500;Body	N_Shore,N_Shore	USP46;USP46,USP46;USP46	NM_001134223;NM_022832,NM_001134223;NM_022832
4	53283117	53283607	6	cg19520201,cg22093805,cg15038123,cg02929209,cg20743065,cg14177328	_,_	Island,Island,Island,Island,Island,S_Shore	_,_	_,_
4	54794989	54795675	2	cg02645970,cg20831777	5UTR,5UTR	Island,S_Shore	PDGFRA,PDGFRA	NM_006206,NM_006206
4	57105831	57105976	2	cg16579049,cg23861655	_,_	Island,Island	_,_	_,_
4	62065623	62065835	3	cg16225703,cg20299458,cg21814870	Body,Body,Body	Island,Island,Island	LPHN3,LPHN3,LPHN3	NM_015236,NM_015236,NM_015236
4	75183124	75183932	2	cg18356190,cg09745243	Body,TSS200	N_Shore,Island	CXCL2,CXCL2	NM_002089,NM_002089
4	79691629	79691667	2	cg19069553,cg06964816	TSS200,TSS200	N_Shore,N_Shore	ANXA3,ANXA3	NM_005139,NM_005139
4	84425193	84425223	2	cg19050973,cg26853401	TSS200,TSS200	S_Shore,S_Shore	COQ2,COQ2	NM_015697,NM_015697
4	85620782	85621167	2	cg23793104,cg03475509	_,_	N_Shore,N_Shore	_,_	_,_
4	85622433	85623123	4	cg10785622,cg25174438,cg24813038,cg13582816	_,_	N_Shore,Island,Island,Island	_,_	_,_
4	85624156	85624642	3	cg03554749,cg12351587,cg03988540	_,_	Island,Island,S_Shore	_,_	_,_
4	90976401	90976475	2	cg06632027,cg14346243	5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore	SNCA;SNCA;SNCA;SNCA,SNCA;SNCA;SNCA;SNCA	NM_001146055;NM_000345;NM_001146054;NM_007308,NM_001146055;NM_000345;NM_001146054;NM_007308
4	100461885	100461980	2	cg15395354,cg05641529	TSS1500,TSS1500	_,_	ADH1B,ADH1B	NM_000668,NM_000668
4	102930770	102931420	5	cg20762861,cg25023994,cg00332153,cg27140058,cg14855874	TSS200;TSS200,5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;1stExon;5UTR,Body;Body,Body;Body	N_Shore,N_Shore,Island,S_Shore,S_Shore	BANK1;BANK1,BANK1;BANK1;BANK1;BANK1,BANK1;BANK1;BANK1;BANK1,BANK1;BANK1,BANK1;BANK1	NM_017935;NM_001127507,NM_001127507;NM_017935;NM_001127507;NM_017935,NM_001127507;NM_017935;NM_001127507;NM_017935,NM_001127507;NM_017935,NM_001127507;NM_017935
4	110871120	110871271	3	cg12835256,cg18274325,cg16243646	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	PLA2G12A,PLA2G12A,PLA2G12A	NM_030821,NM_030821,NM_030821
4	111751375	111752996	8	cg06374962,cg22006640,cg11416290,cg07349208,cg10699857,cg23404248,cg12652641,cg05103917	_,_	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_
4	113285740	113285747	2	cg14091589,cg16092834	TSS1500,TSS1500	N_Shore,N_Shore	C4orf32,C4orf32	NM_152400,NM_152400
4	113552418	113552718	6	cg08331733,cg04085768,cg11376227,cg21137236,cg27183456,cg02090418	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,Island,Island,Island	ALPK1;ALPK1,ALPK1;ALPK1,ALPK1;ALPK1,ALPK1;ALPK1,ALPK1;ALPK1,ALPK1;ALPK1	NM_025144;NM_001102406,NM_025144;NM_001102406,NM_025144;NM_001102406,NM_025144;NM_001102406,NM_025144;NM_001102406,NM_025144;NM_001102406
4	135341860	135342557	4	cg18236571,cg10850791,cg18270926,cg15765486	5UTR,5UTR,TSS1500,TSS1500	_,_	PABPC4L,PABPC4L,PABPC4L,PABPC4L	NM_001114734,NM_001114734,NM_001114734,NM_001114734
4	141513435	141513459	2	cg02182440,cg05576648	TSS1500;Body;Body;TSS1500;TSS1500;Body;Body;Body,TSS1500;Body;Body;TSS1500;TSS1500;Body;Body;Body	N_Shore,N_Shore	SCOC;SCOC;SCOC;SCOC;SCOC;SCOC;SCOC;SCOC,SCOC;SCOC;SCOC;SCOC;SCOC;SCOC;SCOC;SCOC	NM_001153552;NM_001153585;NM_032547;NM_001153663;NM_001153484;NM_001153690;NM_001153446;NM_001153635,NM_001153552;NM_001153585;NM_032547;NM_001153663;NM_001153484;NM_001153690;NM_001153446;NM_001153635
4	154932030	154933519	9	cg25185173,cg06610376,cg00517787,cg14028622,cg06202276,cg17898329,cg18674643,cg22366088,cg15493618	_,_	Island,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island	_,_	_,_
4	155921859	155921861	2	cg22103164,cg08282428	TSS200,TSS200	Island,Island	RBM46,RBM46	NM_144979,NM_144979
4	158345324	158345423	2	cg12726190,cg12560907	_,_	_,_	_,_	_,_
4	166118116	166118846	8	cg16691177,cg25147158,cg05767411,cg13023646,cg14038058,cg11512289,cg11955878,cg20233582	5UTR,1stExon;5UTR,TSS200,TSS200,TSS200,TSS200,TSS200,TSS1500	_,_	TRIM61,TRIM61;TRIM61,TRIM61,TRIM61,TRIM61,TRIM61,TRIM61,TRIM61	NM_001012414,NM_001012414;NM_001012414,NM_001012414,NM_001012414,NM_001012414,NM_001012414,NM_001012414,NM_001012414
4	174657952	174659483	6	cg08814800,cg17139666,cg02307239,cg06132727,cg04840702,cg08125755	_,_	Island,Island,Island,Island,S_Shore,S_Shore	_,_	_,_
4	175680695	175681057	4	cg13181537,cg05527430,cg04555941,cg01084566	TSS200;TSS1500;TSS1500,TSS200;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	HPGD;HPGD;HPGD,HPGD;HPGD;HPGD,HPGD;HPGD;HPGD,HPGD;HPGD;HPGD	NR_027332;NM_000860;NM_001145816,NR_027332;NM_000860;NM_001145816,NR_027332;NM_000860;NM_001145816,NR_027332;NM_000860;NM_001145816
4	185506120	185506293	2	cg16855355,cg06612130	_,_	_,_	_,_	_,_
4	185696310	185696389	2	cg14879153,cg11308338	_,_	_,_	_,_	_,_
4	186171791	186173472	4	cg00092309,cg12494515,cg23761017,cg22472945	_,_	N_Shelf,N_Shore,N_Shore,N_Shore	_,_	_,_
4	186361753	186362498	4	cg01881046,cg22096870,cg04889050,cg03670132	5UTR,TSS1500,TSS1500,TSS1500	Island,Island,Island,S_Shore	KIAA1430,KIAA1430,KIAA1430,KIAA1430	NM_020827,NM_020827,NM_020827,NM_020827	hyper.chimp
4	75938981	75939079	2	cg20122727,cg09053907	TSS200,TSS200	S_Shore,S_Shore	BTC,BTC	NM_001729,NM_001729	hypo.chimp
4	77560865	77561812	5	cg03405128,cg02093808,cg20432211,cg04474085,cg02500042	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hypo.chimp
4	79557861	79558120	2	cg02102872,cg14905320	Body;Body,Body;Body	_,_	FRAS1;FRAS1,FRAS1;FRAS1	NM_025074;NM_001166133,NM_025074;NM_001166133	hypo.chimp
4	81322992	81323719	2	cg05007549,cg15656813	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
4	83939650	83939653	2	cg27147000,cg20740157	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	SCD5;SCD5,SCD5;SCD5	NM_024906;NM_001037582,NM_024906;NM_001037582	hypo.chimp
4	100069687	100070179	8	cg23048334,cg19168309,cg00876501,cg14972143,cg11037477,cg21554861,cg18160135,cg12527684	5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon,5UTR;1stExon;5UTR;TSS1500;1stExon	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E,EIF4E;EIF4E;EIF4E;EIF4E;EIF4E	NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679,NM_001130679;NM_001968;NM_001968;NM_001130678;NM_001130679	hypo.chimp
4	102559714	102559846	2	cg26639552,cg03582157	_,_	_,_	_,_	_,_	hypo.chimp
4	104217738	104217946	5	cg01422467,cg09141303,cg18626035,cg04802386,cg14459011	TSS200,TSS200,TSS200,TSS200,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	NHEDC2,NHEDC2,NHEDC2,NHEDC2,NHEDC2	NM_178833,NM_178833,NM_178833,NM_178833,NM_178833	hypo.chimp
4	109903975	109904034	2	cg15204036,cg07890104	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	AGXT2L1;AGXT2L1;AGXT2L1;AGXT2L1;AGXT2L1,AGXT2L1;AGXT2L1;AGXT2L1;AGXT2L1;AGXT2L1	NR_027475;NR_027474;NM_031279;NM_001146590;NM_001146627,NR_027475;NR_027474;NM_031279;NM_001146590;NM_001146627	hypo.chimp
4	114190066	114190188	2	cg11521427,cg02060584	TSS200;Body;TSS200,TSS200;Body;TSS200	_,_	ANK2;ANK2;ANK2,ANK2;ANK2;ANK2	NM_020977;NM_001127493;NM_001148,NM_020977;NM_001127493;NM_001148	hypo.chimp
4	114433023	114433898	4	cg02296478,cg08448479,cg21287322,cg23371754	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	_,_	ANK2;ANK2;ANK2,ANK2;ANK2;ANK2,ANK2;ANK2;ANK2,ANK2;ANK2;ANK2	NM_001148;NM_001127493;NM_020977,NM_001148;NM_001127493;NM_020977,NM_001148;NM_001127493;NM_020977,NM_001148;NM_001127493;NM_020977	hypo.chimp
4	122904595	122905125	5	cg14654731,cg03077077,cg19737970,cg13640145,cg16790291	5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS1500,TSS200;5UTR,TSS200;5UTR	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	TMEM155;LOC100192379,TMEM155;LOC100192379,TMEM155;LOC100192379,LOC100192379;TMEM155,LOC100192379;TMEM155	NM_152399;NR_024365,NM_152399;NR_024365,NM_152399;NR_024365,NR_024365;NM_152399,NR_024365;NM_152399
4	129200702	129200936	2	cg00574819,cg04760493	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	LARP1B;LARP1B;LARP1B,LARP1B;LARP1B;LARP1B	NM_178043;NM_032239;NM_018078,NM_178043;NM_032239;NM_018078
4	140382569	140382626	2	cg03804609,cg14772087	_,_	_,_	_,_	_,_
4	154078893	154079010	2	cg10573530,cg25573635	_,_	S_Shore,S_Shore	_,_	_,_
4	154344658	154344889	3	cg16708623,cg17943647,cg02677609	TSS1500;5UTR,TSS1500;5UTR,TSS200;5UTR	_,_	TRIM2;TRIM2,TRIM2;TRIM2,TRIM2;TRIM2	NM_015271;NM_001130067,NM_015271;NM_001130067,NM_015271;NM_001130067	hypo.chimp
4	155881141	155881208	2	cg08271909,cg03065175	_,_	Island,Island	_,_	_,_	hypo.chimp
4	159313335	159313365	2	cg02685990,cg26588825	TSS200;5UTR;5UTR,TSS200;5UTR;5UTR	_,_	FAM198B;FAM198B;FAM198B,FAM198B;FAM198B;FAM198B	NM_016613;NM_001128424;NM_001031700,NM_016613;NM_001128424;NM_001031700	hypo.chimp
4	183298824	183300188	7	cg07493858,cg11393122,cg02353258,cg23370946,cg18304448,cg08985979,cg05812452	Body,Body,Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	MGC45800,MGC45800,MGC45800,MGC45800,MGC45800,MGC45800,MGC45800	NR_027107,NR_027107,NR_027107,NR_027107,NR_027107,NR_027107,NR_027107	hypo.chimp
4	184879619	184879911	3	cg26678138,cg22078781,cg08721802	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
4	185145248	185146012	7	cg23573638,cg03189821,cg15859390,cg02968918,cg05986067,cg13966557,cg00058887	Body,Body,Body,Body,Body,Body,Body	_,_	STOX2,STOX2,STOX2,STOX2,STOX2,STOX2,STOX2	NM_020225,NM_020225,NM_020225,NM_020225,NM_020225,NM_020225,NM_020225	hypo.chimp
4	185326913	185327037	2	cg04993089,cg11106865	Body,Body	Island,S_Shore	ENPP6,ENPP6	NM_153343,NM_153343	hypo.chimp
4	187114491	187114595	3	cg20544605,cg19216056,cg26589025	5UTR;1stExon,5UTR;1stExon,5UTR;1stExon	_,_	SORBS2;SORBS2,SORBS2;SORBS2,SORBS2;SORBS2	NM_021069;NM_021069,NM_021069;NM_021069,NM_021069;NM_021069
4	187712663	187712885	2	cg02303933,cg22261866	Body,Body	N_Shore,N_Shore	MTNR1A,MTNR1A	NM_005958,NM_005958
4	187827530	187827573	2	cg08288016,cg01880399	Body,Body	_,_	FAT1,FAT1	NM_005245,NM_005245
4	189153490	189155925	11	cg24519147,cg17214381,cg00663077,cg14817655,cg24896649,cg14189571,cg11638298,cg27634344,cg09357276,cg26398286,cg12704432	TSS1500,TSS1500,TSS1500,TSS200,TSS200,1stExon;5UTR,5UTR,5UTR,5UTR,5UTR,5UTR	N_Shore,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shelf	ZFP42,ZFP42,ZFP42,ZFP42,ZFP42,ZFP42;ZFP42,ZFP42,ZFP42,ZFP42,ZFP42,ZFP42	NM_174900,NM_174900,NM_174900,NM_174900,NM_174900,NM_174900;NM_174900,NM_174900,NM_174900,NM_174900,NM_174900,NM_174900
4	189190900	189190963	2	cg02571636,cg15474402	_,_	_,_	_,_	_,_
4	189440756	189441290	2	cg16206659,cg24200107	_,_	Island,Island	_,_	_,_
4	190834403	190834736	2	cg21848981,cg07467958	_,_	_,_	_,_	_,_
5	396927	397057	2	cg14714797,cg09338136	Body,Body	Island,Island	AHRR,AHRR	NM_020731,NM_020731
5	558985	559343	3	cg04764584,cg22689016,cg24632646	Body,Body,Body	N_Shore,N_Shore,Island	SLC9A3,SLC9A3,SLC9A3	NM_004174,NM_004174,NM_004174
5	747376	747438	2	cg27338935,cg08724510	TSS1500,TSS1500	Island,S_Shore	TPPP,TPPP	NM_007030,NM_007030
5	945724	945731	2	cg26504197,cg02364331	TSS1500;Body;TSS1500;TSS200;1stExon,TSS1500;Body;TSS1500;TSS200;1stExon	Island,Island	TRIP13;BRD9;TRIP13;BRD9;BRD9,TRIP13;BRD9;TRIP13;BRD9;BRD9	NM_004237;NR_027633;NM_001166260;NM_001009877;NM_023924,NM_004237;NR_027633;NM_001166260;NM_001009877;NM_023924
5	1433611	1433759	3	cg08609839,cg24767731,cg23506313	_,_	_,_	_,_	_,_
5	1686830	1687218	2	cg18250340,cg15951280	Body,TSS200	N_Shore,Island	LOC728613,LOC728613	NR_003713,NR_003713
5	1694619	1694876	2	cg01314810,cg18256985	_,_	N_Shelf,N_Shelf	_,_	_,_
5	1720958	1721417	3	cg26195683,cg16179300,cg14501596	_,_	Island,Island,S_Shore	_,_	_,_
5	1725612	1726510	4	cg03823863,cg15126021,cg12884551,cg25631739	_,_	_,_	_,_	_,_
5	1777892	1778285	3	cg03494017,cg25416334,cg26805720	_,_	N_Shore,Island,Island	_,_	_,_
5	5192510	5192643	4	cg10881764,cg07834743,cg01085224,cg19813025	TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island	ADAMTS16,ADAMTS16,ADAMTS16,ADAMTS16	NM_139056,NM_139056,NM_139056,NM_139056
5	5625550	5625628	2	cg26331096,cg12518844	_,_	_,_	_,_	_,_
5	6544754	6545253	3	cg22136403,cg16612423,cg07895206	3UTR,3UTR,3UTR	_,_	UBE2QL1,UBE2QL1,UBE2QL1	NM_001145161,NM_001145161,NM_001145161	hyper.chimp
4	187456424	187456972	3	cg14349977,cg18753646,cg25503913	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
4	187866514	187867015	2	cg10010780,cg05333968	Body,Body	_,_	FAT1,FAT1	NM_005245,NM_005245	hypo.chimp
4	191098923	191099533	4	cg22652960,cg14036097,cg01737532,cg01543582	TSS200,1stExon;5UTR,1stExon,Body	Island,Island,Island,S_Shore	FRG1,FRG1;FRG1,FRG1,FRG1	NM_004477,NM_004477;NM_004477,NM_004477,NM_004477
5	244242	245103	11	cg01239922,cg03553576,cg15351009,cg24696500,cg00607051,cg26866348,cg12711961,cg15730313,cg13787932,cg19858576,cg18443893	TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,1stExon;5UTR,1stExon,1stExon,1stExon	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island	LRRC14B,LRRC14B,LRRC14B,LRRC14B,LRRC14B,LRRC14B,LRRC14B,LRRC14B;LRRC14B,LRRC14B,LRRC14B,LRRC14B	NM_001080478,NM_001080478,NM_001080478,NM_001080478,NM_001080478,NM_001080478,NM_001080478,NM_001080478;NM_001080478,NM_001080478,NM_001080478,NM_001080478	hypo.chimp
5	272334	272908	2	cg08677715,cg01808736	Body;TSS1500,Body	S_Shore,S_Shore	SDHA;CCDC127,SDHA	NM_004168;NM_145265,NM_004168	hypo.chimp
5	495385	495821	2	cg01890435,cg23239828	TSS1500;3UTR;1stExon,TSS1500;1stExon	N_Shore,Island	EXOC3;C5orf55;C5orf55,EXOC3;C5orf55	NM_007277;NM_138464;NM_138464,NM_007277;NM_138464
5	515141	515447	4	cg11690789,cg25536510,cg08236499,cg16584290	Body,Body,Body,Body	N_Shelf,N_Shelf,N_Shelf,N_Shelf	EXOC3,EXOC3,EXOC3,EXOC3	NM_007277,NM_007277,NM_007277,NM_007277
5	1919120	1919329	2	cg15414975,cg11795015	_,_	_,_	_,_	_,_
5	5548215	5548359	3	cg16698038,cg17921412,cg20772375	_,_	Island,Island,Island	_,_	_,_
5	20024423	20024605	4	cg17523769,cg00566208,cg05676441,cg27122431	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	_,_	CDH18;CDH18,CDH18;CDH18,CDH18;CDH18,CDH18;CDH18	NM_004934;NM_001167667,NM_004934;NM_001167667,NM_004934;NM_001167667,NM_004934;NM_001167667
5	33928462	33928854	2	cg23236370,cg09747891	TSS1500,TSS1500	S_Shore,S_Shore	ADAMTS12,ADAMTS12	NM_030955,NM_030955
5	35266306	35266692	3	cg05877402,cg04977602,cg00220677	1stExon;5UTR,1stExon;5UTR,TSS200	_,_	PRLR;PRLR,PRLR;PRLR,PRLR	NM_000949;NM_000949,NM_000949;NM_000949,NM_000949
5	40717201	40718090	2	cg04092800,cg01091117	Body,Body	Island,S_Shore	PTGER4,PTGER4	NM_000958,NM_000958
5	40792197	40792219	2	cg11301254,cg02588309	TSS1500,TSS1500	S_Shore,S_Shore	TTC33,TTC33	NM_012382,NM_012382
5	41906613	41906815	2	cg21515384,cg02441090	TSS200,TSS1500	Island,S_Shore	OXCT1,OXCT1	NM_000436,NM_000436
5	41961455	41961529	3	cg01304198,cg19374885,cg22359217	Body;Body,Body;Body,Body;Body	Island,Island,S_Shore	FBXO4;FBXO4,FBXO4;FBXO4,FBXO4;FBXO4	NM_012176;NM_033484,NM_012176;NM_033484,NM_012176;NM_033484
5	42847709	42848001	2	cg04502814,cg05474605	1stExon;5UTR;5UTR;5UTR;1stExon;1stExon,TSS1500;TSS1500;TSS1500	_,_	SEPP1;SEPP1;SEPP1;SEPP1;SEPP1;SEPP1,SEPP1;SEPP1;SEPP1	NM_005410;NM_005410;NM_001093726;NM_001085486;NM_001093726;NM_001085486,NM_005410;NM_001093726;NM_001085486	hypo.chimp
5	9600825	9601098	2	cg18334392,cg00722631	TSS1500,TSS1500	S_Shore,S_Shore	SNORD123,SNORD123	NR_003689,NR_003689	hyper.chimp
5	10494490	10494543	2	cg02227605,cg23025223	TSS1500,TSS1500	N_Shore,N_Shore	ROPN1L,ROPN1L	NM_031916,NM_031916	hyper.chimp
5	11438821	11438893	2	cg19438860,cg19576843	Body,Body	S_Shore,S_Shore	CTNND2,CTNND2	NM_001332,NM_001332	hyper.chimp
5	14161369	14161432	2	cg09457131,cg16016281	_,_	_,_	_,_	_,_	hyper.chimp
5	16561920	16562123	2	cg02729303,cg15525848	Body;1stExon;5UTR,Body;TSS200	_,_	FAM134B;FAM134B;FAM134B,FAM134B;FAM134B	NM_001034850;NM_019000;NM_019000,NM_001034850;NM_019000
5	23542495	23542787	2	cg04362002,cg10589310	TSS1500,TSS1500	_,_	PRDM9,PRDM9	NM_020227,NM_020227
5	27508277	27508299	2	cg08221830,cg02003460	_,_	_,_	_,_	_,_
5	30465086	30465190	2	cg00589791,cg18793886	_,_	_,_	_,_	_,_
5	35974432	35974449	2	cg02273827,cg24202119	1stExon;5UTR;5UTR,1stExon;5UTR;5UTR	_,_	CAPSL;CAPSL;CAPSL,CAPSL;CAPSL;CAPSL	NM_001042625;NM_144647;NM_001042625,NM_001042625;NM_144647;NM_001042625
5	36728825	36728915	2	cg08966624,cg18382753	_,_	S_Shelf,S_Shelf	_,_	_,_
5	38882455	38882500	2	cg05955210,cg22473846	5UTR;5UTR,5UTR;5UTR	S_Shore,S_Shore	OSMR;OSMR,OSMR;OSMR	NM_001168355;NM_003999,NM_001168355;NM_003999
5	40877055	40877347	4	cg01784614,cg26818786,cg16250754,cg05981038	TSS200,1stExon,1stExon,1stExon	_,_	CARD6,CARD6,CARD6,CARD6	NM_032587,NM_032587,NM_032587,NM_032587
5	41545109	41545833	2	cg05366204,cg21580846	Body,Body	N_Shore,Island	PLCXD3,PLCXD3	NM_001005473,NM_001005473
5	42792608	42792928	4	cg23688479,cg08952407,cg12585923,cg21929564	TSS200,TSS200,TSS200,5UTR	_,_	CCDC152,CCDC152,CCDC152,CCDC152	NM_001134848,NM_001134848,NM_001134848,NM_001134848	hyper.chimp
5	42979614	42980214	3	cg03124514,cg27649348,cg01025774	_,_	N_Shore,N_Shore,Island	_,_	_,_	hypo.chimp
5	42985299	42988126	13	cg06843889,cg18244817,cg04159903,cg13930261,cg19814934,cg02413594,cg18787478,cg18260625,cg03780132,cg27605748,cg13864319,cg17757602,cg15936446	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island	_,_	_,_	hypo.chimp
5	42989300	42989347	2	cg02282631,cg21587238	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
5	43080330	43081312	5	cg18254356,cg23435915,cg21245816,cg24921186,cg17427675	Body,Body,Body,Body,_	S_Shore,S_Shore,S_Shore,S_Shore,S_Shelf	LOC153684,LOC153684,LOC153684,LOC153684,_	NR_015447,NR_015447,NR_015447,NR_015447,_	hyper.chimp
5	43638352	43638362	2	cg14635187,cg12656077	TSS200;TSS1500,TSS200;TSS1500	N_Shore,N_Shore	NNT;NNT,NNT;NNT	NM_012343;NM_182977,NM_012343;NM_182977	hypo.chimp
5	54215927	54216011	2	cg22277296,cg15722526	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
5	55153506	55153722	2	cg09165004,cg11182518	_,_	Island,Island	_,_	_,_	hyper.chimp
5	61064022	61064656	5	cg10932486,cg10166889,cg01781963,cg11246233,cg26155338	_,_	_,_	_,_	_,_	hyper.chimp
5	63291443	63291644	2	cg05040472,cg01020744	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
5	63293255	63293697	10	cg04427003,cg04694812,cg02266732,cg16280141,cg08259925,cg09698471,cg11615755,cg15092168,cg07839533,cg13666507	1stExon,TSS200,TSS200,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	HTR1A,HTR1A,HTR1A,HTR1A,HTR1A,HTR1A,HTR1A,HTR1A,HTR1A,HTR1A	NM_000524,NM_000524,NM_000524,NM_000524,NM_000524,NM_000524,NM_000524,NM_000524,NM_000524,NM_000524	hyper.chimp
5	66497640	66498418	4	cg03883572,cg25399309,cg08743751,cg17278401	Body;Body,Body;Body,Body;Body,Body;Body	S_Shelf,S_Shelf,S_Shelf,S_Shelf	MAST4;MAST4,MAST4;MAST4,MAST4;MAST4,MAST4;MAST4	NM_015183;NM_001164664,NM_015183;NM_001164664,NM_015183;NM_001164664,NM_015183;NM_001164664	hyper.chimp
5	68823452	68823516	2	cg17818912,cg17772163	TSS1500,TSS1500	N_Shore,N_Shore	OCLN,OCLN	NM_002538,NM_002538	hyper.chimp
5	71050613	71050656	2	cg26371061,cg20798152	TSS200,TSS200	N_Shore,N_Shore	CARTPT,CARTPT	NM_004291,NM_004291	hyper.chimp
5	72451443	72451526	2	cg14617041,cg15518950	TSS1500;TSS1500,TSS1500;TSS1500	Island,Island	TMEM171;TMEM171,TMEM171;TMEM171	NM_001161342;NM_173490,NM_001161342;NM_173490	hyper.chimp
5	72545974	72547168	4	cg03317642,cg06679694,cg11937107,cg25016544	_,_	N_Shore,N_Shore,N_Shore,N_Shore	_,_	_,_	hyper.chimp
5	74382016	74383295	3	cg11926485,cg23175023,cg05483076	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
5	74943348	74943926	5	cg08253296,cg07671805,cg02573091,cg19683494,cg00601450	_,_	Island,Island,S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
5	75416743	75416826	2	cg18877252,cg18891924	5UTR,5UTR	S_Shore,S_Shore	SV2C,SV2C	NM_014979,NM_014979	hypo.chimp
5	75939153	75939456	2	cg27631597,cg08604223	Body,Body	_,_	IQGAP2,IQGAP2	NM_006633,NM_006633	hypo.chimp
5	76824302	76824351	2	cg14666655,cg02017109	TSS1500,TSS1500	S_Shore,S_Shore	WDR41,WDR41	NM_018268,NM_018268	hyper.chimp
5	77175144	77175248	2	cg03619568,cg24853438	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
5	77181953	77182047	3	cg02455471,cg07743117,cg19489705	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
5	77841925	77842294	3	cg01283201,cg00869417,cg06759890	5UTR,5UTR,5UTR	Island,Island,S_Shore	LHFPL2,LHFPL2,LHFPL2	NM_005779,NM_005779,NM_005779
5	78317490	78317583	4	cg02582925,cg11541897,cg18828365,cg17845680	1stExon;1stExon;5UTR;5UTR,TSS200;1stExon;5UTR,TSS200;1stExon;5UTR,TSS200;1stExon;5UTR	S_Shore,S_Shore,S_Shore,S_Shore	ARSB;ARSB;ARSB;ARSB,ARSB;ARSB;ARSB,ARSB;ARSB;ARSB,ARSB;ARSB;ARSB	NM_198709;NM_000046;NM_198709;NM_000046,NM_198709;NM_000046;NM_000046,NM_198709;NM_000046;NM_000046,NM_198709;NM_000046;NM_000046	hyper.chimp
5	79588293	79589023	2	cg26908328,cg19683073	TSS1500,TSS1500	S_Shore,S_Shore	SERINC5,SERINC5	NM_178276,NM_178276	hyper.chimp
5	80564365	80564454	2	cg22979433,cg25479732	Body;Body;TSS1500;TSS1500;TSS1500,Body;Body;TSS1500;TSS1500;TSS1500	_,_	RNU5E;RNU5D;CKMT2;CKMT2;CKMT2,RNU5E;RNU5D;CKMT2;CKMT2;CKMT2	NR_002754;NR_002755;NM_001099735;NM_001825;NM_001099736,NR_002754;NR_002755;NM_001099735;NM_001825;NM_001099736	hyper.chimp
5	80632033	80632231	2	cg01241390,cg05175337	Body;Body;TSS1500;TSS1500;TSS1500,Body;Body;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	RNU5E;RNU5D;ZCCHC9;ZCCHC9;ZCCHC9,RNU5E;RNU5D;ZCCHC9;ZCCHC9;ZCCHC9	NR_002754;NR_002755;NM_032280;NM_001131036;NM_001131035,NR_002754;NR_002755;NM_032280;NM_001131036;NM_001131035	hypo.chimp
5	88053647	88054361	4	cg05654946,cg24831051,cg17245135,cg06040811	3UTR;3UTR,Body;Body,Body;Body,Body;Body	_,_	MEF2C;MEF2C,MEF2C;MEF2C,MEF2C;MEF2C,MEF2C;MEF2C	NM_002397;NM_001131005,NM_001131005;NM_002397,NM_001131005;NM_002397,NM_001131005;NM_002397	hyper.chimp
5	95008086	95008805	7	cg19108718,cg15875068,cg18347650,cg07015725,cg12628956,cg10927068,cg12967370	TSS200;TSS1500;TSS1500,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;5UTR,5UTR;5UTR;1stExon;1stExon;5UTR,5UTR;5UTR;1stExon;1stExon;5UTR,5UTR;5UTR;1stExon;1stExon;5UTR	Island,Island,Island,Island,Island,S_Shore,S_Shore	RFESD;RFESD;RFESD,RFESD;RFESD;RFESD,RFESD;RFESD;RFESD,RFESD;RFESD;RFESD,RFESD;RFESD;RFESD;RFESD;RFESD,RFESD;RFESD;RFESD;RFESD;RFESD,RFESD;RFESD;RFESD;RFESD;RFESD	NM_001131066;NM_173362;NM_001131065,NM_001131066;NM_173362;NM_001131065,NM_001131066;NM_173362;NM_001131065,NM_173362;NM_001131065;NM_001131066,NM_001131065;NM_001131066;NM_001131065;NM_173362;NM_173362,NM_001131065;NM_001131066;NM_001131065;NM_173362;NM_173362,NM_001131065;NM_001131066;NM_001131065;NM_173362;NM_173362	hyper.chimp
5	99898786	99899582	6	cg05958659,cg21509130,cg01236506,cg13883256,cg17025142,cg07617175	TSS1500,TSS200,5UTR;1stExon,1stExon,1stExon,Body	N_Shore,Island,Island,Island,Island,Island	FAM174A,FAM174A,FAM174A;FAM174A,FAM174A,FAM174A,FAM174A	NM_198507,NM_198507,NM_198507;NM_198507,NM_198507,NM_198507,NM_198507
5	101660271	101660458	2	cg11009817,cg12864568	TSS200,TSS1500	Island,S_Shore	SLCO4C1,SLCO4C1	NM_180991,NM_180991
5	112658889	112658951	2	cg22149359,cg06512849	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	MCC;MCC,MCC;MCC	NM_002387;NM_001085377,NM_002387;NM_001085377
5	114626745	114626768	2	cg08987989,cg04000474	TSS1500,TSS1500	S_Shore,S_Shore	PGGT1B,PGGT1B	NM_005023,NM_005023
5	114965434	114965818	3	cg16464045,cg18098750,cg22173752	Body;5UTR;Body,Body;5UTR;Body,Body;1stExon;5UTR;Body	N_Shore,Island,Island	TMED7-TICAM2;TICAM2;TMED7-TICAM2,TMED7-TICAM2;TICAM2;TMED7-TICAM2,TMED7-TICAM2;TICAM2;TICAM2;TMED7-TICAM2	NM_001164468;NM_021649;NM_001164469,NM_001164468;NM_021649;NM_001164469,NM_001164468;NM_021649;NM_021649;NM_001164469	hyper.chimp
5	101146983	101147665	4	cg17598923,cg18665594,cg10455971,cg12197752	_,_	_,_	_,_	_,_	hypo.chimp
5	112225763	112225921	2	cg04114590,cg10460168	Body,Body	S_Shore,S_Shore	SRP19,SRP19	NM_003135,NM_003135	hypo.chimp
5	112852513	112852599	3	cg08759041,cg21806985,cg12855547	TSS200,TSS200,TSS200	S_Shore,S_Shore,S_Shore	MCC,MCC,MCC	NM_001085377,NM_001085377,NM_001085377	hypo.chimp
5	113418450	113418781	2	cg05495546,cg26792821	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
5	114542616	114542798	2	cg07469926,cg14132888	Body;Body;Body,Body;Body;Body	Island,Island	TRIM36;TRIM36;TRIM36,TRIM36;TRIM36;TRIM36	NM_018700;NM_001017397;NM_001017398,NM_018700;NM_001017397;NM_001017398	hypo.chimp
5	114966288	114966358	3	cg21611170,cg08675743,cg15395441	Body;TSS1500;Body,Body;TSS1500;Body,Body;TSS1500;Body	S_Shore,S_Shore,S_Shore	TMED7-TICAM2;TICAM2;TMED7-TICAM2,TMED7-TICAM2;TICAM2;TMED7-TICAM2,TMED7-TICAM2;TICAM2;TMED7-TICAM2	NM_001164468;NM_021649;NM_001164469,NM_001164468;NM_021649;NM_001164469,NM_001164468;NM_021649;NM_001164469	hypo.chimp
5	115725269	115725487	3	cg11312495,cg15203566,cg01145903	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
5	124071008	124071997	2	cg01154355,cg00323842	Body,Body	_,_	ZNF608,ZNF608	NM_020747,NM_020747	hypo.chimp
5	125957031	125957570	3	cg00997655,cg22547559,cg03409151	Body,Body,Body	N_Shore,N_Shore,N_Shore	ALDH7A1,ALDH7A1,ALDH7A1	NM_001182,NM_001182,NM_001182	hypo.chimp
5	125964015	125964045	2	cg00084643,cg17010657	TSS1500,TSS1500	N_Shore,N_Shore	PHAX,PHAX	NM_032177,NM_032177	hypo.chimp
5	126082037	126082050	2	cg05029100,cg22618924	_,_	_,_	_,_	_,_	hypo.chimp
5	126436655	126437452	11	cg14340928,cg17848407,cg18710053,cg27097438,cg22905511,cg02304092,cg21113900,cg15405432,cg05001932,cg26972554,cg11850276	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;1stExon;5UTR;1stExon,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore	FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606;FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606,FLJ44606;FLJ44606	NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164478;NM_001164479;NM_001164479;NM_001164478,NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164478;NM_001164479,NM_001164479;NM_001164478,NM_001164479;NM_001164478	hypo.chimp
5	126592505	126592641	3	cg07897069,cg03602014,cg00064778	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hyper.chimp
5	127899826	127900228	5	cg06068085,cg04093645,cg15358549,cg12630983,cg26802026	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,N_Shore	FBN2,FBN2,FBN2,FBN2,FBN2	NM_001999,NM_001999,NM_001999,NM_001999,NM_001999	hypo.chimp
5	131733139	131733965	2	cg24060327,cg16647868	TSS200,Body	Island,S_Shore	SLC22A5,SLC22A5	NM_003060,NM_003060	hyper.chimp
5	132176078	132176605	2	cg22109708,cg11714972	TSS1500,TSS1500	N_Shore,N_Shore	ANKRD43,ANKRD43	NM_175873,NM_175873	hypo.chimp
5	133369266	133369811	3	cg22691725,cg25141995,cg17508274	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	VDAC1,VDAC1,VDAC1	NM_003374,NM_003374,NM_003374	hyper.chimp
5	133477441	133477550	2	cg02148787,cg24093411	TSS1500,TSS1500	Island,Island	TCF7,TCF7	NM_003202,NM_003202	hyper.chimp
5	134900509	134900856	5	cg13336665,cg24899138,cg00513205,cg18362330,cg08285915	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	NEUROG1,NEUROG1,NEUROG1,NEUROG1,NEUROG1	NM_006161,NM_006161,NM_006161,NM_006161,NM_006161	hypo.chimp
5	135391959	135392248	2	cg10187927,cg09584591	TSS1500,TSS1500	N_Shore,N_Shore	TGFBI,TGFBI	NM_000358,NM_000358	hypo.chimp
5	137715956	137715989	2	cg19076659,cg05722427	TSS1500,TSS200	N_Shore,N_Shore	KDM3B,KDM3B	NM_016604,NM_016604	hypo.chimp
5	137905699	137905784	2	cg23057943,cg18920976	Body,Body	N_Shore,N_Shore	ETF1,ETF1	NM_004730,NM_004730	hypo.chimp
5	138640885	138640929	2	cg15962267,cg20385395	Body;TSS1500;5UTR,Body;TSS1500;5UTR	S_Shelf,S_Shelf	SNHG4;SNORA74A;MATR3,SNHG4;SNORA74A;MATR3	NR_003141;NR_002915;NM_199189,NR_003141;NR_002915;NM_199189	hypo.chimp
5	138742035	138742236	2	cg26929925,cg11459648	Body;Body,Body;Body	Island,Island	SLC23A1;SLC23A1,SLC23A1;SLC23A1	NM_152685;NM_005847,NM_152685;NM_005847	hyper.chimp
5	138877978	138878158	2	cg02650972,cg01309855	_,_	Island,Island	_,_	_,_	hyper.chimp
5	139027923	139028332	4	cg24119607,cg07558472,cg26301389,cg07354506	5UTR,5UTR,5UTR,5UTR	N_Shore,Island,Island,Island	CXXC5,CXXC5,CXXC5,CXXC5	NM_016463,NM_016463,NM_016463,NM_016463	hypo.chimp
5	139148213	139148507	2	cg08911048,cg21211253	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
5	139662959	139663367	2	cg02707576,cg19622675	TSS200,TSS1500	_,_	PFDN1,PFDN1	NM_002622,NM_002622	hyper.chimp
5	139917130	139917534	2	cg26197690,cg02434007	Body,1stExon;5UTR	Island,S_Shore	SRA1,SRA1;SRA1	NM_001035235,NM_001035235;NM_001035235
5	140145871	140146182	2	cg12150457,cg09032973	TSS200;TSS200;TSS200,1stExon;1stExon;1stExon	N_Shore,Island	PCDHA1;PCDHA1;PCDHA1,PCDHA1;PCDHA1;PCDHA1	NM_031411;NM_018900;NM_031410,NM_031410;NM_031411;NM_018900
5	140161105	140161110	2	cg11429969,cg08288811	Body;Body;1stExon;1stExon;Body,Body;Body;1stExon;1stExon;Body	Island,Island	PCDHA2;PCDHA1;PCDHA3;PCDHA3;PCDHA1,PCDHA2;PCDHA1;PCDHA3;PCDHA3;PCDHA1	NM_018905;NM_031411;NM_031497;NM_018906;NM_018900,NM_018905;NM_031411;NM_031497;NM_018906;NM_018900
5	140166764	140167424	4	cg26282566,cg03897860,cg17777676,cg19852211	Body;Body;Body;TSS200;Body;TSS200,Body;Body;Body;1stExon;Body;1stExon;5UTR;5UTR,Body;Body;Body;1stExon;Body;1stExon,Body;Body;Body;1stExon;Body;1stExon	N_Shore,N_Shore,Island,Island	PCDHA2;PCDHA1;PCDHA1;PCDHA4;PCDHA3;PCDHA4,PCDHA2;PCDHA1;PCDHA1;PCDHA4;PCDHA3;PCDHA4;PCDHA4;PCDHA4,PCDHA2;PCDHA1;PCDHA1;PCDHA4;PCDHA3;PCDHA4,PCDHA2;PCDHA1;PCDHA1;PCDHA4;PCDHA3;PCDHA4	NM_018905;NM_031411;NM_018900;NM_018907;NM_018906;NM_031500,NM_018905;NM_031411;NM_018900;NM_031500;NM_018906;NM_018907;NM_031500;NM_018907,NM_018905;NM_031411;NM_018900;NM_018907;NM_018906;NM_031500,NM_018905;NM_031411;NM_018900;NM_018907;NM_018906;NM_031500
5	140201541	140201548	2	cg00504705,cg19596110	Body;Body;Body;Body;Body;1stExon;Body;Body;1stExon;Body;Body,Body;Body;Body;Body;Body;1stExon;Body;Body;1stExon;Body;Body	Island,Island	PCDHA6;PCDHA2;PCDHA1;PCDHA7;PCDHA1;PCDHA8;PCDHA6;PCDHA5;PCDHA8;PCDHA3;PCDHA4,PCDHA6;PCDHA2;PCDHA1;PCDHA7;PCDHA1;PCDHA8;PCDHA6;PCDHA5;PCDHA8;PCDHA3;PCDHA4	NM_031849;NM_018905;NM_031411;NM_018910;NM_018900;NM_018911;NM_018909;NM_018908;NM_031856;NM_018906;NM_018907,NM_031849;NM_018905;NM_031411;NM_018910;NM_018900;NM_018911;NM_018909;NM_018908;NM_031856;NM_018906;NM_018907
5	140215619	140216265	6	cg18283342,cg11595575,cg10519368,cg13592931,cg14676529,cg02829712	Body;Body;Body;Body;Body;Body;Body;TSS200;Body;Body;Body;TSS200;TSS200;Body,Body;Body;Body;Body;Body;Body;Body;TSS200;Body;Body;Body;TSS200;TSS200;Body,Body;Body;Body;Body;Body;Body;Body;TSS200;Body;Body;Body;TSS200;TSS200;Body,Body;Body;Body;Body;Body;Body;Body;TSS200;Body;Body;Body;TSS200;TSS200;Body,Body;Body;Body;Body;Body;Body;Body;TSS200;Body;Body;Body;TSS200;TSS200;Body,Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;1stExon;1stExon;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	PCDHA6;PCDHA2;PCDHA1;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA10;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8,PCDHA6;PCDHA2;PCDHA1;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA10;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8,PCDHA6;PCDHA2;PCDHA1;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA10;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8,PCDHA6;PCDHA2;PCDHA1;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA10;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8,PCDHA6;PCDHA2;PCDHA1;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA10;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8,PCDHA6;PCDHA2;PCDHA1;PCDHA10;PCDHA9;PCDHA7;PCDHA1;PCDHA6;PCDHA5;PCDHA3;PCDHA4;PCDHA10;PCDHA10;PCDHA8	NM_031849;NM_018905;NM_031411;NM_031857;NM_018910;NM_018900;NM_018909;NM_031860;NM_018908;NM_018906;NM_018907;NM_031859;NM_018901;NM_018911,NM_031849;NM_018905;NM_031411;NM_031857;NM_018910;NM_018900;NM_018909;NM_031860;NM_018908;NM_018906;NM_018907;NM_031859;NM_018901;NM_018911,NM_031849;NM_018905;NM_031411;NM_031857;NM_018910;NM_018900;NM_018909;NM_031860;NM_018908;NM_018906;NM_018907;NM_031859;NM_018901;NM_018911,NM_031849;NM_018905;NM_031411;NM_031857;NM_018910;NM_018900;NM_018909;NM_031860;NM_018908;NM_018906;NM_018907;NM_031859;NM_018901;NM_018911,NM_031849;NM_018905;NM_031411;NM_031857;NM_018910;NM_018900;NM_018909;NM_031860;NM_018908;NM_018906;NM_018907;NM_031859;NM_018901;NM_018911,NM_031849;NM_018905;NM_031411;NM_031860;NM_031857;NM_018910;NM_018900;NM_018909;NM_018908;NM_018906;NM_018907;NM_018901;NM_031859;NM_018911
5	140454585	140455278	4	cg23997185,cg19027827,cg24830494,cg02539074	1stExon,1stExon,1stExon,1stExon	N_Shore,N_Shore,N_Shore,N_Shore	PCDHB2,PCDHB2,PCDHB2,PCDHB2	NM_018936,NM_018936,NM_018936,NM_018936
5	140460163	140460167	2	cg18782991,cg02125910	TSS1500,TSS1500	N_Shore,N_Shore	PCDHB3,PCDHB3	NM_018937,NM_018937
5	140532337	140532347	2	cg24168884,cg25412979	TSS200,TSS200	N_Shore,N_Shore	PCDHB7,PCDHB7	NM_018940,NM_018940
5	140568323	140568565	3	cg15548198,cg17047981,cg19727817	TSS200,TSS200,5UTR;1stExon	N_Shore,N_Shore,N_Shore	PCDHB12,PCDHB12,PCDHB12;PCDHB12	NM_018932,NM_018932,NM_018932;NM_018932	hyper.chimp
5	139998828	139998998	2	cg22721796,cg07780669	TSS1500,TSS200	N_Shore,N_Shore	TMCO6,TMCO6	NM_018502,NM_018502	hypo.chimp
5	140594053	140594182	2	cg04511041,cg25603636	TSS200,Body	N_Shore,N_Shore	PCDHB18,PCDHB18	NR_001281,NR_001281	hyper.chimp
5	140605053	140605424	8	cg03572772,cg17023770,cg18664869,cg11368643,cg24951286,cg23941075,cg10757144,cg26380443	TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200,1stExon,1stExon	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	PCDHB15,PCDHB15,PCDHB15,PCDHB15,PCDHB15,PCDHB15,PCDHB15,PCDHB15	NM_018935,NM_018935,NM_018935,NM_018935,NM_018935,NM_018935,NM_018935,NM_018935	hyper.chimp
5	140686029	140686168	3	cg21930118,cg02151604,cg16467262	_,_	_,_	_,_	_,_	hyper.chimp
5	140709613	140710112	8	cg13048822,cg03447435,cg17557357,cg25592513,cg21161927,cg12375722,cg21073350,cg08714996	Body;Body;Body;TSS1500;TSS1500,Body;Body;Body;TSS1500;TSS1500,Body;Body;Body;TSS1500;TSS1500,Body;Body;Body;TSS1500;TSS1500,Body;TSS200;Body;TSS200;Body,Body;TSS200;Body;TSS200;Body,Body;TSS200;Body;TSS200;Body,1stExon;Body;Body;1stExon;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	PCDHGA2;PCDHGA1;PCDHGA3;PCDHGB1;PCDHGB1,PCDHGA2;PCDHGA1;PCDHGA3;PCDHGB1;PCDHGB1,PCDHGA2;PCDHGA1;PCDHGA3;PCDHGB1;PCDHGB1,PCDHGA2;PCDHGA1;PCDHGA3;PCDHGB1;PCDHGB1,PCDHGA2;PCDHGB1;PCDHGA1;PCDHGB1;PCDHGA3,PCDHGA2;PCDHGB1;PCDHGA1;PCDHGB1;PCDHGA3,PCDHGA2;PCDHGB1;PCDHGA1;PCDHGB1;PCDHGA3,PCDHGB1;PCDHGA2;PCDHGA1;PCDHGB1;PCDHGA3	NM_018915;NM_018912;NM_018916;NM_018922;NM_032095,NM_018915;NM_018912;NM_018916;NM_018922;NM_032095,NM_018915;NM_018912;NM_018916;NM_018922;NM_032095,NM_018915;NM_018912;NM_018916;NM_018922;NM_032095,NM_018915;NM_032095;NM_018912;NM_018922;NM_018916,NM_018915;NM_032095;NM_018912;NM_018922;NM_018916,NM_018915;NM_032095;NM_018912;NM_018922;NM_018916,NM_018922;NM_018915;NM_018912;NM_032095;NM_018916	hyper.chimp
5	140838073	140838291	5	cg18858331,cg14672084,cg00589850,cg24024424,cg27639030	Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body,Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body,Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body,Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body,Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body	Island,Island,Island,Island,S_Shore	PCDHGA4;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGC3;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGB5;PCDHGC3;PCDHGC3,PCDHGA4;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGC3;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGB5;PCDHGC3;PCDHGC3,PCDHGA4;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGC3;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGB5;PCDHGC3;PCDHGC3,PCDHGA4;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGC3;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGB5;PCDHGC3;PCDHGC3,PCDHGA4;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGC3;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGB5;PCDHGC3;PCDHGC3	NM_018917;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_032402;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018916;NM_018915;NM_018920;NM_018923;NM_018925;NM_002588;NM_032403,NM_018917;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_032402;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018916;NM_018915;NM_018920;NM_018923;NM_018925;NM_002588;NM_032403,NM_018917;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_032402;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018916;NM_018915;NM_018920;NM_018923;NM_018925;NM_002588;NM_032403,NM_018917;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_032402;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018916;NM_018915;NM_018920;NM_018923;NM_018925;NM_002588;NM_032403,NM_018917;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_032402;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018916;NM_018915;NM_018920;NM_018923;NM_018925;NM_002588;NM_032403	hyper.chimp
5	140851340	140852518	5	cg04964031,cg24619378,cg16032518,cg17297238,cg12487901	Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body	Island,Island,Island,Island,Island	PCDHGA4;PCDHGC3;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGC5;PCDHGB6;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGC4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGC5;PCDHGB5;PCDHGC3,PCDHGA4;PCDHGC3;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGC5;PCDHGB6;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGC4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGC5;PCDHGB5;PCDHGC3,PCDHGA4;PCDHGC3;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGC4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGC5;PCDHGB5;PCDHGC3,PCDHGA4;PCDHGC3;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGC4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGC5;PCDHGB5;PCDHGC3,PCDHGA4;PCDHGC3;PCDHGA12;PCDHGA11;PCDHGA11;PCDHGA9;PCDHGA1;PCDHGB1;PCDHGB6;PCDHGB3;PCDHGB7;PCDHGA6;PCDHGA8;PCDHGA10;PCDHGA5;PCDHGB4;PCDHGC4;PCDHGA3;PCDHGA2;PCDHGA7;PCDHGB2;PCDHGC5;PCDHGB5;PCDHGC3	NM_018917;NM_002588;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_032407;NM_018926;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018928;NM_018916;NM_018915;NM_018920;NM_018923;NM_018929;NM_018925;NM_032403,NM_018917;NM_002588;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_032407;NM_018926;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018928;NM_018916;NM_018915;NM_018920;NM_018923;NM_018929;NM_018925;NM_032403,NM_018917;NM_002588;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018928;NM_018916;NM_018915;NM_018920;NM_018923;NM_018929;NM_018925;NM_032403,NM_018917;NM_002588;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018928;NM_018916;NM_018915;NM_018920;NM_018923;NM_018929;NM_018925;NM_032403,NM_018917;NM_002588;NM_003735;NM_032092;NM_018914;NM_018921;NM_018912;NM_018922;NM_018926;NM_018924;NM_018927;NM_018919;NM_032088;NM_018913;NM_018918;NM_003736;NM_018928;NM_018916;NM_018915;NM_018920;NM_018923;NM_018929;NM_018925;NM_032403	hyper.chimp
5	141011479	141011627	2	cg23373626,cg01208614	TSS1500,TSS1500	S_Shore,S_Shore	FCHSD1,FCHSD1	NM_033449,NM_033449	hypo.chimp
5	141112777	141113576	4	cg25223623,cg02026608,cg21817858,cg20707023	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_	hypo.chimp
5	141328440	141328526	2	cg24777028,cg21867468	TSS1500;TSS1500;TSS1500;TSS1500;5UTR,TSS1500;TSS1500;TSS1500;TSS1500;5UTR	N_Shore,N_Shore	RNF14;RNF14;RNF14;RNF14;RNF14,RNF14;RNF14;RNF14;RNF14;RNF14	NM_183400;NM_183398;NM_004290;NM_183401;NM_183399,NM_183400;NM_183398;NM_004290;NM_183401;NM_183399	hyper.chimp
5	141596249	141596311	2	cg24749559,cg16704344	_,_	_,_	_,_	_,_	hyper.chimp
5	142760447	142760886	2	cg17342132,cg08845721	Body;Body;Body;Body;Body;Body;Body,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore	NR3C1;NR3C1;NR3C1;NR3C1;NR3C1;NR3C1;NR3C1,NR3C1;NR3C1;NR3C1;NR3C1;NR3C1;NR3C1;NR3C1	NM_001018076;NM_000176;NM_001024094;NM_001020825;NM_001018075;NM_001018077;NM_001018074,NM_001018076;NM_001020825;NM_000176;NM_001018075;NM_001018077;NM_001024094;NM_001018074
5	148766495	148766570	2	cg02529358,cg01558401	TSS200,TSS200	_,_	LOC728264,LOC728264	NR_027180,NR_027180
5	148909078	148909545	3	cg25540816,cg17009869,cg11416874	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	CSNK1A1;CSNK1A1,CSNK1A1;CSNK1A1,CSNK1A1;CSNK1A1	NM_001025105;NM_001892,NM_001025105;NM_001892,NM_001025105;NM_001892
5	149490346	149490930	2	cg04841196,cg02414981	Body,Body	N_Shelf,N_Shore	PDGFRB,PDGFRB	NM_002609,NM_002609
5	149649561	149649681	3	cg10483275,cg03893692,cg27244482	5UTR;1stExon;5UTR;1stExon,TSS200;TSS200,TSS200;TSS200	_,_	CAMK2A;CAMK2A;CAMK2A;CAMK2A,CAMK2A;CAMK2A,CAMK2A;CAMK2A	NM_015981;NM_171825;NM_171825;NM_015981,NM_171825;NM_015981,NM_171825;NM_015981
5	153762385	153762715	3	cg12847007,cg19601475,cg22023819	Body;TSS1500,Body;TSS1500,Body;TSS1500	N_Shelf,N_Shelf,N_Shelf	GALNT10;GALNT10,GALNT10;GALNT10,GALNT10;GALNT10	NM_198321;NM_017540,NM_198321;NM_017540,NM_198321;NM_017540
5	167114340	167114414	2	cg00045762,cg16434098	Body,Body	_,_	ODZ2,ODZ2	NM_001122679,NM_001122679
5	168661593	168661845	2	cg18669388,cg27132080	TSS1500,TSS1500	S_Shore,S_Shore	SLIT3,SLIT3	NM_003062,NM_003062
5	170221320	170221335	2	cg08358803,cg01579024	TSS1500,TSS1500	N_Shore,N_Shore	RANBP17,RANBP17	NM_022897,NM_022897
5	172107926	172108460	2	cg07450633,cg09464735	_,_	N_Shore,Island	_,_	_,_
5	172642966	172643667	4	cg12352302,cg02784694,cg22847391,cg03470094	_,_	N_Shore,N_Shore,Island,Island	_,_	_,_
5	172683667	172683875	2	cg15420720,cg26605683	Body,Body	N_Shelf,N_Shelf	STC2,STC2	NM_003714,NM_003714
5	174068177	174068367	2	cg09730930,cg07482257	_,_	_,_	_,_	_,_
5	176235519	176235582	2	cg25429640,cg17449197	Body,Body	N_Shelf,N_Shore	UNC5A,UNC5A	NM_133369,NM_133369
5	177365529	177366279	2	cg07567225,cg11604182	_,_	N_Shore,Island	_,_	_,_
5	178355021	178355915	3	cg25423752,cg17867333,cg08432971	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	GRM6,GRM6,GRM6	NM_000843,NM_000843,NM_000843
5	178480469	178481306	4	cg09693926,cg10208897,cg02599361,cg25554190	Body,Body,Body,Body	Island,Island,Island,Island	ADAMTS2,ADAMTS2,ADAMTS2,ADAMTS2	NM_014244,NM_014244,NM_014244,NM_014244
5	178981133	178981573	2	cg20740299,cg20773320	Body,Body	N_Shore,N_Shore	HNRNPH1,HNRNPH1	NM_005520,NM_005520
5	179153151	179153696	5	cg16361890,cg26683398,cg09629657,cg12200124,cg11394785	TSS1500,TSS1500,TSS200,TSS200,1stExon	N_Shelf,N_Shelf,N_Shore,N_Shore,N_Shore	LTC4S,LTC4S,LTC4S,LTC4S,LTC4S	NM_145867,NM_145867,NM_145867,NM_145867,NM_145867
5	180163373	180163565	3	cg11316131,cg07137934,cg01835695	1stExon;5UTR;5UTR;5UTR;TSS1500;5UTR,5UTR;TSS200;TSS1500;5UTR;TSS200,5UTR;TSS200;TSS1500;5UTR;TSS200	S_Shore,S_Shore,S_Shore	MGAT1;MGAT1;MGAT1;MGAT1;MGAT1;MGAT1,MGAT1;MGAT1;MGAT1;MGAT1;MGAT1,MGAT1;MGAT1;MGAT1;MGAT1;MGAT1	NM_001114620;NM_001114618;NM_001114619;NM_001114620;NM_002406;NM_001114617,NM_001114618;NM_001114620;NM_002406;NM_001114617;NM_001114619,NM_001114618;NM_001114620;NM_002406;NM_001114617;NM_001114619
5	180630684	180631610	2	cg19574080,cg02874226	_,_	N_Shelf,N_Shore	_,_	_,_
6	738567	738612	2	cg22983827,cg07247778	_,_	_,_	_,_	_,_
6	2787358	2787549	2	cg11393995,cg22977317	TSS1500,TSS1500	S_Shore,S_Shore	SERPINB1,SERPINB1	NM_030666,NM_030666
6	3225502	3225557	2	cg20346284,cg12034847	Body;Body,Body;Body	_,_	SLC22A23;SLC22A23,SLC22A23;SLC22A23	NM_021945;NM_015482,NM_021945;NM_015482
6	3688283	3688528	2	cg23736055,cg20867963	Body,Body	_,_	C6orf145,C6orf145	NM_183373,NM_183373
6	3795731	3795737	2	cg08550317,cg14275511	Body,Body	Island,Island	FAM50B,FAM50B	NM_012135,NM_012135
6	7932387	7932869	2	cg07242427,cg05191435	Body,Body	S_Shore,S_Shore	MGC26597,MGC26597	NR_027712,NR_027712
6	11035901	11035955	2	cg05658414,cg15032462	Body,Body	_,_	SYCP2L,SYCP2L	NM_001040274,NM_001040274
6	13536501	13536636	3	cg23336266,cg03606646,cg07113653	Body,Body,Body	_,_	GFOD1,GFOD1,GFOD1	NM_018988,NM_018988,NM_018988
6	15508441	15509046	2	cg20605134,cg22570970	Body,Body	_,_	JARID2,JARID2	NM_004973,NM_004973
6	26151525	26153966	12	cg04800585,cg12588279,cg27635394,cg22478210,cg15387132,cg07701237,cg00779304,cg17432453,cg07636178,cg25438963,cg02677388,cg10199913	1stExon,1stExon,1stExon,TSS200,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS200,TSS200,1stExon,1stExon,1stExon	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,N_Shore,N_Shore,N_Shore,Island,Island,Island	HIST1H2BB,HIST1H2BB,HIST1H2BB,HIST1H2BB,HIST1H2BB;HIST1H3C,HIST1H2BB;HIST1H3C,HIST1H2BB;HIST1H3C,HIST1H3C,HIST1H3C,HIST1H3C,HIST1H3C,HIST1H3C	NM_021062,NM_021062,NM_021062,NM_021062,NM_021062;NM_003531,NM_021062;NM_003531,NM_021062;NM_003531,NM_003531,NM_003531,NM_003531,NM_003531,NM_003531
6	26303467	26304773	6	cg01420254,cg02612650,cg08122386,cg03181300,cg06951627,cg03785755	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	_,_	_,_
6	26381349	26381380	2	cg12003026,cg21610164	1stExon,1stExon	Island,Island	HIST1H2BI,HIST1H2BI	NM_003525,NM_003525
6	26767910	26767945	2	cg07314043,cg09595356	1stExon;5UTR,TSS200	Island,Island	ZNF322A;ZNF322A,ZNF322A	NM_024639;NM_024639,NM_024639	hypo.chimp
5	145693891	145694726	7	cg23174616,cg07353303,cg01142710,cg18274480,cg21214293,cg06030695,cg06577446	_,_	Island,Island,Island,Island,Island,S_Shore,S_Shore	_,_	_,_	hyper.chimp
5	149716956	149717059	2	cg19910648,cg03708230	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	TCOF1;TCOF1;TCOF1;TCOF1;TCOF1;TCOF1,TCOF1;TCOF1;TCOF1;TCOF1;TCOF1;TCOF1	NM_001008657;NM_001135244;NM_001135243;NM_001008656;NM_000356;NM_001135245,NM_001008657;NM_001135244;NM_001135243;NM_001008656;NM_000356;NM_001135245	hyper.chimp
5	149772442	149773033	5	cg19928046,cg14484145,cg24548564,cg16591228,cg11619961	1stExon;1stExon;1stExon,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500	_,_	CD74;CD74;CD74,CD74;CD74;CD74,CD74;CD74;CD74,CD74;CD74;CD74,CD74;CD74;CD74	NM_001025158;NM_001025159;NM_004355,NM_004355;NM_001025158;NM_001025159,NM_004355;NM_001025158;NM_001025159,NM_004355;NM_001025158;NM_001025159,NM_004355;NM_001025158;NM_001025159	hyper.chimp
5	150119059	150119088	2	cg05973792,cg00245854	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	DCTN4;DCTN4;DCTN4,DCTN4;DCTN4;DCTN4	NM_016221;NM_001135644;NM_001135643,NM_016221;NM_001135644;NM_001135643	hyper.chimp
5	153853151	153853342	2	cg21964928,cg08414643	_,_	Island,Island	_,_	_,_	hyper.chimp
5	154051269	154051859	2	cg05212464,cg11923914	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
5	157011151	157011459	4	cg12606933,cg04897804,cg07484354,cg07025583	1stExon;1stExon,1stExon;1stExon,1stExon;1stExon,1stExon;1stExon	Island,Island,Island,Island	SOX30;SOX30,SOX30;SOX30,SOX30;SOX30,SOX30;SOX30	NM_007017;NM_178424,NM_007017;NM_178424,NM_007017;NM_178424,NM_007017;NM_178424	hyper.chimp
5	158690931	158691481	2	cg00066816,cg07622001	TSS1500,TSS1500	N_Shore,S_Shore	IL12B,IL12B	NM_002187,NM_002187	hyper.chimp
5	162819009	162819106	2	cg10153031,cg14872580	TSS1500;TSS1500;TSS1500;TSS1500;Body,TSS1500;TSS1500;TSS1500;TSS1500;Body	N_Shore,N_Shore	HMMR;HMMR;HMMR;HMMR;NUDCD2,HMMR;HMMR;HMMR;HMMR;NUDCD2	NM_001142556;NM_001142557;NM_012484;NM_012485;NM_145266,NM_001142556;NM_001142557;NM_012484;NM_012485;NM_145266	hyper.chimp
5	168662132	168662136	2	cg26570448,cg21545840	TSS1500,TSS1500	S_Shore,S_Shore	SLIT3,SLIT3	NM_003062,NM_003062	hyper.chimp
5	170103824	170104379	5	cg06980654,cg19011063,cg21677976,cg23221885,cg07756196	_,_	Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
5	170696247	170696757	9	cg23036405,cg16025451,cg26497768,cg11611644,cg07682041,cg18275819,cg05995866,cg17255397,cg07418452	_,_	_,_	_,_	_,_	hyper.chimp
5	171027388	171027702	5	cg17535961,cg22006625,cg06635150,cg17024456,cg21490444	_,_	_,_	_,_	_,_	hyper.chimp
5	171548858	171549179	2	cg19782271,cg16675054	TSS1500,TSS1500	S_Shore,S_Shore	STK10,STK10	NM_005990,NM_005990	hyper.chimp
5	172318247	172318283	2	cg24884145,cg23193410	Body;Body;TSS1500,Body;Body;TSS1500	Island,Island	LOC100268168;LOC100268168;RPL26L1,LOC100268168;LOC100268168;RPL26L1	NR_026682;NR_026683;NM_016093,NR_026682;NR_026683;NM_016093	hyper.chimp
5	173333309	173333343	2	cg19606776,cg25136605	_,_	_,_	_,_	_,_	hyper.chimp
5	173778786	173778914	2	cg12646385,cg14661385	_,_	_,_	_,_	_,_	hyper.chimp
5	175132521	175133160	5	cg00008488,cg10948790,cg12467264,cg02022425,cg04851169	_,_	N_Shore,N_Shore,N_Shore,Island,Island	_,_	_,_	hyper.chimp
5	175554001	175554015	2	cg06572420,cg02208657	_,_	Island,Island	_,_	_,_	hyper.chimp
5	176099360	176099586	2	cg11245681,cg26007189	_,_	N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
5	176381952	176382147	2	cg00127036,cg02530464	TSS1500,TSS200	N_Shore,Island	ZNF346,ZNF346	NM_012279,NM_012279	hyper.chimp
5	176476507	176476654	2	cg00169725,cg22186831	_,_	Island,Island	_,_	_,_	hyper.chimp
5	176869483	176869498	3	cg22108563,cg04131494,cg11463271	TSS200;5UTR;5UTR,TSS200;5UTR;5UTR,TSS200;5UTR;5UTR	_,_	DOK3;DOK3;DOK3,DOK3;DOK3;DOK3,DOK3;DOK3;DOK3	NM_024872;NM_001144876;NM_001144875,NM_024872;NM_001144876;NM_001144875,NM_024872;NM_001144876;NM_001144875	hyper.chimp
5	177303082	177303583	2	cg00549219,cg12513616	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
5	178526703	178527132	2	cg16991765,cg21183664	Body;Body,Body;Body	Island,Island	ADAMTS2;ADAMTS2,ADAMTS2;ADAMTS2	NM_021599;NM_014244,NM_021599;NM_014244	hyper.chimp
5	178625297	178625412	3	cg01231141,cg10213542,cg06495631	Body;Body,Body;Body,Body;Body	_,_	ADAMTS2;ADAMTS2,ADAMTS2;ADAMTS2,ADAMTS2;ADAMTS2	NM_021599;NM_014244,NM_021599;NM_014244,NM_021599;NM_014244	hyper.chimp
5	178707366	178707798	2	cg01981048,cg20375093	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
5	178983470	178984174	2	cg24635157,cg11517094	TSS200,TSS1500	Island,Island	HNRNPH1,HNRNPH1	NM_005520,NM_005520	hyper.chimp
5	179176522	179177058	3	cg11250941,cg06861426,cg24421668	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	Island,Island,Island	SQSTM1;SQSTM1,SQSTM1;SQSTM1,SQSTM1;SQSTM1	NM_001142298;NM_001142299,NM_001142298;NM_001142299,NM_001142298;NM_001142299	hyper.chimp
5	179178607	179179200	3	cg17602756,cg01152073,cg15126957	5UTR;5UTR,5UTR;5UTR;TSS1500,5UTR;5UTR;TSS1500	N_Shore,N_Shore,N_Shore	SQSTM1;SQSTM1,SQSTM1;SQSTM1;SQSTM1,SQSTM1;SQSTM1;SQSTM1	NM_001142298;NM_001142299,NM_001142298;NM_001142299;NM_003900,NM_001142298;NM_001142299;NM_003900	hyper.chimp
5	179949801	179951101	8	cg26270345,cg00480161,cg13004587,cg16585682,cg18652367,cg07317366,cg09500443,cg10508993	3UTR,3UTR,Body,Body,Body,Body,5UTR;1stExon,TSS200	Island,Island,Island,Island,Island,Island,Island,Island	SCGB3A1,SCGB3A1,SCGB3A1,SCGB3A1,SCGB3A1,SCGB3A1,SCGB3A1;SCGB3A1,SCGB3A1	NM_052863,NM_052863,NM_052863,NM_052863,NM_052863,NM_052863,NM_052863;NM_052863,NM_052863
6	1254779	1255485	2	cg03283080,cg17842822	_,_	N_Shore,N_Shore	_,_	_,_
6	1345479	1346151	2	cg13602065,cg00394763	_,_	_,_	_,_	_,_
6	3008767	3009468	2	cg01606628,cg12534777	_,_	N_Shore,Island	_,_	_,_
6	3020351	3021353	4	cg05141867,cg24886867,cg24303123,cg04099420	_,TSS1500,TSS1500,TSS1500	_,_	_,RIPK1,RIPK1,RIPK1	_,NM_003804,NM_003804,NM_003804
6	3770926	3770985	2	cg02976723,cg13828610	_,_	_,_	_,_	_,_
6	6265323	6266363	8	cg16530177,cg27097018,cg24990131,cg14047667,cg04944873,cg01634141,cg03440267,cg20817661	5UTR,5UTR,5UTR,1stExon;5UTR,1stExon;5UTR,TSS200,TSS200,TSS1500	_,_	F13A1,F13A1,F13A1,F13A1;F13A1,F13A1;F13A1,F13A1,F13A1,F13A1	NM_000129,NM_000129,NM_000129,NM_000129;NM_000129,NM_000129;NM_000129,NM_000129,NM_000129,NM_000129	hyper.chimp
6	6491555	6492073	3	cg05215004,cg25649038,cg02249713	Body,Body,Body	Island,Island,Island	LOC285780,LOC285780,LOC285780	NR_026970,NR_026970,NR_026970	hyper.chimp
6	7205806	7206807	6	cg01785233,cg15365232,cg13323047,cg25155396,cg07357398,cg12668902	_,_	N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
6	11151354	11151617	2	cg01799681,cg23642061	Body,Body	N_Shore,N_Shore	ELOVL2,ELOVL2	NM_017770,NM_017770	hyper.chimp
6	18230944	18231143	2	cg06497198,cg18068140	TSS200,TSS1500	Island,S_Shore	NHLRC1,NHLRC1	NM_198586,NM_198586	hyper.chimp
6	25990442	25990569	3	cg03264133,cg12310025,cg03517284	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
6	26128677	26130252	11	cg15945016,cg26504026,cg08797106,cg18911592,cg18357526,cg11661250,cg02841227,cg11724671,cg25040670,cg21029201,cg27120683	TSS1500;TSS200,1stExon;TSS1500,1stExon;TSS1500,1stExon;TSS1500;3UTR,TSS200,TSS200,TSS200,1stExon,1stExon,1stExon,3UTR;1stExon	Island,Island,Island,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,S_Shore	HIST1H4A;HIST1H3A,HIST1H3A;HIST1H4A,HIST1H3A;HIST1H4A,HIST1H3A;HIST1H4A;HIST1H3A,HIST1H4A,HIST1H4A,HIST1H4A,HIST1H4A,HIST1H4A,HIST1H4A,HIST1H4A;HIST1H4A	NM_003538;NM_003529,NM_003529;NM_003538,NM_003529;NM_003538,NM_003529;NM_003538;NM_003529,NM_003538,NM_003538,NM_003538,NM_003538,NM_003538,NM_003538,NM_003538;NM_003538	hyper.chimp
6	26510289	26510755	3	cg26918792,cg15279766,cg01840268	TSS200;TSS200;TSS200;TSS200,1stExon;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	_,_	BTN3A1;BTN3A1;BTN3A1;BTN3A1,BTN3A1;BTN3A1;BTN3A1;BTN3A1;BTN3A1;BTN3A1;BTN3A1;BTN3A1,BTN3A1;BTN3A1;BTN3A1;BTN3A1	NM_001145008;NM_194441;NM_001145009;NM_007048,NM_001145009;NM_194441;NM_001145008;NM_001145008;NM_007048;NM_007048;NM_194441;NM_001145009,NM_007048;NM_001145008;NM_194441;NM_001145009	hyper.chimp
6	26630115	26630557	3	cg20250722,cg15790214,cg22040809	Body,Body,Body	Island,Island,Island	HCG11,HCG11,HCG11	NR_026790,NR_026790,NR_026790	hyper.chimp
6	27313795	27314890	4	cg20145610,cg14983586,cg26958615,cg26533311	_,_	_,_	_,_	_,_	hyper.chimp
6	27367141	27367216	2	cg05488160,cg11174640	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
6	27633692	27634235	2	cg17713376,cg09558547	_,_	_,_	_,_	_,_	hypo.chimp
6	27677650	27679072	4	cg13348458,cg18187198,cg09057517,cg07355745	_,_	_,_	_,_	_,_	hyper.chimp
6	28166703	28167187	7	cg09156207,cg11517269,cg03597347,cg17849569,cg02631126,cg12740337,cg06952873	TSS1500,TSS200,TSS200,TSS200,TSS200,Body,Body	_,_	ZSCAN12L1,ZSCAN12L1,ZSCAN12L1,ZSCAN12L1,ZSCAN12L1,ZSCAN12L1,ZSCAN12L1	NR_024063,NR_024063,NR_024063,NR_024063,NR_024063,NR_024063,NR_024063	hypo.chimp
6	28554773	28555094	5	cg03350138,cg01792601,cg26968378,cg12584458,cg21903646	_,_	_,_	_,_	_,_	hypo.chimp
6	28607358	28607370	2	cg02803996,cg01042424	Body;Body,Body;Body	_,_	GPX5;GPX5,GPX5;GPX5	NM_003996;NM_001509,NM_003996;NM_001509	hyper.chimp
6	28629775	28629866	5	cg27168780,cg05954411,cg21570182,cg11445094,cg16565902	_,_	_,_	_,_	_,_	hyper.chimp
6	28691950	28692443	17	cg01400884,cg12959558,cg01309870,cg04626491,cg09470274,cg20450471,cg09897374,cg00919411,cg15967709,cg03682719,cg20839206,cg22121557,cg03858673,cg24114014,cg04645150,cg11111740,cg10582827	_,_	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
6	28709248	28709498	14	cg16731266,cg07017437,cg25653641,cg22572476,cg19488431,cg27535677,cg22497095,cg26865747,cg03759229,cg13565129,cg20851828,cg14654363,cg00990380,cg12763978	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
6	28710522	28710646	2	cg20379725,cg12430007	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
6	28772134	28772169	2	cg22452837,cg10582608	_,_	_,_	_,_	_,_	hypo.chimp
6	28939088	28940253	5	cg00903577,cg03615240,cg00934882,cg11274428,cg16206744	_,_	N_Shore,Island,S_Shore,S_Shore,S_Shore	_,_	_,_	hypo.chimp
6	28940337	28940550	2	cg07734926,cg23730781	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
6	29000397	29000444	2	cg05594872,cg23756442	TSS1500,TSS1500	S_Shore,S_Shore	TRIM27,TRIM27	NM_006510,NM_006510	hypo.chimp
6	29628506	29629782	8	cg24567537,cg11935738,cg08065408,cg09641376,cg18342026,cg26131286,cg21153898,cg26142965	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island	_,_	_,_	hyper.chimp
6	29701361	29702809	6	cg09577455,cg08027810,cg05115679,cg26129669,cg20486877,cg21879791	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	GABBR1;GABBR1;GABBR1,GABBR1;GABBR1;GABBR1,GABBR1;GABBR1;GABBR1,GABBR1;GABBR1;GABBR1,GABBR1;GABBR1;GABBR1,GABBR1;GABBR1;GABBR1	NM_021904;NM_021903;NM_001470,NM_021904;NM_021903;NM_001470,NM_021904;NM_021903;NM_001470,NM_021904;NM_021903;NM_001470,NM_021904;NM_021903;NM_001470,NM_021904;NM_021903;NM_001470	hypo.chimp
6	29706264	29706674	5	cg14841796,cg08415141,cg09842161,cg20757073,cg21645752	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	GABBR1;GABBR1,GABBR1;GABBR1,GABBR1;GABBR1,GABBR1;GABBR1,GABBR1;GABBR1	NM_021904;NM_001470,NM_021904;NM_001470,NM_021904;NM_001470,NM_021904;NM_001470,NM_021904;NM_001470	hypo.chimp
6	29743137	29743671	2	cg02475474,cg00359010	3UTR;Body;3UTR;Body;Body;Body;Body;Body;Body;Body;Body,3UTR;Body;3UTR;Body;Body;Body;Body;Body;Body;Body;Body	_,_	MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG,MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG;MOG	NM_206813;NM_001170418;NM_206814;NM_206811;NM_206810;NM_206809;NM_001170417;NM_001008229;NM_001008228;NM_206812;NM_002433,NM_206813;NM_001170418;NM_206814;NM_206811;NM_206810;NM_206809;NM_001170417;NM_001008229;NM_001008228;NM_206812;NM_002433	hypo.chimp
6	29799705	29800260	3	cg17625506,cg20973396,cg11617938	Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,S_Shore	HLA-F;HLA-F;HLA-F,HLA-F;HLA-F;HLA-F,HLA-F;HLA-F;HLA-F	NM_001098478;NM_001098479;NM_018950,NM_001098478;NM_001098479;NM_018950,NM_001098478;NM_001098479;NM_018950	hyper.chimp
6	29868667	29868692	3	cg14652056,cg16640496,cg27012994	Body,Body,Body	Island,Island,Island	HCG4,HCG4,HCG4	NR_002139,NR_002139,NR_002139	hyper.chimp
6	29904084	29904473	2	cg00937691,cg13130352	Body,Body	Island,Island	HLA-G,HLA-G	NM_002127,NM_002127	hypo.chimp
6	29923784	29923881	3	cg24955682,cg11989485,cg25701100	_,_	N_Shelf,N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
6	29963469	29964405	5	cg01362455,cg12481433,cg21549632,cg06902219,cg14245347	Body,Body,Body,Body,Body	Island,Island,Island,Island,Island	HLA-H,HLA-H,HLA-H,HLA-H,HLA-H	NR_001434,NR_001434,NR_001434,NR_001434,NR_001434	hyper.chimp
6	30001584	30003010	19	cg03876548,cg10595298,cg04227238,cg25644740,cg15070894,cg04520169,cg23237314,cg20341836,cg20464195,cg18741404,cg27146486,cg11533881,cg14449180,cg08231349,cg13056744,cg12998850,cg07657192,cg01519225,cg22671410	TSS200,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,_	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,HCG4P6,_	NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,NR_001317,_	hyper.chimp
6	30082062	30082931	3	cg23318893,cg08879910,cg18713646	Body;Body,Body;Body,Body;Body	N_Shore,Island,Island	HLA-J;NCRNA00171,HLA-J;NCRNA00171,HLA-J;NCRNA00171	NR_024240;NR_026751,NR_024240;NR_026751,NR_024240;NR_026751	hyper.chimp
6	30089383	30089448	2	cg12854611,cg04689016	Body,Body	_,_	NCRNA00171,NCRNA00171	NR_026751,NR_026751	hyper.chimp
6	30177192	30177660	2	cg22442895,cg04906656	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
6	30221753	30221804	4	cg10897223,cg08996678,cg13280080,cg04006457	Body,Body,Body,Body	_,_	TRIM40,TRIM40,TRIM40,TRIM40	NM_138700,NM_138700,NM_138700,NM_138700	hypo.chimp
6	30239505	30239549	2	cg03609216,cg02012483	1stExon,1stExon	_,_	TRIM15,TRIM15	NM_033229,NM_033229	hyper.chimp
6	30282683	30283306	4	cg03084824,cg07523043,cg20345556,cg14971718	5UTR,5UTR,5UTR,5UTR	_,_	TRIM26,TRIM26,TRIM26,TRIM26	NM_003449,NM_003449,NM_003449,NM_003449	hypo.chimp
6	30290328	30290497	3	cg16468822,cg10526841,cg08186900	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	TRIM26,TRIM26,TRIM26	NM_003449,NM_003449,NM_003449	hypo.chimp
6	30334980	30336410	9	cg14296767,cg23721712,cg14142171,cg10605681,cg08958598,cg14183206,cg26993102,cg17835678,cg16722947	TSS1500,Body,Body,Body,Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island,Island,Island,Island,S_Shore	HLA-L,HLA-L,HLA-L,HLA-L,HLA-L,HLA-L,HLA-L,HLA-L,HLA-L	NR_027822,NR_027822,NR_027822,NR_027822,NR_027822,NR_027822,NR_027822,NR_027822,NR_027822	hypo.chimp
6	30335921	30336048	4	cg25643819,cg22053904,cg07723510,cg11456756	Body,Body,Body,Body	Island,Island,Island,Island	HLA-L,HLA-L,HLA-L,HLA-L	NR_027822,NR_027822,NR_027822,NR_027822	hyper.chimp
6	30398237	30398422	2	cg12186939,cg26193268	Body;Body,Body;Body	N_Shelf,N_Shelf	HCG18;HCG18,HCG18;HCG18	NR_024052;NR_024053,NR_024052;NR_024053	hyper.chimp
6	30403206	30403445	4	cg27323049,cg20220639,cg19913291,cg06685111	TSS1500;5UTR;5UTR;TSS1500;1stExon,TSS1500;5UTR;5UTR;TSS1500;1stExon,TSS1500;5UTR;5UTR;TSS1500;1stExon,TSS1500;5UTR;5UTR;TSS1500;1stExon	S_Shore,S_Shore,S_Shore,S_Shore	HCG18;TRIM39;TRIM39;HCG18;TRIM39,HCG18;TRIM39;TRIM39;HCG18;TRIM39,HCG18;TRIM39;TRIM39;HCG18;TRIM39,HCG18;TRIM39;TRIM39;HCG18;TRIM39	NR_024053;NM_172016;NM_021253;NR_024052;NM_172016,NR_024053;NM_172016;NM_021253;NR_024052;NM_172016,NR_024053;NM_172016;NM_021253;NR_024052;NM_172016,NR_024053;NM_172016;NM_021253;NR_024052;NM_172016	hypo.chimp
6	30420666	30421525	3	cg00258873,cg22334880,cg20856330	TSS1500,TSS200,Body	N_Shore,N_Shore,S_Shore	RPP21,RPP21,RPP21	NM_024839,NM_024839,NM_024839	hypo.chimp
6	30539253	30540179	12	cg25580405,cg17333837,cg07005242,cg17412654,cg13375628,cg13694461,cg18276069,cg23658834,cg18804722,cg03126547,cg02994187,cg25559262	_,_	N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	_,_	_,_	hypo.chimp
6	30541402	30542088	4	cg16459276,cg07017214,cg24900923,cg11192541	_,_	N_Shore,N_Shore,Island,Island	_,_	_,_	hypo.chimp
6	30557043	30557526	4	cg07590002,cg15921779,cg15717225,cg05655390	_,_	_,_	_,_	_,_	hypo.chimp
6	30563786	30563943	3	cg16367518,cg08416870,cg10794086	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	HLA-E,HLA-E,HLA-E	NM_005516,NM_005516,NM_005516	hypo.chimp
6	30565365	30566140	6	cg09676939,cg20444604,cg18183435,cg09620840,cg21176130,cg09326440	Body,Body,Body,Body,Body,Body	Island,Island,Island,Island,Island,Island	HLA-E,HLA-E,HLA-E,HLA-E,HLA-E,HLA-E	NM_005516,NM_005516,NM_005516,NM_005516,NM_005516,NM_005516	hyper.chimp
6	30632318	30632588	2	cg08900874,cg24066072	TSS200;5UTR;TSS200;1stExon,5UTR;5UTR;1stExon;5UTR;1stExon;1stExon	Island,Island	PRR3;GNL1;PRR3;GNL1,PRR3;PRR3;PRR3;GNL1;PRR3;GNL1	NM_001077497;NM_005275;NM_025263;NM_005275,NM_025263;NM_001077497;NM_025263;NM_005275;NM_001077497;NM_005275	hyper.chimp
6	30722147	30722401	7	cg14352682,cg16583303,cg06182584,cg13011452,cg13253439,cg21291449,cg19666256	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136,C6orf136;C6orf136;C6orf136	NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938,NM_001161376;NM_145029;NM_001109938	hypo.chimp
6	30748133	30749199	4	cg18906353,cg05948527,cg13411122,cg20117675	Body;Body,Body;Body,Body;Body,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,S_Shore	DHX16;DHX16,DHX16;DHX16,DHX16;DHX16,DHX16;DHX16	NM_001164239;NM_003587,NM_001164239;NM_003587,NM_001164239;NM_003587,NM_001164239;NM_003587	hypo.chimp
6	30754825	30755628	6	cg00663832,cg13054640,cg07076751,cg08420066,cg10426318,cg10145196	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	_,_	KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949	NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471	hypo.chimp
6	30757888	30758181	2	cg11288144,cg22413056	Body;Body,Body;Body	_,_	KIAA1949;KIAA1949,KIAA1949;KIAA1949	NM_001134870;NM_133471,NM_001134870;NM_133471	hypo.chimp
6	30759542	30761715	21	cg17476701,cg00587922,cg13036352,cg25659902,cg20690667,cg24967096,cg00221185,cg05098566,cg15768443,cg08887400,cg03953626,cg18586886,cg18427856,cg01413582,cg08253704,cg12105190,cg25980484,cg03052182,cg18335326,cg10098021,cg12197421	Body;Body,Body;Body,Body;Body,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon,Body;1stExon	N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949,KIAA1949;KIAA1949	NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471,NM_001134870;NM_133471	hypo.chimp
6	30765963	30766282	3	cg07448742,cg09703123,cg27214030	Body,Body,Body	S_Shelf,S_Shelf,S_Shelf	NRM,NRM,NRM	NM_007243,NM_007243,NM_007243	hypo.chimp
6	30793614	30793723	3	cg07229198,cg18512512,cg16580700	TSS200,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	MDC1,MDC1,MDC1	NM_014641,NM_014641,NM_014641	hyper.chimp
6	30796274	30796310	2	cg14861518,cg15482861	1stExon,1stExon	N_Shore,N_Shore	TUBB,TUBB	NM_178014,NM_178014	hypo.chimp
6	30797823	30799963	13	cg26366109,cg25742745,cg01843804,cg06005318,cg27129922,cg22001807,cg24146125,cg07972954,cg11071615,cg19748937,cg17387619,cg07622533,cg07296268	Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shelf	TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB,TUBB	NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014,NM_178014	hypo.chimp
6	30960993	30961587	4	cg13695585,cg22485298,cg25607383,cg11975790	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	S_Shore,S_Shore,S_Shore,S_Shore	DDR1;DDR1,DDR1;DDR1,DDR1;DDR1,DDR1;DDR1	NM_013993;NM_001954,NM_013993;NM_001954,NM_013993;NM_001954,NM_013993;NM_001954	hypo.chimp
6	30989787	30990363	5	cg11571001,cg26467571,cg27525647,cg24268004,cg02601318	3UTR;TSS1500;TSS200;TSS200,5UTR;5UTR;Body,5UTR;5UTR;Body,5UTR;5UTR;Body,5UTR;5UTR;Body	Island,S_Shore,S_Shore,S_Shore,S_Shore	GTF2H4;VARS2;VARS2;VARS2,VARS2;VARS2;VARS2,VARS2;VARS2;VARS2,VARS2;VARS2;VARS2,VARS2;VARS2;VARS2	NM_001517;NM_001167734;NM_020442;NM_001167733,NM_001167733;NM_020442;NM_001167734,NM_001167733;NM_020442;NM_001167734,NM_001167733;NM_020442;NM_001167734,NM_001167733;NM_020442;NM_001167734
6	31215300	31215642	2	cg13617087,cg21084702	Body;TSS200,Body;TSS1500	_,_	PSORS1C1;PSORS1C2,PSORS1C1;PSORS1C2	NM_014068;NM_014069,NM_014068;NM_014069
6	31432231	31432259	3	cg14998329,cg09671906,cg13902357	Body,Body,Body	Island,Island,Island	HLA-B,HLA-B,HLA-B	NM_005514,NM_005514,NM_005514
6	31583866	31584258	2	cg07747875,cg11336938	Body,Body	_,_	MICB,MICB	NM_005931,NM_005931
6	31848766	31848957	6	cg05565809,cg10671946,cg10740660,cg22112841,cg27652925,cg13214149	Body,Body,Body,Body,Body,Body	_,_	C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27	NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258
6	31852524	31852941	7	cg23916646,cg12383352,cg27143082,cg27574980,cg02177648,cg00728602,cg10652641	Body,5UTR,5UTR,5UTR,1stExon;5UTR,1stExon;5UTR,1stExon;5UTR	_,_	C6orf27,C6orf27,C6orf27,C6orf27,C6orf27;C6orf27,C6orf27;C6orf27,C6orf27;C6orf27	NM_025258,NM_025258,NM_025258,NM_025258,NM_025258;NM_025258,NM_025258;NM_025258,NM_025258;NM_025258
6	31905800	31906710	4	cg12796221,cg15043711,cg19860840,cg09782889	3UTR;1stExon,3UTR;1stExon,_	S_Shore,S_Shore,S_Shore,S_Shore	HSPA1B;HSPA1B,HSPA1B;HSPA1B,_	NM_005346;NM_005346,NM_005346;NM_005346,_
6	32837565	32837568	2	cg00755130,cg27160348	Body,Body	Island,Island	HLA-DQB2,HLA-DQB2	NR_003937,NR_003937
6	32873000	32873330	4	cg22050330,cg07056079,cg01423251,cg23090653	_,_	_,_	_,_	_,_
6	32913376	32913855	5	cg12854186,cg13563634,cg23560159,cg10088320,cg11668794	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	TAP2;TAP2,TAP2;TAP2,TAP2;TAP2,TAP2;TAP2,TAP2;TAP2	NM_000544;NM_018833,NM_000544;NM_018833,NM_000544;NM_018833,NM_000544;NM_018833,NM_000544;NM_018833
6	32928388	32928977	8	cg04773990,cg24154161,cg23880953,cg26700949,cg18436324,cg05412930,cg13403689,cg14925994	Body,Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;1stExon	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island	TAP1,TAP1,PSMB9;PSMB9;TAP1,PSMB9;PSMB9;TAP1,PSMB9;PSMB9;TAP1,PSMB9;PSMB9;TAP1,PSMB9;PSMB9;TAP1,PSMB9;PSMB9;TAP1	NM_000593,NM_000593,NM_002800;NM_148954;NM_000593,NM_002800;NM_148954;NM_000593,NM_002800;NM_148954;NM_000593,NM_002800;NM_148954;NM_000593,NM_002800;NM_148954;NM_000593,NM_002800;NM_148954;NM_000593
6	33028762	33028940	2	cg03520342,cg07151443	1stExon,TSS200	_,_	HLA-DMA,HLA-DMA	NM_006120,NM_006120
6	33085195	33086249	4	cg10397527,cg26168907,cg16914277,cg05408403	Body,Body,TSS1500,TSS1500	S_Shore,S_Shore,S_Shelf,S_Shelf	HLA-DOA,HLA-DOA,HLA-DOA,HLA-DOA	NM_002119,NM_002119,NM_002119,NM_002119
6	33151827	33151954	2	cg22483030,cg12365667	1stExon,Body	_,_	HLA-DPB1,HLA-DPB1	NM_002121,NM_002121
6	33156570	33156857	3	cg14801692,cg02197634,cg25491704	Body,Body,Body	Island,S_Shore,S_Shore	HLA-DPB1,HLA-DPB1,HLA-DPB1	NM_002121,NM_002121,NM_002121
6	33323627	33323816	4	cg12182937,cg12659606,cg10437217,cg16231241	_,_	N_Shore,N_Shore,N_Shore,N_Shore	_,_	_,_
6	33466763	33466979	3	cg26908388,cg25474873,cg15924693	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	KIFC1,KIFC1,KIFC1	NM_002263,NM_002263,NM_002263
6	34077939	34078144	3	cg26361999,cg17418212,cg01996297	_,_	_,_	_,_	_,_
6	34272051	34272503	5	cg14723664,cg10633931,cg00025877,cg15620384,cg11064935	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_
6	34607367	34607482	3	cg10486974,cg26063721,cg12412902	Body,Body,Body	Island,Island,Island	PACSIN1,PACSIN1,PACSIN1	NM_020804,NM_020804,NM_020804
6	35216899	35217361	4	cg21646955,cg14562060,cg19673462,cg01108476	Body;5UTR,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	Island,Island,Island,Island	TCP11;TCP11,TCP11;TCP11,TCP11;TCP11,TCP11;TCP11	NM_001093728;NM_018679,NM_001093728;NM_018679,NM_001093728;NM_018679,NM_001093728;NM_018679	hyper.chimp
6	31030960	31031844	2	cg08827454,cg15878568	_,_	N_Shore,S_Shore	_,_	_,_	hypo.chimp
6	31235336	31235506	3	cg09329266,cg21799473,cg23654219	Body;Body;TSS1500,Body;Body;TSS1500,Body;Body	S_Shore,S_Shore,S_Shore	TCF19;TCF19;CCHCR1,TCF19;TCF19;CCHCR1,TCF19;TCF19	NM_001077511;NM_007109;NM_019052,NM_001077511;NM_007109;NM_019052,NM_001077511;NM_007109	hypo.chimp
6	31274076	31274153	2	cg08896715,cg17557540	Body,Body	S_Shore,S_Shore	HCG27,HCG27	NR_026791,NR_026791	hypo.chimp
6	31383530	31384776	9	cg03555881,cg25107000,cg27071793,cg03709428,cg27258561,cg12076350,cg02446475,cg22993154,cg03634778	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,S_Shore,S_Shore	_,_	_,_	hypo.chimp
6	31616276	31616297	2	cg11489251,cg24631162	Body;Body,5UTR;5UTR	N_Shore,N_Shore	BAT1;BAT1,BAT1;BAT1	NM_080598;NM_004640,NM_004640;NM_080598	hypo.chimp
6	31727492	31727560	3	cg07467062,cg03689048,cg01255465	Body;Body;Body;Body,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore,N_Shore	BAT3;BAT3;BAT3;BAT3,BAT3;BAT3;BAT3;BAT3,BAT3;BAT3;BAT3;BAT3	NM_004639;NM_080702;NM_080703;NM_001098534,NM_001098534;NM_004639;NM_080702;NM_080703,NM_001098534;NM_004639;NM_080702;NM_080703	hypo.chimp
6	31777881	31777984	2	cg14986464,cg08784091	Body,Body	N_Shore,N_Shore	BAT5,BAT5	NM_021160,NM_021160	hypo.chimp
6	31806471	31806701	6	cg03980764,cg18402034,cg03329603,cg14647877,cg12216180,cg04387059	3UTR;TSS1500,Body;TSS1500,Body;TSS1500,Body;TSS1500,Body;TSS1500,Body;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	CLIC1;DDAH2,CLIC1;DDAH2,CLIC1;DDAH2,CLIC1;DDAH2,CLIC1;DDAH2,CLIC1;DDAH2	NM_001288;NM_013974,NM_001288;NM_013974,NM_001288;NM_013974,NM_001288;NM_013974,NM_001288;NM_013974,NM_001288;NM_013974
6	31813942	31813967	2	cg04789495,cg10563645	_,_	N_Shore,N_Shore	_,_	_,_
6	31815130	31816278	10	cg07801569,cg24536200,cg02737149,cg15984741,cg00071998,cg08888439,cg00868252,cg24500422,cg14658948,cg24932925	TSS1500;TSS1500;TSS1500;TSS1500,5UTR;1stExon;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island	MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5,MSH5;MSH5;MSH5;MSH5	NM_025259;NM_002441;NM_172165;NM_172166,NM_002441;NM_002441;NM_025259;NM_172165;NM_172166,NM_002441;NM_025259;NM_172165;NM_172166,NM_002441;NM_025259;NM_172165;NM_172166,NM_002441;NM_025259;NM_172165;NM_172166,NM_002441;NM_025259;NM_172165;NM_172166,NM_172165;NM_025259;NM_002441;NM_172166,NM_172165;NM_025259;NM_002441;NM_172166,NM_172165;NM_025259;NM_002441;NM_172166,NM_172165;NM_025259;NM_002441;NM_172166
6	31841667	31842380	13	cg16587961,cg09630142,cg02002586,cg03560996,cg12425321,cg10158997,cg05239811,cg13187827,cg19593741,cg25264948,cg10095777,cg23287992,cg00848392	Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body	_,_	C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27,C6orf27	NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258,NM_025258
6	31912718	31912862	2	cg07089321,cg01657995	5UTR;5UTR;TSS200,5UTR;5UTR;Body	S_Shore,S_Shelf	C6orf48;C6orf48;SNORD52,C6orf48;C6orf48;SNORD52	NM_001040437;NM_001040438;NR_002742,NM_001040437;NM_001040438;NR_002742
6	31937819	31938014	8	cg27645345,cg02776448,cg13716619,cg09932747,cg13195955,cg00547425,cg23861803,cg13033814	Body,Body,Body,Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	NEU1,NEU1,NEU1,NEU1,NEU1,NEU1,NEU1,NEU1	NM_000434,NM_000434,NM_000434,NM_000434,NM_000434,NM_000434,NM_000434,NM_000434
6	31940829	31941141	2	cg20961940,cg05686323	Body,Body	S_Shore,S_Shelf	SLC44A4,SLC44A4	NM_025257,NM_025257
6	31964685	31964752	2	cg12394289,cg09618893	Body;Body,Body;Body	N_Shore,N_Shore	EHMT2;EHMT2,EHMT2;EHMT2	NM_006709;NM_025256,NM_006709;NM_025256
6	31974565	31974804	2	cg02760218,cg19577206	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	EHMT2;EHMT2,EHMT2;EHMT2	NM_006709;NM_025256,NM_006709;NM_025256
6	31978579	31978870	3	cg06540876,cg11953311,cg24051943	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	ZBTB12,ZBTB12,ZBTB12	NM_181842,NM_181842,NM_181842
6	32046840	32047563	13	cg26837372,cg24870273,cg12776033,cg26029547,cg16190718,cg23906067,cg04142955,cg10914467,cg20194050,cg04149916,cg13069441,cg01067809,cg05258214	TSS200;TSS1500;TSS1500;Body,TSS200;TSS1500;TSS1500;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,TSS1500;TSS1500;Body;Body,5UTR;TSS200;Body;TSS200,5UTR;TSS200;Body;TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	STK19;STK19;STK19;DOM3Z,STK19;STK19;STK19;DOM3Z,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,DOM3Z;STK19;STK19;STK19,DOM3Z;STK19;STK19;STK19	NR_026717;NM_032454;NM_004197;NM_005510,NR_026717;NM_032454;NM_004197;NM_005510,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_032454;NM_004197;NM_005510;NR_026717,NM_005510;NM_004197;NR_026717;NM_032454,NM_005510;NM_004197;NR_026717;NM_032454
6	32048780	32049028	3	cg19203836,cg07271361,cg20069688	Body;Body;TSS1500;Body,Body;Body;TSS1500;Body,Body;Body;TSS1500;Body	S_Shore,S_Shore,S_Shore	STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19,STK19;STK19;DOM3Z;STK19	NM_004197;NM_032454;NM_005510;NR_026717,NM_004197;NM_032454;NM_005510;NR_026717,NM_004197;NM_032454;NM_005510;NR_026717
6	32121823	32122717	4	cg20621471,cg09423875,cg08972588,cg25375757	1stExon;5UTR;Body,Body;TSS1500,Body;TSS1500,Body;TSS1500	_,_	TNXB;TNXB;TNXB,TNXB;TNXB,TNXB;TNXB,TNXB;TNXB	NM_032470;NM_032470;NM_019105,NM_019105;NM_032470,NM_019105;NM_032470,NM_019105;NM_032470	hypo.chimp
6	32162876	32164097	6	cg14161269,cg20471413,cg24055029,cg10812186,cg07315356,cg23186098	Body,Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore,S_Shore	TNXB,TNXB,TNXB,TNXB,TNXB,TNXB	NM_019105,NM_019105,NM_019105,NM_019105,NM_019105,NM_019105	hypo.chimp
6	32184248	32184315	2	cg09872737,cg19108771	5UTR,5UTR	_,_	TNXB,TNXB	NM_019105,NM_019105	hypo.chimp
6	32194796	32194880	4	cg10089357,cg07986385,cg17396404,cg12735838	Body;Body,Body;Body,Body;Body,Body;Body	_,_	ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B	NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153	hypo.chimp
6	32202823	32203254	9	cg08386009,cg09845996,cg25392500,cg04628692,cg24990564,cg08732684,cg10007927,cg23663129,cg22986222	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf	ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B,ATF6B;ATF6B	NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153,NM_004381;NM_001136153	hypo.chimp
6	32230714	32230933	6	cg21241317,cg04877280,cg06832687,cg27070869,cg00086577,cg04856022	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	PPT2;PPT2,PPT2;PPT2,PPT2;PPT2,PPT2;PPT2,PPT2;PPT2,PPT2;PPT2	NM_005155;NM_138717,NM_005155;NM_138717,NM_005155;NM_138717,NM_005155;NM_138717,NM_005155;NM_138717,NM_005155;NM_138717	hypo.chimp
6	32241528	32241907	2	cg03353474,cg18699916	5UTR,5UTR	N_Shore,N_Shore	EGFL8,EGFL8	NM_030652,NM_030652	hypo.chimp
6	32261518	32261635	2	cg23463700,cg14538532	3UTR,3UTR	_,_	PBX2,PBX2	NM_002586,NM_002586	hypo.chimp
6	32264049	32265568	11	cg16602460,cg05525649,cg08293075,cg02681370,cg25978487,cg11103845,cg13964363,cg13910855,cg19700006,cg17023707,cg23144563	Body,Body,Body,Body,Body,Body,Body,1stExon,1stExon,1stExon,1stExon	_,_	PBX2,PBX2,PBX2,PBX2,PBX2,PBX2,PBX2,PBX2,PBX2,PBX2,PBX2	NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586,NM_002586	hypo.chimp
6	32407278	32407595	2	cg27428101,cg17201409	Body,Body	_,_	C6orf10,C6orf10	NM_006781,NM_006781	hypo.chimp
6	32914677	32914899	2	cg25728415,cg08557029	TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore	TAP2;TAP2,TAP2;TAP2	NM_018833;NM_000544,NM_018833;NM_000544	hypo.chimp
6	32920911	32921189	2	cg05697726,cg07218288	TSS1500;TSS1500,TSS1500;TSS1500;3UTR	S_Shore,S_Shore	PSMB8;PSMB8,PSMB8;PSMB8;TAP1	NM_004159;NM_148919,NM_004159;NM_148919;NM_000593
6	33050336	33050786	6	cg16416715,cg26264318,cg25158622,cg26953232,cg24275356,cg17451586	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	BRD2;BRD2,BRD2;BRD2,BRD2;BRD2,BRD2;BRD2,BRD2;BRD2,BRD2;BRD2	NM_001113182;NM_005104,NM_001113182;NM_005104,NM_001113182;NM_005104,NM_001113182;NM_005104,NM_001113182;NM_005104,NM_001113182;NM_005104
6	33161769	33161979	2	cg13921245,cg24583871	Body,Body	_,_	HLA-DPB1,HLA-DPB1	NM_002121,NM_002121
6	33196798	33197375	2	cg27494597,cg23917817	Body,Body	S_Shelf,_	HLA-DPB2,HLA-DPB2	NR_001435,NR_001435
6	33269567	33270422	2	cg17560929,cg01771651	TSS1500;3UTR;TSS1500;TSS1500;TSS1500,3UTR	S_Shore,S_Shore	COL11A2;RXRB;COL11A2;COL11A2;COL11A2,RXRB	NM_080679;NM_021976;NM_001163771;NM_080681;NM_080680,NM_021976
6	33286920	33287027	3	cg18886197,cg24341537,cg14534739	Body,Body,Body	N_Shelf,N_Shelf,N_Shore	RING1,RING1,RING1	NM_002931,NM_002931,NM_002931
6	33324312	33324626	4	cg24774581,cg10151338,cg12495503,cg14599755	_,_	Island,Island,Island,Island	_,_	_,_
6	33351961	33352150	2	cg21986677,cg03702686	TSS1500;Body,TSS1500;Body	N_Shore,N_Shore	B3GALT4;RPS18,B3GALT4;RPS18	NM_003782;NM_022551,NM_003782;NM_022551
6	33365947	33366559	7	cg06494670,cg20478120,cg17827614,cg27055685,cg05240178,cg04639931,cg02845534	Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46,PFDN6;WDR46;WDR46	NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452,NM_014260;NM_001164267;NM_005452
6	33392520	33392624	2	cg26922697,cg08421271	Body;Body,Body;Body	N_Shore,N_Shore	ZBTB22;ZBTB22,ZBTB22;ZBTB22	NM_005453;NM_001145338,NM_005453;NM_001145338
6	33397638	33397697	3	cg18113453,cg00187059,cg10285420	Body;Body;Body;Body,Body;Body;Body;Body,5UTR;Body;Body;5UTR	N_Shore,N_Shore,N_Shore	DAXX;DAXX;DAXX;DAXX,DAXX;DAXX;DAXX;DAXX,DAXX;DAXX;DAXX;DAXX	NM_001141969;NR_024517;NM_001350;NM_001141970,NM_001141969;NR_024517;NM_001350;NM_001141970,NM_001141969;NR_024517;NM_001141970;NM_001350
6	33468473	33468525	2	cg13199639,cg11223101	Body,Body	S_Shore,S_Shore	KIFC1,KIFC1	NM_002263,NM_002263
6	33492468	33493061	4	cg01300096,cg14021478,cg23565821,cg25785639	Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body	N_Shore,N_Shore,N_Shore,N_Shore	CUTA;CUTA;CUTA;CUTA;CUTA,CUTA;CUTA;CUTA;CUTA;CUTA,CUTA;CUTA;CUTA;CUTA;CUTA,CUTA;CUTA;CUTA;CUTA;CUTA	NM_001014433;NM_001014840;NM_015921;NM_001014838;NM_001014837,NM_001014433;NM_001014840;NM_015921;NM_001014838;NM_001014837,NM_001014433;NM_001014840;NM_015921;NM_001014838;NM_001014837,NM_001014433;NM_001014840;NM_015921;NM_001014838;NM_001014837
6	33502424	33504225	10	cg06472065,cg15587013,cg27449651,cg23157971,cg15264710,cg17235827,cg24852032,cg03505346,cg00478874,cg11901544	Body,Body,Body,Body,Body,Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island	SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1,SYNGAP1	NM_006772,NM_006772,NM_006772,NM_006772,NM_006772,NM_006772,NM_006772,NM_006772,NM_006772,NM_006772
6	33530846	33530973	3	cg00408278,cg20104774,cg17931024	5UTR,Body,Body	S_Shore,S_Shore,S_Shore	ZBTB9,ZBTB9,ZBTB9	NM_152735,NM_152735,NM_152735	hypo.chimp
6	33746784	33746900	2	cg06328100,cg16204066	Body,Body	_,_	ITPR3,ITPR3	NM_002224,NM_002224	hypo.chimp
6	34132340	34132457	3	cg10270430,cg21797718,cg00070899	Body,Body,Body	Island,Island,S_Shore	GRM4,GRM4,GRM4	NM_000841,NM_000841,NM_000841	hypo.chimp
6	34221921	34222362	2	cg12284521,cg16392860	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
6	35543671	35543830	2	cg06209740,cg00664084	TSS1500,TSS1500	N_Shore,Island	RPL10A,RPL10A	NM_007104,NM_007104	hypo.chimp
6	35587328	35588757	7	cg00247631,cg12827262,cg27532732,cg02569698,cg25830052,cg03368787,cg01109227	Body,Body,Body,Body,Body,1stExon,TSS200	N_Shore,Island,Island,Island,S_Shore,S_Shore,S_Shore	TULP1,TULP1,TULP1,TULP1,TULP1,TULP1,TULP1	NM_003322,NM_003322,NM_003322,NM_003322,NM_003322,NM_003322,NM_003322	hypo.chimp
6	36207101	36207173	2	cg17087669,cg25458520	Body,Body	S_Shore,S_Shore	MAPK13,MAPK13	NM_002754,NM_002754	hyper.chimp
6	36517345	36517473	2	cg18748525,cg06422757	5UTR;TSS1500,5UTR;TSS1500	N_Shore,N_Shore	PXT1;KCTD20,PXT1;KCTD20	NM_152990;NM_173562,NM_152990;NM_173562	hyper.chimp
6	37700849	37700953	2	cg15347434,cg23643980	_,_	_,_	_,_	_,_	hypo.chimp
6	37884571	37884575	2	cg04581073,cg02192731	_,_	_,_	_,_	_,_	hypo.chimp
6	40830375	40831016	4	cg17017189,cg12745203,cg24003832,cg23609027	_,_	_,_	_,_	_,_	hyper.chimp
6	41811591	41812186	4	cg06378976,cg23594693,cg09490007,cg02822838	5UTR;TSS1500,5UTR;TSS1500;1stExon,TSS200;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	TFEB;TFEB,TFEB;TFEB;TFEB,TFEB;TFEB,TFEB;TFEB	NM_001167827;NM_007162,NM_001167827;NM_007162;NM_001167827,NM_001167827;NM_007162,NM_001167827;NM_007162	hyper.chimp
6	42253517	42254121	2	cg06049111,cg19489494	Body,Body	N_Shore,S_Shore	GUCA1A,GUCA1A	NM_000409,NM_000409	hyper.chimp
6	42339138	42339180	2	cg17399647,cg17291767	Body,Body	S_Shelf,S_Shelf	TRERF1,TRERF1	NM_033502,NM_033502	hypo.chimp
6	42846999	42847617	3	cg07481320,cg24520538,cg05945608	_,_	_,_	_,_	_,_	hyper.chimp
6	42896541	42897031	2	cg14378057,cg15679095	TSS1500,5UTR	_,_	KIAA0240,KIAA0240	NM_015349,NM_015349
6	43035261	43035937	2	cg26549425,cg24815792	TSS1500,TSS1500	N_Shore,N_Shore	GNMT,GNMT	NM_018960,NM_018960
6	43096900	43097074	2	cg11000707,cg09478591	3UTR;TSS1500,TSS1500	N_Shore,N_Shore	KLHDC3;C6orf153,C6orf153	NM_057161;NM_033112,NM_033112	hypo.chimp
6	43351923	43352282	2	cg06892548,cg06241901	Body,Body	Island,Island	TTBK1,TTBK1	NM_032538,NM_032538	hypo.chimp
6	43531735	43532169	3	cg08724369,cg00482398,cg24236938	5UTR;1stExon;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	DLK2;DLK2;DLK2,DLK2;DLK2,DLK2;DLK2	NM_206539;NM_206539;NM_023932,NM_206539;NM_023932,NM_206539;NM_023932
6	43552942	43552990	2	cg06608166,cg14009632	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	_,_	TJAP1;TJAP1;TJAP1;TJAP1;TJAP1;TJAP1,TJAP1;TJAP1;TJAP1;TJAP1;TJAP1;TJAP1	NM_001146016;NM_001146020;NM_001146018;NM_080604;NR_027394;NM_001146019,NM_001146016;NM_001146020;NM_001146018;NM_080604;NR_027394;NM_001146019
6	46401530	46401821	2	cg06665622,cg19083007	TSS200,TSS1500	_,_	RCAN2,RCAN2	NM_005822,NM_005822
6	46811427	46811513	4	cg03700944,cg19702271,cg16536824,cg11874627	TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200	S_Shore,S_Shore,S_Shore,S_Shore	PLA2G7;PLA2G7,PLA2G7;PLA2G7,PLA2G7;PLA2G7,PLA2G7;PLA2G7	NM_005084;NM_001168357,NM_005084;NM_001168357,NM_005084;NM_001168357,NM_005084;NM_001168357
6	50800564	50800721	2	cg25049698,cg05650260	Body,Body	S_Shore,S_Shore	TFAP2D,TFAP2D	NM_172238,NM_172238
6	52637609	52638139	2	cg26861485,cg19987060	Body;Body,Body;Body	Island,S_Shore	LOC730101;LOC730101,LOC730101;LOC730101	NR_024405;NR_024403,NR_024405;NR_024403
6	53321978	53322217	4	cg24524396,cg20419072,cg01865606,cg10410213	TSS200,TSS200,TSS200,TSS1500	Island,Island,S_Shore,S_Shore	ELOVL5,ELOVL5,ELOVL5,ELOVL5	NM_021814,NM_021814,NM_021814,NM_021814
6	70557789	70557802	2	cg01735991,cg01386735	Body,Body	_,_	LMBRD1,LMBRD1	NM_018368,NM_018368
6	72354963	72355425	5	cg02778237,cg27384088,cg22827864,cg16115513,cg14389840	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_
6	80770127	80770301	2	cg24433016,cg08044663	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	TTK;TTK,TTK;TTK	NM_001166691;NM_003318,NM_001166691;NM_003318
6	83129119	83129241	2	cg14192087,cg02405813	TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	TPBG,TPBG;TPBG	NM_006670,NM_001166392;NM_006670
6	89849248	89849396	2	cg14579997,cg21288889	Body,Body	S_Shore,S_Shore	PNRC1,PNRC1	NM_006813,NM_006813
6	97451392	97451554	2	cg00950244,cg14161400	Body,Body	N_Shore,N_Shore	NDUFAF4,NDUFAF4	NM_014165,NM_014165
6	99948962	99948965	2	cg05237015,cg05567646	TSS200,TSS200	S_Shore,S_Shore	COQ3,COQ3	NM_017421,NM_017421
6	112188183	112188231	2	cg02816367,cg08061598	5UTR;TSS1500,5UTR;TSS1500	_,_	FYN;FYN,FYN;FYN	NM_002037;NM_153048,NM_002037;NM_153048
6	114288379	114288491	2	cg10474881,cg19203457	Body,3UTR	Island,S_Shore	MARCKS,MARCKS	NM_002356,NM_002356	hypo.chimp
6	44389326	44389727	2	cg22760420,cg00910127	TSS1500,TSS1500	S_Shore,S_Shore	AARS2,AARS2	NM_020745,NM_020745	hyper.chimp
6	44548300	44548472	2	cg25747655,cg13130022	_,_	_,_	_,_	_,_	hyper.chimp
6	45716916	45717345	2	cg02810149,cg13323416	_,_	_,_	_,_	_,_	hyper.chimp
6	47552658	47552853	2	cg12968598,cg02130027	TSS1500,TSS1500	N_Shore,N_Shore	CD2AP,CD2AP	NM_012120,NM_012120	hyper.chimp
6	52279932	52279964	2	cg22237300,cg05624930	_,_	Island,Island	_,_	_,_	hyper.chimp
6	53638462	53638529	3	cg00536792,cg15658676,cg19801120	1stExon;5UTR,TSS200,TSS200	_,_	KLHL31;KLHL31,KLHL31,KLHL31	NM_001003760;NM_001003760,NM_001003760,NM_001003760
6	63054089	63054656	4	cg22014661,cg04398581,cg23926793,cg02217159	TSS200,TSS1500,TSS1500,TSS1500	Island,S_Shore,S_Shore,S_Shore	KHDRBS2,KHDRBS2,KHDRBS2,KHDRBS2	NM_152688,NM_152688,NM_152688,NM_152688
6	64339398	64339598	3	cg05394244,cg24631428,cg13770399	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	PTP4A1,PTP4A1,PTP4A1	NM_003463,NM_003463,NM_003463
6	72170043	72170137	2	cg19098437,cg20815778	Body,TSS200	_,_	MIR30A,MIR30A	NR_029504,NR_029504
6	73387018	73387079	2	cg03922126,cg03020545	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	KCNQ5;KCNQ5;KCNQ5;KCNQ5;KCNQ5,KCNQ5;KCNQ5;KCNQ5;KCNQ5;KCNQ5	NM_001160133;NM_019842;NM_001160134;NM_001160130;NM_001160132,NM_001160133;NM_019842;NM_001160134;NM_001160130;NM_001160132
6	74029799	74029849	2	cg21321162,cg06011334	TSS200,TSS1500	S_Shore,S_Shore	KHDC1,KHDC1	NM_030568,NM_030568
6	74076283	74076351	2	cg08289063,cg19690766	Body,Body	Island,Island	C6orf147,C6orf147	NR_027005,NR_027005
6	74217820	74218863	9	cg08905652,cg16390139,cg27279904,cg00463577,cg24713667,cg20758982,cg17162475,cg05525106,cg09527362	Body,Body,1stExon,1stExon;5UTR,TSS200,TSS200,TSS200,TSS200,TSS200	Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	C6orf150,C6orf150,C6orf150,C6orf150;C6orf150,C6orf150,C6orf150,C6orf150,C6orf150,C6orf150	NM_138441,NM_138441,NM_138441,NM_138441;NM_138441,NM_138441,NM_138441,NM_138441,NM_138441,NM_138441	hyper.chimp
6	74289990	74290361	3	cg21596313,cg21427300,cg21953307	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
6	84625476	84625609	2	cg25917853,cg17068311	TSS1500,TSS1500	N_Shore,N_Shore	CYB5R4,CYB5R4	NM_016230,NM_016230	hyper.chimp
6	84799955	84800019	4	cg11021849,cg19046216,cg25640892,cg10231737	TSS200,TSS200,TSS200,TSS200	N_Shore,N_Shore,N_Shore,N_Shore	MRAP2,MRAP2,MRAP2,MRAP2	NM_138409,NM_138409,NM_138409,NM_138409	hyper.chimp
6	86359527	86359669	3	cg24284910,cg07254821,cg15072625	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	SNX14;SNX14,SNX14;SNX14,SNX14;SNX14	NM_020468;NM_153816,NM_020468;NM_153816,NM_020468;NM_153816	hyper.chimp
6	88095742	88095750	2	cg22884082,cg23027296	5UTR;TSS200;5UTR,5UTR;TSS200;5UTR	_,_	C6orf162;GJB7;C6orf162,C6orf162;GJB7;C6orf162	NM_001042493;NM_198568;NM_020425,NM_001042493;NM_198568;NM_020425	hyper.chimp
6	99402191	99403026	3	cg12287785,cg03244411,cg10120816	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
6	106540678	106541089	3	cg08190928,cg23244910,cg15676707	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
6	106652677	106653517	8	cg02667677,cg23778363,cg24793124,cg17521665,cg14359052,cg24874254,cg08742502,cg17143179	Body;TSS1500,Body;TSS1500,Body;TSS1500,Body;TSS200,Body;TSS200,Body;TSS200,Body;TSS200,Body;1stExon;5UTR	_,_	PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1,PRDM1;PRDM1;PRDM1	NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907,NM_001198;NM_182907;NM_182907
6	108549221	108549599	2	cg15190445,cg25782375	_,_	S_Shore,S_Shore	_,_	_,_
6	108551199	108551613	5	cg25323841,cg26298967,cg17176470,cg02532824,cg03707974	_,_	S_Shelf,S_Shelf,S_Shelf,S_Shelf,S_Shelf	_,_	_,_
6	111386186	111386338	3	cg25531478,cg04140496,cg18873593	TSS1500,TSS1500,TSS200	N_Shore,N_Shore,Island	GTF3C6,GTF3C6,GTF3C6	NM_138408,NM_138408,NM_138408
6	116798075	116798958	3	cg15366353,cg12708994,cg09199072	TSS1500;5UTR,TSS1500;5UTR,1stExon;5UTR;5UTR	N_Shore,N_Shore,Island	DSE;DSE,DSE;DSE,DSE;DSE;DSE	NM_013352;NM_001080976,NM_013352;NM_001080976,NM_013352;NM_001080976;NM_013352
6	123142252	123142421	2	cg19097322,cg15042332	TSS200,5UTR;1stExon	_,_	FABP7,FABP7;FABP7	NM_001446,NM_001446;NM_001446	hyper.chimp
6	119710925	119711071	2	cg08416875,cg19722656	Body,Body	N_Shore,N_Shore	MAN1A1,MAN1A1	NM_005907,NM_005907	hypo.chimp
6	123151440	123151602	3	cg01050920,cg12379307,cg19409187	TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore	SMPDL3A,SMPDL3A,SMPDL3A	NM_006714,NM_006714,NM_006714	hyper.chimp
6	124193152	124193202	2	cg13341412,cg03226666	Body,Body	_,_	NKAIN2,NKAIN2	NM_001040214,NM_001040214	hyper.chimp
6	132313241	132313281	2	cg14623917,cg24684168	Body,Body	Island,Island	CTGF,CTGF	NM_001901,NM_001901	hyper.chimp
6	133176397	133176447	2	cg18384235,cg24658452	TSS1500,TSS1500	N_Shore,N_Shore	RPS12,RPS12	NM_001016,NM_001016	hyper.chimp
6	133177597	133178032	2	cg12855988,cg07695625	5UTR;TSS1500,Body;TSS200	S_Shore,S_Shore	RPS12;SNORD101,RPS12;SNORD101	NM_001016;NR_002434,NM_001016;NR_002434
6	134540836	134541112	2	cg14905466,cg03762694	TSS200;Body,Body;TSS1500	S_Shore,S_Shore	SGK1;SGK1,SGK1;SGK1	NM_001143677;NM_001143676,NM_001143676;NM_001143677
6	135861282	135861289	2	cg21539510,cg20128181	Body;TSS1500;TSS1500;TSS1500;TSS1500,Body;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	C6orf217;AHI1;AHI1;AHI1;AHI1,C6orf217;AHI1;AHI1;AHI1;AHI1	NR_026805;NM_001134832;NM_017651;NM_001134831;NM_001134830,NR_026805;NM_001134832;NM_017651;NM_001134831;NM_001134830
6	138934604	138934852	3	cg03379797,cg16292132,cg21543918	1stExon,1stExon;5UTR,1stExon;5UTR	_,_	NHSL1,NHSL1;NHSL1,NHSL1;NHSL1	NM_020464,NM_020464;NM_020464,NM_020464;NM_020464
6	146905971	146906081	3	cg20837557,cg25634742,cg01915609	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	RAB32,RAB32,RAB32	NM_006834,NM_006834,NM_006834
6	150081359	150081460	4	cg06741198,cg10435706,cg26428073,cg01276381	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	LATS1,LATS1,LATS1,LATS1	NM_004690,NM_004690,NM_004690,NM_004690
6	150112390	150112420	2	cg17940234,cg08634157	TSS200,TSS200	Island,Island	PCMT1,PCMT1	NM_005389,NM_005389
6	151228104	151228204	2	cg05977992,cg06244016	TSS1500,TSS200	N_Shore,N_Shore	MTHFD1L,MTHFD1L	NM_015440,NM_015440
6	154874359	154874537	2	cg09288789,cg20019720	TSS1500,TSS1500	S_Shore,S_Shore	CNKSR3,CNKSR3	NM_173515,NM_173515
6	157948950	157949175	2	cg23707590,cg05750031	Body;Body,Body;Body	_,_	ZDHHC14;ZDHHC14,ZDHHC14;ZDHHC14	NM_153746;NM_024630,NM_153746;NM_024630
6	159004358	159004587	3	cg09245698,cg07637741,cg12934258	Body,Body,Body	_,_	SYTL3,SYTL3,SYTL3	NM_001009991,NM_001009991,NM_001009991
6	160102174	160102614	5	cg17952826,cg15298323,cg06131755,cg25736982,cg05504194	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island	ACAT2,ACAT2,ACAT2,ACAT2,ACAT2	NM_005891,NM_005891,NM_005891,NM_005891,NM_005891
6	167968534	167968772	2	cg00310139,cg22321572	Body,Body	N_Shore,N_Shore	C6orf124,C6orf124	NR_027906,NR_027906
6	168160483	168161247	2	cg15371806,cg16912129	TSS1500;TSS1500,TSS200;TSS200	_,_	KIF25;KIF25,KIF25;KIF25	NM_005355;NM_030615,NM_005355;NM_030615
6	168372896	168373157	2	cg07828140,cg20606489	_,_	Island,Island	_,_	_,_
6	168407109	168407995	2	cg17064754,cg01076861	_,_	_,_	_,_	_,_
6	169396617	169396644	2	cg21732383,cg21279806	TSS1500,TSS1500	_,_	THBS2,THBS2	NM_003247,NM_003247
7	578984	579748	4	cg21150288,cg02583740,cg05060486,cg00992090	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	N_Shore,Island,Island,Island	PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B,PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B,PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B,PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B	NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735,NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735,NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735,NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735
7	607863	608653	2	cg16304656,cg21381845	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	N_Shelf,N_Shelf	PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B,PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B;PRKAR1B	NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735,NM_001164759;NM_001164762;NM_001164758;NM_001164760;NM_001164761;NM_002735
7	971274	971615	2	cg09363068,cg16245431	3UTR,3UTR	N_Shelf,N_Shelf	COX19,COX19	NM_001031617,NM_001031617
7	1046999	1047870	4	cg00435616,cg12581298,cg24642844,cg21495349	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,Island,S_Shore,S_Shore	C7orf50;C7orf50;C7orf50,C7orf50;C7orf50;C7orf50,C7orf50;C7orf50;C7orf50,C7orf50;C7orf50;C7orf50	NM_001134395;NM_032350;NM_001134396,NM_001134395;NM_032350;NM_001134396,NM_001134395;NM_032350;NM_001134396,NM_001134395;NM_032350;NM_001134396
7	2389757	2389949	2	cg05985135,cg22348713	_,_	S_Shelf,S_Shelf	_,_	_,_
7	2623645	2623873	2	cg08802482,cg13821785	_,_	_,_	_,_	_,_
7	4314036	4314633	2	cg11746156,cg06137086	_,_	N_Shore,S_Shore	_,_	_,_
7	4750490	4750616	2	cg13589218,cg10118545	Body,Body	N_Shore,N_Shore	FOXK1,FOXK1	NM_001037165,NM_001037165
7	4843959	4844121	2	cg03697173,cg01847021	Body,Body	S_Shore,S_Shore	RADIL,RADIL	NM_018059,NM_018059
7	5259646	5259859	2	cg16451475,cg06595212	_,_	_,_	_,_	_,_
7	6380727	6380734	2	cg05725797,cg06200611	5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon	Island,Island	RAC1;RAC1;RAC1;RAC1,RAC1;RAC1;RAC1;RAC1	NM_006908;NM_018890;NM_006908;NM_018890,NM_006908;NM_018890;NM_006908;NM_018890
7	23212082	23212671	4	cg09755872,cg16180796,cg18081818,cg05407003	_,_	Island,Island,Island,Island	_,_	_,_
7	26157983	26158158	3	cg16882373,cg18844118,cg14534464	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	NFE2L3,NFE2L3,NFE2L3	NM_004289,NM_004289,NM_004289
7	27127045	27127199	2	cg24469729,cg20688917	5UTR;TSS1500,5UTR;TSS1500	N_Shore,N_Shore	HOXA3;HOXA3,HOXA3;HOXA3	NM_153631;NM_030661,NM_153631;NM_030661
7	27135487	27135733	3	cg09574499,cg21367811,cg14042889	Body,Body,Body	N_Shore,N_Shore,N_Shore	HOXA4,HOXA4,HOXA4	NM_002141,NM_002141,NM_002141
7	27137728	27138053	4	cg25967031,cg15196806,cg15624376,cg08203284	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	HOXA4,HOXA4,HOXA4,HOXA4	NM_002141,NM_002141,NM_002141,NM_002141
7	27150116	27150963	4	cg02916332,cg26023912,cg14882265,cg17432857	TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island	HOXA5,HOXA5,HOXA5,HOXA5	NM_019102,NM_019102,NM_019102,NM_019102
7	27159876	27160538	2	cg25727671,cg24389054	3UTR,3UTR	N_Shore,N_Shore	HOXA7,HOXA7	NM_006896,NM_006896
7	27166277	27166481	2	cg21608519,cg08981421	_,_	Island,Island	_,_	_,_
7	27183582	27184131	2	cg09636715,cg15864691	Body,Body	N_Shelf,N_Shore	HOXA10,HOXA10	NM_153715,NM_153715
7	27186574	27187508	2	cg05517976,cg08575233	TSS200,3UTR;TSS1500	S_Shore,S_Shore	HOXA10,HOXA11;HOXA10	NM_153715,NM_005523;NM_153715	hypo.chimp
6	133602917	133603323	2	cg17348951,cg06525347	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	EYA4;EYA4;EYA4,EYA4;EYA4;EYA4	NM_172105;NM_172103;NM_004100,NM_172105;NM_172103;NM_004100	hyper.chimp
6	143813474	143813480	2	cg16388791,cg22025132	1stExon;TSS200,1stExon;TSS200	Island,Island	ADAT2;PEX3,ADAT2;PEX3	NM_182503;NM_003630,NM_182503;NM_003630	hyper.chimp
6	144428111	144428208	5	cg09293391,cg25291978,cg04895233,cg25535418,cg10254692	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	PLAGL1;PLAGL1,PLAGL1;PLAGL1,PLAGL1;PLAGL1,PLAGL1;PLAGL1,PLAGL1;PLAGL1	NM_001080955;NM_001080951,NM_001080955;NM_001080951,NM_001080955;NM_001080951,NM_001080955;NM_001080951,NM_001080955;NM_001080951	hyper.chimp
6	146390309	146392737	14	cg26560871,cg09179079,cg21725954,cg19512268,cg03478199,cg23696752,cg08958294,cg08076125,cg13722123,cg06015218,cg09558195,cg07218663,cg16671069,cg24266105	TSS200;TSS200,TSS200;TSS200,5UTR;1stExon;5UTR;1stExon,5UTR;1stExon;5UTR;1stExon,5UTR;1stExon;5UTR;1stExon,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,S_Shore,S_Shore	GRM1;GRM1,GRM1;GRM1,GRM1;GRM1;GRM1;GRM1,GRM1;GRM1;GRM1;GRM1,GRM1;GRM1;GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1,GRM1;GRM1	NM_000838;NM_001114329,NM_000838;NM_001114329,NM_001114329;NM_001114329;NM_000838;NM_000838,NM_001114329;NM_001114329;NM_000838;NM_000838,NM_001114329;NM_001114329;NM_000838;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838,NM_001114329;NM_000838	hyper.chimp
6	150388414	150388551	3	cg07579404,cg23231670,cg08631427	TSS200,TSS200,TSS200	_,_	RAET1L,RAET1L,RAET1L	NM_130900,NM_130900,NM_130900	hyper.chimp
6	151229030	151229952	2	cg11599612,cg16336494	Body,Body	Island,S_Shore	MTHFD1L,MTHFD1L	NM_015440,NM_015440	hyper.chimp
6	155579593	155579636	3	cg09364590,cg04228709,cg21707172	Body;TSS200,Body;TSS200,Body;TSS200	N_Shelf,N_Shelf,N_Shelf	TIAM2;TIAM2,TIAM2;TIAM2,TIAM2;TIAM2	NM_012454;NM_001010927,NM_012454;NM_001010927,NM_012454;NM_001010927	hyper.chimp
6	155818691	155818867	3	cg21792737,cg07012823,cg21765730	1stExon;5UTR,TSS200,TSS200	_,_	NOX3;NOX3,NOX3,NOX3	NM_015718;NM_015718,NM_015718,NM_015718
6	156759869	156760238	4	cg07292773,cg21795221,cg09056876,cg20021506	_,_	Island,Island,Island,Island	_,_	_,_
6	159280061	159280972	4	cg16073143,cg03739955,cg21583723,cg21497977	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_
6	160473993	160474664	2	cg18105725,cg12197457	Body;Body,Body;Body	N_Shore,Island	SLC22A1;SLC22A1,SLC22A1;SLC22A1	NM_003057;NM_153187,NM_003057;NM_153187
6	161178411	161178446	2	cg09618640,cg15386877	_,_	_,_	_,_	_,_
6	163676921	163677038	2	cg17160525,cg07567256	_,_	_,_	_,_	_,_
6	164208613	164208804	2	cg00056541,cg05681560	_,_	_,_	_,_	_,_
6	166152627	166153054	3	cg24480453,cg04434244,cg05310694	_,_	_,_	_,_	_,_
6	166183618	166183700	2	cg22809491,cg27239981	_,_	N_Shelf,N_Shelf	_,_	_,_
6	166187261	166188173	5	cg05295566,cg02621130,cg00849713,cg06341957,cg16051195	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_
6	166338789	166339128	4	cg21749424,cg19251564,cg20769926,cg08795949	_,_	N_Shelf,N_Shelf,N_Shelf,N_Shelf	_,_	_,_
6	166990043	166990606	3	cg00271210,cg20486651,cg00278517	Body,Body,Body	_,_	RPS6KA2,RPS6KA2,RPS6KA2	NM_001006932,NM_001006932,NM_001006932
6	167331351	167331496	2	cg12798992,cg17024719	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	FGFR1OP;FGFR1OP,FGFR1OP;FGFR1OP	NM_194429;NM_007045,NM_194429;NM_007045
6	167683809	167684513	3	cg23136799,cg08066917,cg06157170	_,_	N_Shore,N_Shore,Island	_,_	_,_
6	168178763	168179202	5	cg24246628,cg08476511,cg12003941,cg18319852,cg14316629	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,S_Shore,S_Shore	KIF25;KIF25,KIF25;KIF25,KIF25;KIF25,KIF25;KIF25,KIF25;KIF25	NM_005355;NM_030615,NM_005355;NM_030615,NM_005355;NM_030615,NM_005355;NM_030615,NM_005355;NM_030615
6	168233243	168233538	3	cg09875471,cg09211372,cg18258564	_,_	_,_	_,_	_,_
6	168245190	168245616	2	cg11347582,cg24993576	_,_	Island,Island	_,_	_,_
6	168668482	168668547	3	cg19641625,cg08495245,cg22333897	Body;Body,Body;Body,Body;Body	_,_	SMOC2;SMOC2,SMOC2;SMOC2,SMOC2;SMOC2	NM_022138;NM_001166412,NM_022138;NM_001166412,NM_022138;NM_001166412
6	169797080	169797257	2	cg11938672,cg18322025	Body,Body	_,N_Shelf	WDR27,WDR27	NM_182552,NM_182552
6	170373292	170373360	2	cg14582154,cg14114043	_,_	S_Shore,S_Shore	_,_	_,_
6	170439251	170439419	2	cg23191576,cg11519760	Body,Body	Island,Island	DLL1,DLL1	NM_005618,NM_005618
7	829302	829325	2	cg07050101,cg01160695	5UTR;5UTR,5UTR;5UTR	Island,Island	UNC84A;UNC84A,UNC84A;UNC84A	NM_001130965;NM_025154,NM_001130965;NM_025154
7	2410274	2410536	2	cg01719895,cg12030710	5UTR,5UTR	Island,Island	CHST12,CHST12	NM_018641,NM_018641
7	2638074	2639515	4	cg19506025,cg15934804,cg23694492,cg09956615	TSS200,Body,Body,Body	Island,S_Shore,S_Shore,S_Shore	TTYH3,TTYH3,TTYH3,TTYH3	NM_025250,NM_025250,NM_025250,NM_025250
7	2647895	2647962	2	cg26551200,cg17550566	Body,Body	_,_	TTYH3,TTYH3	NM_025250,NM_025250
7	4141862	4142391	4	cg19691505,cg11780546,cg06621691,cg13153353	Body;Body,Body;Body,Body;Body,Body;Body	_,_	SDK1;SDK1,SDK1;SDK1,SDK1;SDK1,SDK1;SDK1	NR_027816;NM_152744,NR_027816;NM_152744,NR_027816;NM_152744,NR_027816;NM_152744
7	4150502	4150880	2	cg04612959,cg01572891	Body;Body,Body;Body	_,_	SDK1;SDK1,SDK1;SDK1	NR_027816;NM_152744,NR_027816;NM_152744
7	4730969	4731467	2	cg15176413,cg20349812	Body,Body	N_Shore,Island	FOXK1,FOXK1	NM_001037165,NM_001037165
7	5355307	5357637	11	cg12845678,cg18629514,cg06947694,cg20025824,cg18250135,cg25148306,cg04939944,cg04193909,cg17199010,cg10327399,cg10211530	Body,Body,Body,Body,Body,Body,Body,Body,Body,Body,Body	N_Shelf,N_Shelf,N_Shelf,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18,TNRC18	NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495,NM_001080495
7	5501074	5501124	2	cg07147863,cg08719049	Body,Body	Island,Island	FBXL18,FBXL18	NM_024963,NM_024963
7	5828975	5829135	3	cg09184043,cg13750180,cg26457878	TSS1500,TSS1500,TSS200	N_Shore,N_Shore,N_Shore	ZNF815,ZNF815,ZNF815	NR_023382,NR_023382,NR_023382
7	6670058	6670719	5	cg22541520,cg01447112,cg05732750,cg26503073,cg25573915	_,_	Island,Island,Island,Island,S_Shore	_,_	_,_
7	12576459	12576603	2	cg20328736,cg10915772	TSS1500,TSS200	N_Shore,N_Shore	SCIN,SCIN	NM_001112706,NM_001112706
7	20785292	20785453	3	cg25859099,cg23243400,cg05984317	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
7	22089722	22089840	2	cg19544459,cg23618638	_,_	S_Shore,S_Shore	_,_	_,_
7	23686186	23686207	2	cg18857889,cg04215179	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200	Island,Island	C7orf46;C7orf46;C7orf46,C7orf46;C7orf46;C7orf46	NM_199136;NM_001127364;NM_001127365,NM_199136;NM_001127364;NM_001127365
7	24984965	24985120	3	cg25578967,cg23191354,cg01591025	5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore,N_Shore	OSBPL3;OSBPL3;OSBPL3;OSBPL3,OSBPL3;OSBPL3;OSBPL3;OSBPL3,OSBPL3;OSBPL3;OSBPL3;OSBPL3	NM_015550;NM_145322;NM_145320;NM_145321,NM_015550;NM_145322;NM_145320;NM_145321,NM_015550;NM_145322;NM_145320;NM_145321
7	25958877	25959026	3	cg04939200,cg25573884,cg14536372	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
7	30602287	30602701	4	cg21429551,cg03068497,cg16875104,cg19390658	Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore	GARS,GARS,GARS,GARS	NM_002047,NM_002047,NM_002047,NM_002047
7	31140843	31140993	2	cg17844606,cg03453916	_,_	_,_	_,_	_,_
7	34327485	34327577	2	cg20659752,cg05813788	_,_	_,_	_,_	_,_
7	35044607	35044794	2	cg13068698,cg24927974	TSS1500,TSS1500	S_Shore,S_Shore	DPY19L1,DPY19L1	NM_015283,NM_015283
7	35701544	35701833	3	cg06466797,cg23759826,cg11075346	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	HERPUD2,HERPUD2,HERPUD2	NM_022373,NM_022373,NM_022373
7	37498266	37498343	2	cg06257983,cg22674202	_,_	_,_	_,_	_,_
7	38317463	38317751	4	cg06132400,cg25335841,cg07076816,cg00739278	_,_	Island,Island,Island,Island	_,_	_,_
7	38982069	38982453	2	cg13319711,cg07291445	_,_	Island,Island	_,_	_,_
7	43117693	43118546	5	cg04442388,cg25803632,cg01971676,cg05380503,cg13298841	TSS1500,TSS1500,TSS1500,TSS1500,TSS200	N_Shore,N_Shore,N_Shore,N_Shore,Island	HECW1,HECW1,HECW1,HECW1,HECW1	NM_015052,NM_015052,NM_015052,NM_015052,NM_015052
7	43932143	43932216	3	cg13088374,cg15262984,cg08084737	5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS1500	N_Shore,N_Shore,N_Shore	URGCP;UBE2D4,URGCP;UBE2D4,URGCP;UBE2D4	NM_001077664;NM_015983,NM_001077664;NM_015983,NM_001077664;NM_015983	hyper.chimp
7	27191093	27192297	3	cg24709033,cg18977999,cg01729491	TSS1500;1stExon,TSS200;TSS200,Body;TSS1500	Island,N_Shore,N_Shore	HOXA11AS;HOXA11,HOXA11;HOXA11AS,HOXA11AS;HOXA11	NR_002795;NM_005523,NM_005523;NR_002795,NR_002795;NM_005523	hypo.chimp
7	27199072	27200005	3	cg10083572,cg04707408,cg21332500	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
7	27204418	27204804	2	cg00644317,cg25127444	Body,Body	N_Shore,N_Shore	HOXA13,HOXA13	NM_000522,NM_000522	hypo.chimp
7	27464998	27465004	2	cg18466498,cg10766172	_,_	_,_	_,_	_,_	hypo.chimp
7	29996279	29996301	2	cg13366537,cg08551725	TSS1500;TSS200;Body;TSS1500,TSS1500;TSS200;Body;TSS1500	Island,Island	SCRN1;SCRN1;SCRN1;SCRN1,SCRN1;SCRN1;SCRN1;SCRN1	NM_014766;NM_001145513;NM_001145514;NM_001145515,NM_014766;NM_001145513;NM_001145514;NM_001145515	hypo.chimp
7	31341387	31341845	2	cg02872491,cg10413352	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
7	32077762	32077867	2	cg21530649,cg14465747	TSS1500,TSS1500	S_Shore,S_Shore	PDE1C,PDE1C	NM_005020,NM_005020	hypo.chimp
7	44071109	44072289	8	cg21448875,cg07075347,cg26057752,cg16627090,cg12631925,cg23616741,cg21088488,cg01953390	Body,1stExon,1stExon,1stExon,TSS200,TSS1500,TSS1500,TSS1500	N_Shore,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore	PGAM2,PGAM2,PGAM2,PGAM2,PGAM2,PGAM2,PGAM2,PGAM2	NM_000290,NM_000290,NM_000290,NM_000290,NM_000290,NM_000290,NM_000290,NM_000290	hyper.chimp
7	44109815	44109963	2	cg08495088,cg12955216	TSS1500,TSS1500	_,_	AEBP1,AEBP1	NM_001129,NM_001129	hyper.chimp
7	45154427	45154610	2	cg22500876,cg14833891	_,_	_,_	_,_	_,_	hypo.chimp
7	45266141	45266291	3	cg15970595,cg16518614,cg27630885	_,_	_,_	_,_	_,_	hyper.chimp
7	47542669	47543105	2	cg04879211,cg11203616	5UTR,5UTR	N_Shore,Island	TNS3,TNS3	NM_022748,NM_022748	hyper.chimp
7	47750193	47750474	2	cg25134328,cg25783361	_,_	_,_	_,_	_,_	hyper.chimp
7	47998084	47998325	2	cg12434944,cg22796922	Body;Body,Body;Body	_,_	SUNC1;SUNC1,SUNC1;SUNC1	NM_152782;NM_001030019,NM_152782;NM_001030019	hyper.chimp
7	50103087	50103523	6	cg27094076,cg17237506,cg13000496,cg07750378,cg27183007,cg16261619	Body;Body,Body;Body,Body;Body,1stExon;1stExon,TSS200;TSS200,TSS200;TSS200	N_Shore,Island,Island,Island,S_Shore,S_Shore	ZPBP;ZPBP,ZPBP;ZPBP,ZPBP;ZPBP,ZPBP;ZPBP,ZPBP;ZPBP,ZPBP;ZPBP	NM_001159878;NM_007009,NM_001159878;NM_007009,NM_001159878;NM_007009,NM_007009;NM_001159878,NM_001159878;NM_007009,NM_001159878;NM_007009	hyper.chimp
7	51506415	51507172	7	cg07114310,cg02897667,cg10614809,cg06593753,cg07537562,cg08767820,cg16921727	_,_	_,_	_,_	_,_	hyper.chimp
7	52123323	52123983	3	cg11342198,cg24233426,cg18793404	_,_	_,_	_,_	_,_	hyper.chimp
7	53222441	53222477	2	cg17678740,cg25550279	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
7	53254086	53254620	3	cg25573227,cg01019587,cg26344227	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
7	55114568	55114652	2	cg14688342,cg10550611	Body;Body;Body;Body,Body;Body;Body;Body	_,_	EGFR;EGFR;EGFR;EGFR,EGFR;EGFR;EGFR;EGFR	NM_201283;NM_201284;NM_201282;NM_005228,NM_201283;NM_201284;NM_201282;NM_005228	hypo.chimp
7	55192237	55192677	7	cg05530630,cg05898452,cg18071865,cg02316066,cg16589260,cg21808635,cg20706768	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	_,_	EGFR;EGFR;EGFR,EGFR;EGFR;EGFR,EGFR;EGFR;EGFR,EGFR;EGFR;EGFR,EGFR;EGFR;EGFR,EGFR;EGFR;EGFR,EGFR;EGFR;EGFR	NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228,NM_201284;NM_201282;NM_005228	hypo.chimp
7	56128211	56128387	5	cg15666071,cg26422861,cg17603988,cg08370546,cg21940640	TSS200,TSS200,TSS200,TSS200,TSS1500	_,_	PHKG1,PHKG1,PHKG1,PHKG1,PHKG1	NM_006213,NM_006213,NM_006213,NM_006213,NM_006213	hypo.chimp
7	63986175	63987585	7	cg02097674,cg00287974,cg13990351,cg01129004,cg13100965,cg16681239,cg26451415	_,_	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island	_,_	_,_	hyper.chimp
7	65084763	65085057	3	cg09796320,cg15893346,cg18219226	TSS200,TSS1500,TSS1500	Island,S_Shore,S_Shore	GUSB,GUSB,GUSB	NM_000181,NM_000181,NM_000181	hypo.chimp
7	65146297	65147013	4	cg24568150,cg02423318,cg04406873,cg15652178	_,_	N_Shore,Island,Island,Island	_,_	_,_	hyper.chimp
7	65607220	65607573	2	cg18782651,cg10342821	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
7	69932447	69932461	2	cg19560710,cg25795398	_,_	_,_	_,_	_,_	hyper.chimp
7	72476537	72476712	3	cg03492827,cg12210255,cg13598010	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
7	72631465	72631701	3	cg20004424,cg07452164,cg04669894	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	TBL2,TBL2,TBL2	NM_012453,NM_012453,NM_012453	hypo.chimp
7	72723617	72723690	2	cg24114936,cg15881597	Body,3UTR	S_Shelf,S_Shelf	VPS37D,VPS37D	NM_001077621,NM_001077621
7	72883039	72884342	6	cg21838924,cg15441831,cg16454130,cg04779752,cg17787108,cg02874145	TSS200,TSS200,1stExon;5UTR,1stExon;5UTR,1stExon,3UTR;1stExon	N_Shore,N_Shore,Island,Island,Island,S_Shore	CLDN4,CLDN4,CLDN4;CLDN4,CLDN4;CLDN4,CLDN4,CLDN4;CLDN4	NM_001305,NM_001305,NM_001305;NM_001305,NM_001305;NM_001305,NM_001305,NM_001305;NM_001305	hyper.chimp
7	72821330	72822156	3	cg12169661,cg24419391,cg06101212	3UTR;1stExon,3UTR;1stExon,1stExon	Island,Island,Island	CLDN3;CLDN3,CLDN3;CLDN3,CLDN3	NM_001306;NM_001306,NM_001306;NM_001306,NM_001306	hypo.chimp
7	73424462	73425310	2	cg23933095,cg10052687	Body;Body,Body;Body	N_Shelf,N_Shelf	CLIP2;CLIP2,CLIP2;CLIP2	NM_032421;NM_003388,NM_032421;NM_003388	hypo.chimp
7	75462363	75462635	3	cg06293365,cg15507475,cg03214087	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	TMEM120A,TMEM120A,TMEM120A	NM_031925,NM_031925,NM_031925	hypo.chimp
7	75617406	75617793	3	cg23604683,cg06827198,cg14329783	_,_	N_Shore,Island,Island	_,_	_,_	hypo.chimp
7	75864789	75865002	3	cg09916572,cg08016802,cg20352798	5UTR;1stExon;Body,5UTR;1stExon;Body,5UTR;1stExon;Body	Island,Island,Island	ZP3;ZP3;SRCRB4D,ZP3;ZP3;SRCRB4D,ZP3;ZP3;SRCRB4D	NM_007155;NM_007155;NM_080744,NM_007155;NM_007155;NM_080744,NM_007155;NM_007155;NM_080744
7	77507633	77507952	4	cg24543015,cg25914921,cg01239112,cg05763154	Body,Body,Body,Body	Island,Island,Island,Island	MAGI2,MAGI2,MAGI2,MAGI2	NM_012301,NM_012301,NM_012301,NM_012301
7	86688293	86688434	3	cg27455578,cg20172885,cg02984009	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	C7orf23,C7orf23,C7orf23	NM_024315,NM_024315,NM_024315
7	93358463	93358502	2	cg13328713,cg19103770	TSS1500,TSS1500	S_Shore,S_Shore	TFPI2,TFPI2	NM_006528,NM_006528
7	93861244	93861805	2	cg24406898,cg09146903	TSS1500,TSS200	_,_	COL1A2,COL1A2	NM_000089,NM_000089
7	94124199	94124605	4	cg21771834,cg27001184,cg03384175,cg20041873	TSS1500;5UTR;TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500;5UTR;TSS1500	Island,Island,Island,S_Shore	SGCE;PEG10;SGCE;PEG10;SGCE,SGCE;PEG10;SGCE;PEG10;SGCE,SGCE;PEG10;SGCE;PEG10;SGCE,SGCE;PEG10;SGCE;PEG10;SGCE	NM_001099401;NM_015068;NM_001099400;NM_001040152;NM_003919,NM_001099401;NM_015068;NM_001099400;NM_001040152;NM_003919,NM_001099401;NM_015068;NM_001099400;NM_001040152;NM_003919,NM_001099401;NM_015068;NM_001099400;NM_001040152;NM_003919
7	94791589	94792080	8	cg07404485,cg05342682,cg04155289,cg19678392,cg21856205,cg17330251,cg01874867,cg20119798	Body,Body,1stExon,1stExon;5UTR,1stExon;5UTR,TSS200,TSS200,TSS1500	N_Shore,N_Shore,Island,Island,Island,Island,S_Shore,S_Shore	PON1,PON1,PON1,PON1;PON1,PON1;PON1,PON1,PON1,PON1	NM_000446,NM_000446,NM_000446,NM_000446;NM_000446,NM_000446;NM_000446,NM_000446,NM_000446,NM_000446
7	94863343	94864184	16	cg22784187,cg08167951,cg23230584,cg08520743,cg08828819,cg15927196,cg15500865,cg25572105,cg25161512,cg11435506,cg27413563,cg04080282,cg26457160,cg10329418,cg27166921,cg08461772	Body,1stExon,TSS200,TSS200,TSS200,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore	PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3,PON3	NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940,NM_000940
7	97938105	97938355	3	cg06195987,cg11107212,cg15383322	_,_	Island,Island,S_Shore	_,_	_,_
7	98988034	98988047	2	cg24012595,cg14682846	TSS1500,TSS1500	S_Shore,S_Shore	C7orf38,C7orf38	NM_145111,NM_145111
7	99562048	99562180	3	cg24028459,cg26425691,cg24542725	TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore	MBLAC1,MBLAC1,MBLAC1	NM_203397,NM_203397,NM_203397
7	100037888	100037945	3	cg26777475,cg06402330,cg02797569	1stExon;5UTR,1stExon;5UTR,1stExon;5UTR	N_Shore,N_Shore,N_Shore	PCOLCE;PCOLCE,PCOLCE;PCOLCE,PCOLCE;PCOLCE	NM_002593;NM_002593,NM_002593;NM_002593,NM_002593;NM_002593	hyper.chimp
7	81237244	81237683	6	cg06055763,cg08005849,cg23838245,cg06745740,cg22543992,cg15567428	5UTR;1stExon;1stExon;1stExon;5UTR;1stExon;5UTR;5UTR;5UTR;1stExon,5UTR;1stExon;1stExon;1stExon;5UTR;1stExon;5UTR;5UTR;5UTR;1stExon,TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	_,_	HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF,HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF;HGF,HGF;HGF;HGF;HGF;HGF,HGF;HGF;HGF;HGF;HGF,HGF;HGF;HGF;HGF;HGF,HGF;HGF;HGF;HGF;HGF	NM_001010932;NM_001010934;NM_001010931;NM_000601;NM_001010931;NM_001010933;NM_001010934;NM_001010933;NM_000601;NM_001010932,NM_001010932;NM_001010934;NM_001010931;NM_000601;NM_001010931;NM_001010933;NM_001010934;NM_001010933;NM_000601;NM_001010932,NM_001010932;NM_001010933;NM_001010934;NM_001010931;NM_000601,NM_001010932;NM_001010933;NM_001010934;NM_001010931;NM_000601,NM_001010931;NM_001010932;NM_001010933;NM_001010934;NM_000601,NM_001010931;NM_001010932;NM_001010933;NM_001010934;NM_000601	hypo.chimp
7	83216961	83217040	2	cg11556135,cg11397033	_,_	Island,Island	_,_	_,_	hypo.chimp
7	86434572	86434584	2	cg03360716,cg25955614	Body;Body;TSS1500,Body;Body;TSS1500	_,_	KIAA1324L;KIAA1324L;KIAA1324L,KIAA1324L;KIAA1324L;KIAA1324L	NM_001142749;NR_030672;NM_152748,NM_001142749;NR_030672;NM_152748	hypo.chimp
7	87686079	87686294	3	cg11616676,cg11154552,cg02590886	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	SRI;SRI,SRI;SRI,SRI;SRI	NM_003130;NM_198901,NM_003130;NM_198901,NM_003130;NM_198901	hypo.chimp
7	87812658	87812669	2	cg27221053,cg03673737	_,_	_,_	_,_	_,_	hypo.chimp
7	88227218	88227278	2	cg21159370,cg11134720	1stExon;5UTR,1stExon	Island,S_Shore	ZNF804B;ZNF804B,ZNF804B	NM_181646;NM_181646,NM_181646
7	91348341	91348383	2	cg16284459,cg01785046	TSS1500,TSS1500	Island,S_Shore	MTERF,MTERF	NM_006980,NM_006980
7	94953130	94953168	2	cg21787063,cg19100779	TSS200;TSS200,TSS200;TSS200	_,_	ASB4;ASB4,ASB4;ASB4	NM_145872;NM_016116,NM_145872;NM_016116
7	96471567	96471662	2	cg20189913,cg00774005	Body,Body	N_Shore,N_Shore	DLX6AS,DLX6AS	NR_015448,NR_015448
7	97749874	97750085	2	cg23245481,cg06524039	Body;Body,Body;Body	S_Shore,S_Shore	BRI3;BRI3,BRI3;BRI3	NM_015379;NM_001159491,NM_015379;NM_001159491
7	98086815	98087039	4	cg20314490,cg02368096,cg07666532,cg15750986	Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore	NPTX2,NPTX2,NPTX2,NPTX2	NM_002523,NM_002523,NM_002523,NM_002523
7	98173099	98173386	4	cg02888048,cg06900216,cg25601515,cg26698749	_,_	_,_	_,_	_,_
7	98313551	98313745	2	cg20838631,cg05572568	TSS1500,TSS1500	N_Shore,N_Shore	TRRAP,TRRAP	NM_003496,NM_003496
7	98905079	98905098	2	cg07241675,cg03476791	_,_	N_Shelf,N_Shelf	_,_	_,_
7	99433212	99433594	3	cg22531904,cg14163444,cg14736458	_,_	Island,Island,S_Shore	_,_	_,_
7	99604601	99604971	2	cg14392168,cg24616382	TSS1500,TSS1500	N_Shelf,N_Shore	GAL3ST4,GAL3ST4	NM_024637,NM_024637
7	99913282	99913338	2	cg13975648,cg05175020	Body,Body	Island,Island	TSC22D4,TSC22D4	NM_030935,NM_030935
7	100048484	100048681	3	cg10240853,cg01157261,cg12993791	Body;1stExon;1stExon;Body,Body;Body;Body;Body,Body;Body;Body;Body	Island,Island,S_Shore	MOSPD3;MOSPD3;MOSPD3;MOSPD3,MOSPD3;MOSPD3;MOSPD3;MOSPD3,MOSPD3;MOSPD3;MOSPD3;MOSPD3	NM_001040098;NM_001040099;NM_023948;NM_001040097,NM_001040098;NM_001040099;NM_001040097;NM_023948,NM_001040098;NM_001040099;NM_001040097;NM_023948
7	100062493	100062870	2	cg11751434,cg15510373	Body,Body	Island,S_Shore	TFR2,TFR2	NM_003227,NM_003227
7	100113998	100114911	2	cg05208895,cg21055462	Body,_	S_Shelf,S_Shelf	GNB2,_	NM_005273,_
7	100181019	100181046	2	cg20848291,cg16850897	Body;Body,Body;Body	_,_	ZAN;ZAN,ZAN;ZAN	NM_173059;NM_003386,NM_173059;NM_003386
7	100397123	100399595	7	cg03979532,cg19956866,cg03639917,cg25133533,cg13873802,cg20238355,cg03982074	_,TSS1500,TSS1500,TSS200	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shelf,S_Shelf	_,MUC12,MUC12,MUC12	_,NM_001164462,NM_001164462,NM_001164462
7	100587082	100587456	2	cg24080086,cg07151160	Body,Body	S_Shore,S_Shelf	AP1S1,AP1S1	NM_001283,NM_001283
7	101299249	101299651	3	cg15460531,cg19703240,cg14526021	Body;Body;Body,Body;Body;Body,Body;Body;Body	_,_	CUX1;CUX1;CUX1,CUX1;CUX1;CUX1,CUX1;CUX1;CUX1	NM_181500;NM_181552;NM_001913,NM_181500;NM_181552;NM_001913,NM_181500;NM_181552;NM_001913
7	101891302	101891812	2	cg03069737,cg07404418	TSS1500;Body,TSS1500;Body	N_Shore,N_Shore	LRWD1;ALKBH4,LRWD1;ALKBH4	NM_152892;NM_017621,NM_152892;NM_017621
7	102340529	102340693	5	cg02724472,cg27481555,cg20442697,cg20485874,cg19561297	TSS200;Body;TSS200;Body,5UTR;Body;5UTR;1stExon;1stExon;Body,5UTR;Body;5UTR;1stExon;1stExon;Body,5UTR;Body;5UTR;1stExon;1stExon;Body,5UTR;Body;5UTR;1stExon;1stExon;Body	_,_	LRRC17;FBXL13;LRRC17;FBXL13,LRRC17;FBXL13;LRRC17;LRRC17;LRRC17;FBXL13,LRRC17;FBXL13;LRRC17;LRRC17;LRRC17;FBXL13,LRRC17;FBXL13;LRRC17;LRRC17;LRRC17;FBXL13,LRRC17;FBXL13;LRRC17;LRRC17;LRRC17;FBXL13	NM_005824;NM_145032;NM_001031692;NM_001111038,NM_005824;NM_145032;NM_001031692;NM_005824;NM_001031692;NM_001111038,NM_005824;NM_145032;NM_001031692;NM_005824;NM_001031692;NM_001111038,NM_005824;NM_145032;NM_001031692;NM_005824;NM_001031692;NM_001111038,NM_005824;NM_145032;NM_001031692;NM_005824;NM_001031692;NM_001111038
7	123272221	123272288	2	cg00422716,cg08158805	TSS1500,TSS200	_,_	HYAL4,HYAL4	NM_012269,NM_012269
7	128364887	128365055	3	cg14349538,cg26616347,cg06630958	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS1500;TSS200;TSS200;TSS200;TSS1500	N_Shore,N_Shore,Island	IRF5;IRF5;IRF5;IRF5;IRF5;IRF5,IRF5;IRF5;IRF5;IRF5;IRF5;IRF5,IRF5;IRF5;IRF5;IRF5;IRF5;IRF5	NM_001098630;NM_032643;NM_001098629;NM_001098628;NM_001098631;NM_002200,NM_001098630;NM_032643;NM_001098629;NM_001098628;NM_001098631;NM_002200,NM_001098630;NM_032643;NM_002200;NM_001098628;NM_001098629;NM_001098631
7	128482784	128484219	4	cg11209892,cg24176311,cg04902364,cg21587477	Body;TSS1500,Body;TSS1500,Body;TSS1500,Body	N_Shore,Island,Island,S_Shore	LOC286016;TNPO3,LOC286016;TNPO3,LOC286016;TNPO3,LOC286016	NR_002187;NM_012470,NR_002187;NM_012470,NR_002187;NM_012470,NR_002187
7	129211775	129211954	2	cg11627823,cg20218280	_,_	N_Shore,N_Shore	_,_	_,_
7	135063389	135063772	6	cg02005755,cg25963505,cg23715104,cg17382310,cg19548649,cg03640993	5UTR;1stExon,TSS200,TSS200,TSS200,TSS200,TSS1500	_,_	SLC13A4;SLC13A4,SLC13A4,SLC13A4,SLC13A4,SLC13A4,SLC13A4	NM_012450;NM_012450,NM_012450,NM_012450,NM_012450,NM_012450,NM_012450	hypo.chimp
7	100272919	100273128	2	cg01903971,cg08302003	_,_	Island,Island	_,_	_,_	hyper.chimp
7	100630780	100632367	6	cg00159289,cg00836662,cg10147075,cg18046464,cg02258703,cg10333402	1stExon,TSS200,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,Island,Island,Island,Island	MOGAT3,MOGAT3,MOGAT3,MOGAT3,MOGAT3,MOGAT3	NM_178176,NM_178176,NM_178176,NM_178176,NM_178176,NM_178176	hyper.chimp
7	100708663	100708712	2	cg09403190,cg14846372	_,_	_,_	_,_	_,_	hyper.chimp
7	101555396	101555594	3	cg11911769,cg09244071,cg15755348	Body;Body;Body,Body;Body;Body,Body;Body;Body	_,_	CUX1;CUX1;CUX1,CUX1;CUX1;CUX1,CUX1;CUX1;CUX1	NM_181500;NM_181552;NM_001913,NM_181500;NM_181552;NM_001913,NM_181500;NM_181552;NM_001913	hyper.chimp
7	102707559	102708007	3	cg14337134,cg15401523,cg21525314	Body;Body,Body;Body,Body;TSS200	Island,Island,Island	DPY19L2P2;DPY19L2P2,DPY19L2P2;DPY19L2P2,DPY19L2P2;DPY19L2P2	NR_027768;NR_003561,NR_027768;NR_003561,NR_027768;NR_003561	hyper.chimp
7	103635988	103636038	2	cg02020528,cg00200074	TSS1500;TSS1500,TSS1500;TSS1500	_,_	ORC5L;ORC5L,ORC5L;ORC5L	NM_002553;NM_181747,NM_002553;NM_181747	hyper.chimp
7	104656425	104656524	2	cg18041893,cg13950905	Body;Body,Body;Body	_,_	SRPK2;SRPK2,SRPK2;SRPK2	NM_182691;NM_182692,NM_182691;NM_182692	hyper.chimp
7	111818610	111819382	2	cg21761811,cg02507480	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
7	112218008	112218015	2	cg13391638,cg26371512	TSS1500,TSS1500	S_Shore,S_Shore	TMEM168,TMEM168	NM_022484,NM_022484	hyper.chimp
7	113842310	113842440	2	cg01306563,cg19655952	1stExon;5UTR;5UTR;1stExon;5UTR;1stExon,1stExon;5UTR;5UTR;1stExon;5UTR;1stExon	_,_	FOXP2;FOXP2;FOXP2;FOXP2;FOXP2;FOXP2,FOXP2;FOXP2;FOXP2;FOXP2;FOXP2;FOXP2	NM_148898;NM_148898;NM_148899;NM_014491;NM_014491;NM_148899,NM_148898;NM_148898;NM_148899;NM_014491;NM_014491;NM_148899	hyper.chimp
7	124191480	124191708	3	cg26278103,cg23799901,cg27533119	1stExon,1stExon,1stExon	Island,Island,N_Shore	GPR37,GPR37,GPR37	NM_005302,NM_005302,NM_005302	hyper.chimp
7	127628862	127629163	2	cg21566081,cg19500766	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
7	127694125	127695120	3	cg00147849,cg11859982,cg21292068	_,_	N_Shelf,N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
7	127834677	127834688	2	cg07017242,cg16409368	Body;Body;Body;TSS1500;TSS1500;Body;TSS1500,Body;Body;Body;TSS1500;TSS1500;Body;TSS1500	S_Shore,S_Shore	IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1,IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1;IMPDH1	NM_001142576;NM_183243;NM_000883;NM_001142573;NM_001142574;NM_001102605;NM_001142575,NM_001142576;NM_183243;NM_000883;NM_001142573;NM_001142574;NM_001102605;NM_001142575	hyper.chimp
7	128338168	128338203	2	cg04729004,cg07046546	TSS200;TSS200,TSS200;TSS200	S_Shore,S_Shore	KCP;KCP,KCP;KCP	NM_001135914;NM_199349,NM_001135914;NM_199349	hyper.chimp
7	128571333	128571678	4	cg00566516,cg00269643,cg17405908,cg11303670	TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore	TSPAN33,TSPAN33,TSPAN33,TSPAN33	NM_178562,NM_178562,NM_178562,NM_178562	hyper.chimp
7	129912955	129914107	12	cg22115706,cg04029027,cg02490034,cg11865119,cg09059945,cg01793704,cg16511229,cg02169391,cg08077673,cg01888566,cg05373657,cg15164103	TSS1500,TSS1500,TSS1500,TSS200,TSS200,TSS200,1stExon;5UTR,1stExon;5UTR,5UTR,5UTR,5UTR,5UTR	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island,S_Shore	MEST,MEST,MEST,MEST,MEST,MEST,MEST;MEST,MEST;MEST,MEST,MEST,MEST,MEST	NM_177524,NM_177524,NM_177524,NM_177524,NM_177524,NM_177524,NM_177524;NM_177524,NM_177524;NM_177524,NM_177524,NM_177524,NM_177524,NM_177524	hyper.chimp
7	135312885	135313514	3	cg23398173,cg21537187,cg22530927	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	MTPN;LUZP6,MTPN;LUZP6,MTPN;LUZP6	NM_145808;NM_001128619,NM_145808;NM_001128619,NM_145808;NM_001128619	hypo.chimp
7	136203628	136203783	3	cg25150440,cg02866106,cg04748704	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS200;TSS1500;TSS200;TSS1500	N_Shore,N_Shore,N_Shore	CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2,CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2,CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2;CHRM2	NM_001006631;NM_001006627;NM_001006630;NM_001006628;NM_000739;NM_001006626;NM_001006632;NM_001006629,NM_001006631;NM_001006627;NM_001006630;NM_001006628;NM_000739;NM_001006626;NM_001006632;NM_001006629,NM_001006631;NM_001006628;NM_000739;NM_001006626;NM_001006630;NM_001006632;NM_001006627;NM_001006629	hypo.chimp
7	136679512	136679637	2	cg03314963,cg15284177	TSS1500,TSS1500	_,_	PTN,PTN	NM_002825,NM_002825	hypo.chimp
7	139575898	139576183	2	cg01003666,cg21056706	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
7	140897327	140898102	3	cg11030575,cg25473596,cg07640820	TSS1500,TSS200,5UTR	N_Shore,N_Shore,S_Shore	AGK,AGK,AGK	NM_018238,NM_018238,NM_018238
7	147667247	147667326	2	cg03892601,cg06730364	Body,Body	N_Shore,N_Shore	CNTNAP2,CNTNAP2	NM_014141,NM_014141
7	148612519	148613637	4	cg08280936,cg14570307,cg04109768,cg16322205	Body,Body,Body,Body	N_Shore,Island,Island,S_Shore	ZNF783,ZNF783,ZNF783,ZNF783	NR_015357,NR_015357,NR_015357,NR_015357
7	149102817	149102982	2	cg16902863,cg01776278	TSS1500,TSS1500	S_Shore,S_Shore	SSPO,SSPO	NM_198455,NM_198455
7	149115731	149115918	2	cg16516272,cg00867835	Body,Body	N_Shelf,N_Shelf	SSPO,SSPO	NM_198455,NM_198455
7	149200816	149201061	5	cg19809988,cg12691229,cg23903252,cg06961439,cg09469432	TSS200;TSS200;Body,TSS200;TSS200;Body,TSS200;TSS200;Body,TSS200;TSS200;Body,5UTR;Body;5UTR;1stExon;1stExon	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	ATP6V0E2;ATP6V0E2;LOC401431,ATP6V0E2;ATP6V0E2;LOC401431,ATP6V0E2;ATP6V0E2;LOC401431,ATP6V0E2;ATP6V0E2;LOC401431,ATP6V0E2;LOC401431;ATP6V0E2;ATP6V0E2;ATP6V0E2	NM_145230;NM_001100592;NR_027040,NM_145230;NM_001100592;NR_027040,NM_145230;NM_001100592;NR_027040,NM_145230;NM_001100592;NR_027040,NM_001100592;NR_027040;NM_145230;NM_145230;NM_001100592
7	150129426	150129776	2	cg03964111,cg10409299	TSS200;TSS1500;TSS1500;TSS1500;5UTR,TSS1500;TSS1500;TSS1500;TSS1500;Body	S_Shore,S_Shore	TMEM176B;TMEM176B;TMEM176B;TMEM176B;TMEM176A,TMEM176B;TMEM176B;TMEM176B;TMEM176B;TMEM176A	NM_014020;NM_001101314;NM_001101311;NM_001101312;NM_018487,NM_014020;NM_001101314;NM_001101311;NM_001101312;NM_018487	hyper.chimp
7	149894257	149895217	2	cg18342581,cg10777178	TSS1500,TSS200	_,_	GIMAP4,GIMAP4	NM_018326,NM_018326	hypo.chimp
7	150274848	150275799	6	cg06251500,cg01559770,cg21737698,cg11857646,cg04839131,cg17402325	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island,S_Shore	KCNH2;KCNH2,KCNH2;KCNH2,KCNH2;KCNH2,KCNH2;KCNH2,KCNH2;KCNH2,KCNH2;KCNH2	NM_172057;NM_000238,NM_172057;NM_000238,NM_172057;NM_000238,NM_172057;NM_000238,NM_172057;NM_000238,NM_172057;NM_000238	hyper.chimp
7	150336805	150337201	3	cg10501602,cg00700487,cg07841866	Body,Body,Body	Island,Island,S_Shore	NOS3,NOS3,NOS3	NM_000603,NM_000603,NM_000603	hyper.chimp
7	150341380	150342382	4	cg15183092,cg09519327,cg02027878,cg25025646	3UTR;Body,3UTR;Body,3UTR;Body,3UTR;3UTR	Island,Island,Island,S_Shore	ATG9B;NOS3,ATG9B;NOS3,ATG9B;NOS3,NOS3;ATG9B	NM_173681;NM_000603,NM_173681;NM_000603,NM_173681;NM_000603,NM_000603;NM_173681
7	150404642	150404933	2	cg06807926,cg18443486	3UTR;3UTR,Body;Body	N_Shelf,N_Shelf	FASTK;FASTK,FASTK;FASTK	NM_006712;NM_033015,NM_033015;NM_006712
7	150432690	150432722	2	cg12538435,cg04712895	Body;Body,Body;Body	_,_	AGAP3;AGAP3,AGAP3;AGAP3	NM_001042535;NM_031946,NM_001042535;NM_031946
7	150788073	150788173	3	cg15935721,cg07748583,cg04567517	_,_	_,_	_,_	_,_
7	150959049	150959857	2	cg09449988,cg18334211	Body;Body;Body,Body;Body;Body	_,_	PRKAG2;PRKAG2;PRKAG2,PRKAG2;PRKAG2;PRKAG2	NM_016203;NM_001040633;NM_024429,NM_016203;NM_001040633;NM_024429
7	151063953	151064259	2	cg10037579,cg01588379	Body;Body,Body;Body	_,_	PRKAG2;PRKAG2,PRKAG2;PRKAG2	NM_016203;NM_001040633,NM_016203;NM_001040633
7	151142834	151143631	2	cg09397579,cg26482626	1stExon;5UTR;Body,Body;TSS1500	_,_	PRKAG2;PRKAG2;PRKAG2,PRKAG2;PRKAG2	NM_001040633;NM_001040633;NM_016203,NM_016203;NM_001040633	hyper.chimp
7	150385014	150385216	2	cg07184237,cg02203833	Body;Body,Body;Body	N_Shore,N_Shore	CDK5;CDK5,CDK5;CDK5	NM_004935;NM_001164410,NM_004935;NM_001164410	hypo.chimp
7	150386504	150386914	5	cg16218204,cg02328113,cg15879755,cg02723617,cg27384352	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	CDK5;CDK5;SLC4A2,CDK5;CDK5;SLC4A2,CDK5;CDK5;SLC4A2,CDK5;CDK5;SLC4A2,CDK5;CDK5;SLC4A2	NM_004935;NM_001164410;NM_003040,NM_004935;NM_001164410;NM_003040,NM_004935;NM_001164410;NM_003040,NM_004935;NM_001164410;NM_003040,NM_004935;NM_001164410;NM_003040	hypo.chimp
7	150389825	150390213	2	cg10842164,cg22168987	5UTR,Body	S_Shore,S_Shore	SLC4A2,SLC4A2	NM_003040,NM_003040
7	150409657	150410323	11	cg11823624,cg03930004,cg15922246,cg10702041,cg27131953,cg27608032,cg07312641,cg12633680,cg22011804,cg22984132,cg03168922	TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500,TSS1500;Body;Body;TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK,FASTK;TMUB1;TMUB1;FASTK	NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712,NM_033015;NM_031434;NM_001136044;NM_006712
7	150527346	150527382	2	cg02961934,cg06506863	_,_	_,_	_,_	_,_
7	150707938	150708834	4	cg19036016,cg22802113,cg21030116,cg02468770	_,_	N_Shore,N_Shore,N_Shore,N_Shore	_,_	_,_
7	150848508	150848894	4	cg22589161,cg21134096,cg24531520,cg06603923	TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,S_Shore,S_Shore	RHEB,RHEB,RHEB,RHEB	NM_005614,NM_005614,NM_005614,NM_005614
7	154335990	154337813	6	cg19868468,cg17805068,cg06239616,cg13574820,cg23305129,cg17062938	_,_	N_Shore,N_Shore,Island,Island,S_Shore,S_Shore	_,_	_,_
7	154867269	154868101	3	cg10214421,cg06542022,cg12823839	_,_	Island,Island,S_Shore	_,_	_,_
7	154948071	154948552	2	cg16935980,cg23466418	Body,3UTR	Island,S_Shore	EN2,EN2	NM_001427,NM_001427	hypo.chimp
7	152087512	152087530	2	cg07998951,cg09126741	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	ACTR3B;ACTR3B,ACTR3B;ACTR3B	NM_020445;NM_001040135,NM_020445;NM_001040135	hyper.chimp
7	152252912	152253068	2	cg08202754,cg17403699	_,_	Island,Island	_,_	_,_	hyper.chimp
7	154977092	154977520	3	cg24517467,cg09406004,cg20960833	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
7	154982733	154983035	2	cg02798848,cg19655177	_,_	_,_	_,_	_,_	hyper.chimp
7	156125829	156126758	3	cg00292135,cg17170568,cg13258700	Body;TSS1500,TSS200;1stExon;5UTR,TSS1500;5UTR	Island,Island,S_Shore	C7orf13;RNF32,C7orf13;RNF32;RNF32,C7orf13;RNF32	NR_026865;NM_030936,NR_026865;NM_030936;NM_030936,NR_026865;NM_030936	hyper.chimp
7	156478838	156478946	2	cg27576576,cg00943382	_,_	_,_	_,_	_,_	hypo.chimp
7	156764925	156765574	4	cg23704936,cg12837306,cg04936178,cg10349687	_,_	Island,Island,Island,Island	_,_	_,_	hypo.chimp
7	156821825	156822191	3	cg23170771,cg14567287,cg12690313	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island,Island	DNAJB6;DNAJB6,DNAJB6;DNAJB6,DNAJB6;DNAJB6	NM_005494;NM_058246,NM_005494;NM_058246,NM_005494;NM_058246	hyper.chimp
7	158511993	158512583	3	cg00459992,cg17267737,cg22153799	_,_	S_Shore,S_Shore,N_Shelf	_,_	_,_	hypo.chimp
8	206578	206703	3	cg17920646,cg24536782,cg03116837	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
8	346203	346726	2	cg11995638,cg11898212	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200	N_Shore,Island	FBXO25;FBXO25;FBXO25,FBXO25;FBXO25;FBXO25	NM_183420;NM_012173;NM_183421,NM_183421;NM_183420;NM_012173	hyper.chimp
8	679392	680059	3	cg07249684,cg21198167,cg05269845	_,_	Island,S_Shore,S_Shore	_,_	_,_	hypo.chimp
8	726004	726572	3	cg16584328,cg18196087,cg27627662	_,_	Island,S_Shore,S_Shore	_,_	_,_	hypo.chimp
8	800529	800937	2	cg05973414,cg08123106	_,_	_,_	_,_	_,_	hypo.chimp
8	1100698	1101218	4	cg16922753,cg19530281,cg01788773,cg02640497	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
8	1391604	1392545	4	cg19722671,cg18167585,cg26864084,cg15305361	_,_	N_Shore,N_Shore,Island,S_Shore	_,_	_,_	hypo.chimp
8	1636929	1637716	3	cg03591606,cg22763586,cg02690013	Body,3UTR,3UTR	Island,S_Shore,S_Shore	DLGAP2,DLGAP2,DLGAP2	NM_004745,NM_004745,NM_004745	hyper.chimp
8	1698453	1698642	2	cg23833896,cg15739309	TSS1500,TSS1500	N_Shore,Island	CLN8,CLN8	NM_018941,NM_018941	hypo.chimp
8	1752703	1753688	4	cg25673948,cg11998141,cg18098065,cg01801826	TSS200,TSS200,_	S_Shore,S_Shore,S_Shore,S_Shore	MIR596,MIR596,_	NR_030326,NR_030326,_	hyper.chimp
8	1776674	1776695	2	cg17458053,cg00783409	5UTR,5UTR	_,_	ARHGEF10,ARHGEF10	NM_014629,NM_014629	hyper.chimp
8	1980372	1980564	3	cg25541958,cg10452704,cg21547624	TSS200,TSS200,5UTR;1stExon	_,_	MYOM2,MYOM2,MYOM2;MYOM2	NM_003970,NM_003970,NM_003970;NM_003970
8	8617786	8618623	6	cg26100214,cg26708874,cg27095592,cg09820716,cg27044841,cg04654363	_,_	N_Shore,Island,Island,Island,Island,Island	_,_	_,_
8	11243382	11243419	2	cg03399933,cg03533216	Body,Body	S_Shore,S_Shore	TDH,TDH	NR_001578,NR_001578
8	11605666	11605765	2	cg17795240,cg26020513	Body,Body	S_Shore,S_Shore	GATA4,GATA4	NM_002052,NM_002052
8	11616259	11616422	2	cg16816874,cg03579045	Body,Body	_,_	GATA4,GATA4	NM_002052,NM_002052
8	17623774	17624015	2	cg05807467,cg17117049	1stExon;5UTR;Body;5UTR;Body,TSS200;Body;5UTR;Body	_,_	MTUS1;MTUS1;MTUS1;MTUS1;MTUS1,MTUS1;MTUS1;MTUS1;MTUS1	NM_001001931;NM_001001931;NM_001001925;NM_001166393;NM_001001924,NM_001001931;NM_001001925;NM_001166393;NM_001001924	hyper.chimp
8	1991217	1991368	3	cg00527552,cg24290751,cg26394687	Body,Body,Body	Island,Island,Island	MYOM2,MYOM2,MYOM2	NM_003970,NM_003970,NM_003970	hypo.chimp
8	3416790	3416888	2	cg11782250,cg15244965	Body,Body	_,_	CSMD1,CSMD1	NM_033225,NM_033225	hypo.chimp
8	6406846	6406978	3	cg20490392,cg25350011,cg04017131	Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	_,_	ANGPT2;ANGPT2;ANGPT2;MCPH1,ANGPT2;ANGPT2;ANGPT2;MCPH1,ANGPT2;ANGPT2;ANGPT2;MCPH1	NM_001118888;NM_001147;NM_001118887;NM_024596,NM_001118888;NM_001147;NM_001118887;NM_024596,NM_001118888;NM_001147;NM_001118887;NM_024596	hypo.chimp
8	6679101	6679289	3	cg07297068,cg24149904,cg21493703	Body,Body,Body	N_Shore,N_Shore,Island	XKR5,XKR5,XKR5	NM_207411,NM_207411,NM_207411	hypo.chimp
8	9948892	9948953	2	cg01535726,cg18452600	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	MSRA;MSRA,MSRA;MSRA	NM_012331;NM_001135670,NM_012331;NM_001135670	hypo.chimp
8	11241292	11241427	3	cg13286698,cg02601489,cg01489256	Body,Body,Body	N_Shore,N_Shore,N_Shore	TDH,TDH,TDH	NR_001578,NR_001578,NR_001578	hypo.chimp
8	11508099	11509290	5	cg12996100,cg09817024,cg16284953,cg24415728,cg23823894	_,_	N_Shore,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_	hypo.chimp
8	18111840	18112050	2	cg15138846,cg21172319	TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;5UTR;TSS200,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR	_,_	NAT1;NAT1;NAT1;NAT1;NAT1;NAT1;NAT1;NAT1,NAT1;NAT1;NAT1;NAT1;NAT1;NAT1;NAT1;NAT1	NM_001160176;NM_001160175;NM_001160173;NM_000662;NM_001160172;NM_001160171;NM_001160179;NM_001160170,NM_001160171;NM_001160173;NM_001160175;NM_001160170;NM_001160172;NM_001160179;NM_001160176;NM_000662
8	18288736	18289567	4	cg24583452,cg24555670,cg23630442,cg15452308	_,_	Island,Island,Island,S_Shore	_,_	_,_
8	21970470	21971456	2	cg24931658,cg17560136	TSS1500;5UTR;5UTR;5UTR,5UTR;TSS1500;5UTR;5UTR;TSS1500;5UTR	Island,S_Shore	EPB49;EPB49;EPB49;EPB49,EPB49;EPB49;EPB49;EPB49;EPB49;EPB49	NM_001114135;NM_001114136;NM_001114139;NM_001114137,NM_001114135;NM_001978;NM_001114136;NM_001114139;NM_001114138;NM_001114137	hyper.chimp
8	20203726	20204289	3	cg09772075,cg27655507,cg15631458	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
8	21980965	21981128	3	cg14746762,cg25985013,cg27315996	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	S_Shore,S_Shore,S_Shore	EPB49;EPB49;EPB49;EPB49;EPB49;EPB49,EPB49;EPB49;EPB49;EPB49;EPB49;EPB49,EPB49;EPB49;EPB49;EPB49;EPB49;EPB49	NM_001114139;NM_001978;NM_001114135;NM_001114138;NM_001114136;NM_001114137,NM_001114139;NM_001978;NM_001114135;NM_001114138;NM_001114136;NM_001114137,NM_001114139;NM_001978;NM_001114135;NM_001114138;NM_001114136;NM_001114137	hyper.chimp
8	22074025	22074117	2	cg19516009,cg00270259	TSS1500,TSS1500	S_Shelf,S_Shelf	SFTPC,SFTPC	NM_003018,NM_003018	hyper.chimp
8	22157977	22158042	2	cg07059360,cg02204148	TSS1500,TSS1500	N_Shore,N_Shore	POLR3D,POLR3D	NM_001722,NM_001722	hypo.chimp
8	22188819	22188937	3	cg21471580,cg02788857,cg18135555	5UTR;1stExon;TSS1500,5UTR;TSS200,5UTR;TSS200	Island,Island,Island	PIWIL2;PIWIL2;PIWIL2,PIWIL2;PIWIL2,PIWIL2;PIWIL2	NM_018068;NM_018068;NM_001135721,NM_018068;NM_001135721,NM_018068;NM_001135721
8	22610772	22611188	2	cg20085265,cg22631350	_,_	S_Shore,S_Shore	_,_	_,_
8	22616867	22618414	9	cg12168054,cg26189139,cg17465752,cg10686304,cg26501026,cg03720745,cg01802415,cg22251569,cg10423052	_,_	N_Shore,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_
8	22791056	22791333	2	cg17836177,cg24494617	Body,Body	_,_	PEBP4,PEBP4	NM_144962,NM_144962
8	23201405	23201474	2	cg21551725,cg24842402	TSS200,TSS200	N_Shore,Island	R3HCC1,R3HCC1	NM_001136108,NM_001136108
8	24207417	24207819	3	cg18757155,cg22915945,cg14976447	TSS200;TSS200,1stExon;1stExon;5UTR;5UTR,Body;Body	_,_	ADAM28;ADAM28,ADAM28;ADAM28;ADAM28;ADAM28,ADAM28;ADAM28	NM_014265;NM_021777,NM_021777;NM_014265;NM_014265;NM_021777,NM_021777;NM_014265
8	27237730	27238039	2	cg23698023,cg00337440	TSS1500;TSS1500;5UTR;5UTR,TSS1500;TSS1500;5UTR;5UTR	N_Shore,N_Shore	PTK2B;PTK2B;PTK2B;PTK2B,PTK2B;PTK2B;PTK2B;PTK2B	NM_173176;NM_173175;NM_004103;NM_173174,NM_173176;NM_173175;NM_004103;NM_173174
8	32623942	32624507	2	cg05861515,cg11481675	Body;Body;Body;Body;Body;5UTR;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body,Body;Body;Body;Body;Body;5UTR;Body;Body;Body;Body;Body;Body;Body;1stExon;Body;Body;Body	_,_	NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1,NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1;NRG1	NM_013960;NM_001160005;NM_001159995;NM_013957;NM_013956;NM_013959;NM_004495;NM_001159999;NM_013962;NM_001160002;NM_013964;NM_013958;NM_001160008;NM_013959;NM_001160001;NM_001160007;NM_001160004,NM_013960;NM_001160005;NM_001159995;NM_013957;NM_013956;NM_013959;NM_004495;NM_001159999;NM_013962;NM_001160002;NM_013964;NM_013958;NM_001160008;NM_013959;NM_001160001;NM_001160007;NM_001160004
8	32904782	32905299	2	cg02143988,cg02617560	_,_	_,_	_,_	_,_
8	37724517	37724941	2	cg11496432,cg08247852	Body;Body,TSS1500;Body	_,_	LOC728024;ERLIN2,LOC728024;ERLIN2	NR_003671;NM_007175,NR_003671;NM_007175
8	38504965	38505593	3	cg03127563,cg11653466,cg02923831	Body,TSS200,TSS1500	_,_	C8orf86,C8orf86,C8orf86	NM_207412,NM_207412,NM_207412
8	38950755	38951885	7	cg18990313,cg12535715,cg16473915,cg15046062,cg27258399,cg04771100,cg00672936	TSS200,1stExon;5UTR,1stExon;5UTR,1stExon,Body,Body,Body	Island,Island,Island,Island,Island,Island,S_Shore	HTRA4,HTRA4;HTRA4,HTRA4;HTRA4,HTRA4,HTRA4,HTRA4,HTRA4	NM_153692,NM_153692;NM_153692,NM_153692;NM_153692,NM_153692,NM_153692,NM_153692,NM_153692
8	41286959	41287638	6	cg00000321,cg06166767,cg14824386,cg07935886,cg01074584,cg07122178	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	SFRP1,SFRP1,SFRP1,SFRP1,SFRP1,SFRP1	NM_003012,NM_003012,NM_003012,NM_003012,NM_003012,NM_003012
8	41852809	41853088	3	cg25052664,cg24800880,cg15333277	Body,Body,Body	Island,Island,S_Shore	ANK1,ANK1,ANK1	NM_001142446,NM_001142446,NM_001142446
8	49810132	49810850	3	cg25457832,cg25342894,cg16571825	Body;Body;Body,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,S_Shore,S_Shore	EFCAB1;EFCAB1;EFCAB1,EFCAB1;EFCAB1;EFCAB1,EFCAB1;EFCAB1;EFCAB1	NM_001142857;NR_024605;NM_024593,NM_001142857;NR_024605;NM_024593,NM_001142857;NR_024605;NM_024593
8	49864040	49864895	3	cg26766403,cg27279876,cg09608534	_,_	_,_	_,_	_,_
8	54768166	54768341	2	cg03996861,cg05903927	_,_	_,_	_,_	_,_
8	55532982	55533922	2	cg11214140,cg15377283	TSS200,Body	Island,Island	SOX17,SOX17	NM_022454,NM_022454
8	57014400	57014844	2	cg04132540,cg06248767	5UTR;5UTR,5UTR;5UTR	_,_	LYN;LYN,LYN;LYN	NM_002350;NM_001111097,NM_002350;NM_001111097
8	57522462	57522546	3	cg27531336,cg09015433,cg23350294	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island	PENK;PENK,PENK;PENK,PENK;PENK	NM_006211;NM_001135690,NM_006211;NM_001135690,NM_006211;NM_001135690
8	63776985	63777106	3	cg24340081,cg16998223,cg21047695	Body,Body,Body	_,_	NKAIN3,NKAIN3,NKAIN3	NM_173688,NM_173688,NM_173688
8	65653451	65653455	2	cg00405554,cg22884051	TSS1500,TSS1500	N_Shore,N_Shore	LOC401463,LOC401463	NR_015374,NR_015374
8	67945421	67945556	2	cg26030713,cg02472291	TSS1500;TSS200;TSS200,1stExon;TSS1500;5UTR;1stExon;5UTR	_,_	C8orf45;C8orf45;C8orf45,C8orf45;C8orf45;C8orf45;C8orf45;C8orf45	NM_001136160;NM_001136161;NM_173518,NM_173518;NM_001136160;NM_001136161;NM_001136161;NM_173518
8	71744338	71744342	2	cg05029558,cg27618939	5UTR;TSS1500,5UTR;TSS1500	S_Shore,S_Shore	XKR9;LACTB2,XKR9;LACTB2	NM_001011720;NM_016027,NM_001011720;NM_016027
8	73079174	73079701	2	cg24523948,cg00588920	_,_	N_Shore,N_Shore	_,_	_,_
8	74167482	74167829	2	cg19307528,cg22853427	Body,1stExon	N_Shore,Island	C8orf84,C8orf84	NM_153225,NM_153225
8	74445366	74445485	3	cg17118775,cg21550804,cg20982046	_,_	_,_	_,_	_,_
8	74822747	74822858	2	cg20646544,cg23686113	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	STAU2;STAU2;STAU2;STAU2;STAU2;STAU2;STAU2,STAU2;STAU2;STAU2;STAU2;STAU2;STAU2;STAU2	NM_001164381;NM_001164380;NM_001164385;NM_001164382;NM_001164384;NM_014393;NM_001164383,NM_001164381;NM_001164380;NM_001164385;NM_001164382;NM_001164384;NM_014393;NM_001164383
8	75425803	75426154	2	cg05501320,cg20546778	Body;5UTR,Body;Body	S_Shore,S_Shore	GDAP1;GDAP1,GDAP1;GDAP1	NM_018972;NM_001040875,NM_018972;NM_001040875	hyper.chimp
8	22354064	22354185	2	cg13180375,cg16102063	TSS1500,TSS1500	Island,Island	PPP3CC,PPP3CC	NM_005605,NM_005605	hypo.chimp
8	25961728	25962160	2	cg06455149,cg09497201	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
8	27344217	27344239	2	cg08948225,cg05896926	Body;Body;Body;Body,Body;Body;Body;Body	_,_	PTK2B;PTK2B;PTK2B;PTK2B,PTK2B;PTK2B;PTK2B;PTK2B	NM_173176;NM_173175;NM_173174;NM_004103,NM_173176;NM_173175;NM_173174;NM_004103	hypo.chimp
8	27505633	27506196	2	cg04921824,cg21666367	_,_	N_Shore,S_Shore	_,_	_,_	hypo.chimp
8	27906094	27906238	2	cg13124863,cg16004055	1stExon;5UTR,TSS200	_,_	SCARA5;SCARA5,SCARA5	NM_173833;NM_173833,NM_173833
8	28616386	28616577	4	cg17048233,cg25028855,cg26001764,cg02882487	5UTR,5UTR,5UTR,5UTR	S_Shore,S_Shore,S_Shore,S_Shore	EXTL3,EXTL3,EXTL3,EXTL3	NM_001440,NM_001440,NM_001440,NM_001440
8	29442927	29443552	2	cg21430685,cg13600477	_,_	_,_	_,_	_,_
8	30705380	30705446	2	cg11633204,cg22990888	TSS1500,TSS1500	S_Shore,S_Shore	GSR,GSR	NM_000637,NM_000637
8	30788855	30789802	2	cg09388991,cg26631144	Body;Body,5UTR;1stExon;5UTR;1stExon	N_Shore,Island	PPP2CB;PPP2CB,PPP2CB;PPP2CB;PPP2CB;PPP2CB	NM_004156;NM_001009552,NM_004156;NM_004156;NM_001009552;NM_001009552
8	31011818	31012032	4	cg20786280,cg03438416,cg08494221,cg13969146	TSS1500;5UTR,TSS1500;5UTR,TSS1500;5UTR,TSS1500;5UTR	_,_	PURG;WRN,PURG;WRN,PURG;WRN,PURG;WRN	NM_001015508;NM_000553,NM_001015508;NM_000553,NM_001015508;NM_000553,NM_001015508;NM_000553
8	33460808	33461496	2	cg16456625,cg23663332	TSS1500,TSS1500	N_Shore,N_Shore	MAK16,MAK16	NM_032509,NM_032509
8	37874412	37874713	2	cg03318906,cg14089503	Body;Body,Body;Body	N_Shore,N_Shore	RAB11FIP1;RAB11FIP1,RAB11FIP1;RAB11FIP1	NM_025151;NM_001002814,NM_025151;NM_001002814
8	38441786	38442216	2	cg02043791,cg13278539	5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore	FGFR1;FGFR1;FGFR1;FGFR1;FGFR1;FGFR1;FGFR1,FGFR1;FGFR1;FGFR1;FGFR1;FGFR1;FGFR1;FGFR1	NM_023111;NM_015850;NM_023110;NM_023106;NM_023105;NM_023108;NM_023107,NM_023111;NM_015850;NM_023110;NM_023106;NM_023105;NM_023108;NM_023107
8	38448993	38449897	2	cg17120578,cg18739367	_,_	S_Shelf,_	_,_	_,_
8	38705094	38705340	2	cg14597214,cg15659713	1stExon;5UTR,1stExon;5UTR	_,_	TACC1;TACC1,TACC1;TACC1	NM_001146216;NM_001146216,NM_001146216;NM_001146216
8	38913988	38914375	2	cg23894287,cg21145938	Body,Body	_,_	PLEKHA2,PLEKHA2	NM_021623,NM_021623
8	39084543	39084649	2	cg03780701,cg16540080	Body,Body	Island,S_Shore	ADAM32,ADAM32	NM_145004,NM_145004
8	41624041	41624150	2	cg10919318,cg25883020	TSS200,TSS200	S_Shore,S_Shore	NKX6-3,NKX6-3	NM_152568,NM_152568
8	42367859	42368084	3	cg17910564,cg03082934,cg17459219	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	VDAC3;VDAC3,VDAC3;VDAC3,VDAC3;VDAC3	NM_001135694;NM_005662,NM_001135694;NM_005662,NM_001135694;NM_005662
8	43220560	43221625	3	cg23638042,cg04520078,cg04799343	_,_	N_Shore,Island,Island	_,_	_,_
8	47165134	47165266	2	cg09622514,cg23706449	_,_	_,_	_,_	_,_
8	52884355	52884790	6	cg21514857,cg22653915,cg13492337,cg24946253,cg20480642,cg10126372	1stExon,TSS200,TSS200,TSS200,TSS200,TSS1500	_,_	PXDNL,PXDNL,PXDNL,PXDNL,PXDNL,PXDNL	NM_144651,NM_144651,NM_144651,NM_144651,NM_144651,NM_144651
8	53488927	53489475	3	cg11283776,cg14321539,cg02504902	_,_	_,_	_,_	_,_
8	55177400	55177441	2	cg18799069,cg20916578	TSS1500,TSS1500	S_Shore,S_Shore	LYPLA1,LYPLA1	NM_006330,NM_006330
8	55249637	55249953	3	cg11783602,cg06042504,cg20636351	_,_	_,_	_,_	_,_
8	57193378	57193434	2	cg18041277,cg08923114	_,_	Island,Island	_,_	_,_
8	61488506	61488966	3	cg21514735,cg21544713,cg10442355	_,_	_,_	_,_	_,_
8	70567068	70567270	3	cg01225788,cg03613662,cg00541476	5UTR;TSS1500;TSS1500;5UTR,5UTR;TSS1500;TSS1500;5UTR,5UTR;TSS1500;TSS1500;5UTR	_,_	SULF1;SULF1;SULF1;SULF1,SULF1;SULF1;SULF1;SULF1,SULF1;SULF1;SULF1;SULF1	NM_015170;NM_001128206;NM_001128205;NM_001128204,NM_015170;NM_001128206;NM_001128205;NM_001128204,NM_015170;NM_001128206;NM_001128205;NM_001128204
8	71143042	71143899	2	cg18570392,cg19518104	Body,Body	N_Shore,N_Shore	PRDM14,PRDM14	NM_024504,NM_024504
8	74360370	74360764	3	cg10924875,cg17187167,cg00461685	_,_	N_Shore,Island,Island	_,_	_,_
8	78075817	78075876	2	cg01780754,cg00451054	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	PXMP3;PXMP3,PXMP3;PXMP3	NM_001079867;NM_000318,NM_001079867;NM_000318
8	93143697	93145353	5	cg02473460,cg01851874,cg18457433,cg07120544,cg00045118	Body;Body;5UTR,Body;5UTR;1stExon;5UTR,Body;5UTR;TSS1500,Body;5UTR;TSS1500,Body;5UTR;TSS1500	_,_	RUNX1T1;RUNX1T1;RUNX1T1,RUNX1T1;RUNX1T1;RUNX1T1;RUNX1T1,RUNX1T1;RUNX1T1;RUNX1T1,RUNX1T1;RUNX1T1;RUNX1T1,RUNX1T1;RUNX1T1;RUNX1T1	NM_004349;NM_175634;NM_175635,NM_175634;NM_175635;NM_004349;NM_004349,NM_175634;NM_175635;NM_004349,NM_175634;NM_175635;NM_004349,NM_175634;NM_175635;NM_004349
8	97726248	97727252	5	cg01892689,cg14332120,cg21184172,cg04986675,cg11536940	TSS1500,TSS1500,TSS1500,TSS1500,5UTR	N_Shore,N_Shore,Island,Island,S_Shore	PGCP,PGCP,PGCP,PGCP,PGCP	NM_016134,NM_016134,NM_016134,NM_016134,NM_016134	hypo.chimp
8	92066986	92067161	2	cg00914041,cg17649385	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
8	94835372	94835522	2	cg23868809,cg08296385	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	TMEM67;TMEM67;TMEM67,TMEM67;TMEM67;TMEM67	NM_001142301;NR_024522;NM_153704,NM_001142301;NR_024522;NM_153704	hyper.chimp
8	95315690	95315990	3	cg10643691,cg07485198,cg25947489	_,_	_,_	_,_	_,_	hyper.chimp
8	100055351	100056140	2	cg09059319,cg14968543	_,_	Island,Island	_,_	_,_	hyper.chimp
8	101417632	101417677	3	cg10334750,cg16450097,cg24450239	_,_	_,_	_,_	_,_	hyper.chimp
8	101730421	101730709	2	cg14635466,cg25374359	Body,Body	N_Shore,N_Shore	SNX31,SNX31	NM_152628,NM_152628	hyper.chimp
8	103206349	103206450	2	cg19308132,cg27110054	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS200,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS200	S_Shore,S_Shore	NCALD;NCALD;NCALD;NCALD;NCALD;NCALD;NCALD,NCALD;NCALD;NCALD;NCALD;NCALD;NCALD;NCALD	NM_001040627;NM_001040626;NM_001040628;NM_001040624;NM_001040629;NM_001040625;NM_001040630,NM_001040627;NM_001040626;NM_001040628;NM_001040624;NM_001040629;NM_001040625;NM_001040630	hyper.chimp
8	105423698	105424231	2	cg08787664,cg02390278	5UTR,5UTR	_,_	TM7SF4,TM7SF4	NM_030788,NM_030788	hypo.chimp
8	105448568	105449161	3	cg23305365,cg07862768,cg20935489	_,_	N_Shore,N_Shore,Island	_,_	_,_	hypo.chimp
8	108579490	108579519	2	cg27616227,cg02536838	TSS200,TSS200	_,_	ANGPT1,ANGPT1	NM_001146,NM_001146	hypo.chimp
8	110443550	110443739	2	cg03012289,cg03668103	TSS1500,TSS200	N_Shore,Island	PKHD1L1,PKHD1L1	NM_177531,NM_177531	hypo.chimp
8	110727030	110727053	2	cg19571412,cg16891965	5UTR;5UTR;5UTR;TSS200;5UTR;5UTR;TSS200;TSS1500;TSS1500;TSS1500;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;TSS200;5UTR;5UTR;TSS200;TSS1500;TSS1500;TSS1500;5UTR;5UTR;5UTR;5UTR	S_Shore,S_Shore	GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN,GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN;GOLSYN	NM_001099743;NM_001099749;NM_001099748;NM_001099751;NM_001099745;NM_017786;NM_001099752;NM_001099753;NM_001099754;NM_001099755;NM_001099744;NM_001099746;NM_001099750;NM_001099747,NM_001099743;NM_001099749;NM_001099748;NM_001099751;NM_001099745;NM_017786;NM_001099752;NM_001099753;NM_001099754;NM_001099755;NM_001099744;NM_001099746;NM_001099750;NM_001099747	hyper.chimp
8	112122315	112122532	2	cg02619464,cg14230692	_,_	_,_	_,_	_,_	hypo.chimp
8	114519523	114520313	4	cg21614735,cg12545721,cg12040201,cg09390350	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,_	_,_	CSMD3;CSMD3,CSMD3;CSMD3,CSMD3;CSMD3,_	NM_198123;NM_052900,NM_198123;NM_052900,NM_198123;NM_052900,_	hyper.chimp
8	117847250	117847458	2	cg09305680,cg13005974	TSS1500,TSS1500	N_Shore,N_Shore	UTP23,UTP23	NM_032334,NM_032334	hyper.chimp
8	118019020	118019425	2	cg08870893,cg21092790	TSS1500,TSS1500	N_Shore,N_Shore	C8orf85,C8orf85	NM_001025357,NM_001025357	hyper.chimp
8	120033811	120033910	3	cg04857420,cg12545993,cg19620294	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	TNFRSF11B,TNFRSF11B,TNFRSF11B	NM_002546,NM_002546,NM_002546	hypo.chimp
8	124124074	124124090	3	cg20684097,cg19987705,cg27121132	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	DERL1;DERL1,DERL1;DERL1,DERL1;DERL1	NM_001134671;NM_024295,NM_001134671;NM_024295,NM_001134671;NM_024295	hyper.chimp
8	124286879	124287077	3	cg27053337,cg21215576,cg26820168	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	FAM83A;FAM83A,FAM83A;FAM83A,FAM83A;FAM83A	NM_032899;NM_207006,NM_032899;NM_207006,NM_032899;NM_207006	hyper.chimp
8	133273280	133273513	2	cg20650029,cg02609144	Body,Body	_,_	KCNQ3,KCNQ3	NM_004519,NM_004519	hyper.chimp
8	134376779	134376910	2	cg17129188,cg20100745	5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore	NDRG1;NDRG1,NDRG1;NDRG1	NM_001135242;NM_006096,NM_001135242;NM_006096	hypo.chimp
8	141179929	141180262	3	cg00155882,cg22807877,cg08626916	Body;Body,Body;Body,Body;Body	Island,Island,S_Shore	TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9	NM_001160372;NM_031466,NM_001160372;NM_031466,NM_001160372;NM_031466	hypo.chimp
8	141317764	141318860	6	cg06900571,cg03918756,cg04404304,cg11152943,cg25229048,cg24388061	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	_,_	TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9,TRAPPC9;TRAPPC9	NM_001160372;NM_031466,NM_001160372;NM_031466,NM_001160372;NM_031466,NM_001160372;NM_031466,NM_001160372;NM_031466,NM_001160372;NM_031466	hypo.chimp
8	141590628	141590902	2	cg08877624,cg22610305	1stExon;Body;5UTR,1stExon;Body	Island,Island	CHRAC1;CHRAC1;CHRAC1,CHRAC1;CHRAC1	NM_017444;NR_023360;NM_017444,NM_017444;NR_023360
8	142163882	142164203	2	cg04497154,cg04124606	_,_	_,_	_,_	_,_
8	142587337	142587840	2	cg12034158,cg02122540	TSS1500,TSS1500	_,_	FLJ43860,FLJ43860	NM_207414,NM_207414
8	142984556	142984577	2	cg15630458,cg26542567	_,_	S_Shore,S_Shelf	_,_	_,_
8	143068094	143068149	2	cg06573787,cg01284666	_,_	_,_	_,_	_,_
8	143277350	143277399	2	cg14334488,cg25351599	TSS1500,TSS1500	_,_	NCRNA00051,NCRNA00051	NR_024378,NR_024378
8	143542238	143543827	4	cg04134031,cg02478907,cg00713567,cg23189175	TSS200,1stExon,1stExon,Body	N_Shore,Island,Island,S_Shore	BAI1,BAI1,BAI1,BAI1	NM_001702,NM_001702,NM_001702,NM_001702
8	144442912	144443154	2	cg02530860,cg11388673	_,_	Island,Island	_,_	_,_
8	144533150	144533270	2	cg13074173,cg22914595	Body,Body	Island,Island	RHPN1,RHPN1	NM_052924,NM_052924
8	144730770	144731915	7	cg21187068,cg17524265,cg16316162,cg01494348,cg00713939,cg19357499,cg13282195	Body,Body,Body,1stExon,TSS200,TSS200,TSS1500	N_Shore,Island,Island,Island,Island,Island,S_Shore	NAPRT1,NAPRT1,NAPRT1,NAPRT1,NAPRT1,NAPRT1,NAPRT1	NM_145201,NM_145201,NM_145201,NM_145201,NM_145201,NM_145201,NM_145201
8	144893629	144894792	6	cg26881677,cg03453469,cg22805436,cg18833573,cg26680520,cg14488605	_,_	N_Shore,N_Shore,Island,Island,Island,Island	_,_	_,_
8	144924558	144924861	3	cg03085524,cg03454711,cg04552451	_,_	N_Shore,N_Shore,Island	_,_	_,_
8	145024917	145024967	2	cg18153977,cg24337140	_,_	Island,Island	_,_	_,_
8	145100245	145100390	2	cg19497517,cg08161931	Body;Body;TSS200,TSS1500;Body;Body	Island,S_Shore	PLEC1;PLEC1;PLEC1,PLEC1;PLEC1;PLEC1	NM_000445;NM_201378;NM_201379,NM_201379;NM_000445;NM_201378
8	145176563	145177491	2	cg01193217,cg25223771	_,_	Island,Island	_,_	_,_
8	145179000	145179187	2	cg22882523,cg04366687	Body,Body	Island,Island	OPLAH,OPLAH	NM_017570,NM_017570
8	145234893	145235124	4	cg07195118,cg26272248,cg14631276,cg06239191	Body,Body,Body,Body	N_Shore,N_Shore,Island,Island	KIAA1875,KIAA1875,KIAA1875,KIAA1875	NR_024207,NR_024207,NR_024207,NR_024207
8	145625373	145625443	3	cg01285435,cg26440467,cg05807444	TSS1500;Body;TSS1500,TSS1500;Body;TSS1500,TSS1500;Body;TSS1500	Island,Island,Island	VPS28;NFKBIL2;VPS28,VPS28;NFKBIL2;VPS28,VPS28;NFKBIL2;VPS28	NM_183057;NM_013432;NM_016208,NM_183057;NM_013432;NM_016208,NM_183057;NM_013432;NM_016208
8	145718467	145719356	3	cg01099220,cg08872590,cg14739437	3UTR,Body;3UTR,Body;3UTR	Island,Island,Island	LRRC14,LRRC24;LRRC14,LRRC24;LRRC14	NM_014665,NM_001024678;NM_014665,NM_001024678;NM_014665	hyper.chimp
8	143747498	143747547	2	cg09305580,cg04658647	5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore	JRK;JRK,JRK;JRK	NM_001077527;NM_003724,NM_001077527;NM_003724	hypo.chimp
8	144170857	144171002	2	cg17052170,cg12143168	TSS1500;TSS1500;Body,TSS1500;TSS1500;Body	Island,Island	LY6E;LY6E;LOC100133669,LY6E;LY6E;LOC100133669	NM_001127213;NM_002346;NR_026913,NM_001127213;NM_002346;NR_026913	hypo.chimp
8	144176430	144176634	3	cg03587597,cg16400320,cg12906975	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hypo.chimp
8	144192010	144192056	3	cg03058664,cg21015266,cg03029255	TSS200,TSS200,1stExon;5UTR	_,_	C8orf31,C8orf31,C8orf31;C8orf31	NM_173687,NM_173687,NM_173687;NM_173687
8	144438447	144438767	3	cg09076216,cg13283845,cg19657945	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
8	144523284	144523299	2	cg11988591,cg15118665	Body;TSS1500,Body;TSS1500	S_Shore,S_Shore	RHPN1;C8orf51,RHPN1;C8orf51	NM_052924;NR_026785,NM_052924;NR_026785
8	144720653	144720821	2	cg13462219,cg13399544	Body,Body	Island,Island	C8orf73,C8orf73	NM_001100878,NM_001100878
8	144859754	144860480	4	cg06419093,cg14026325,cg18710908,cg16530595	_,_	Island,Island,Island,Island	_,_	_,_
8	145080098	145080385	3	cg07427475,cg02331830,cg04255391	Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body	N_Shore,N_Shore,N_Shore	PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1,PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1,PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1;PLEC1	NM_201378;NM_201384;NM_201382;NM_201381;NM_000445;NM_201380;NM_201383;NM_201379,NM_201378;NM_201384;NM_201382;NM_201381;NM_000445;NM_201380;NM_201383;NM_201379,NM_201378;NM_201384;NM_201382;NM_201381;NM_000445;NM_201380;NM_201383;NM_201379
8	145097047	145097598	2	cg15628518,cg00253228	Body;Body;Body;TSS200,Body;Body;Body;TSS1500	Island,S_Shore	PLEC1;PLEC1;PLEC1;PLEC1,PLEC1;PLEC1;PLEC1;PLEC1	NM_000445;NM_201378;NM_201379;NM_201380,NM_000445;NM_201378;NM_201379;NM_201380
8	145123656	145123783	2	cg00311984,cg14199723	TSS1500;Body,TSS1500;Body	Island,Island	PLEC1;PARP10,PLEC1;PARP10	NM_000445;NM_032789,NM_000445;NM_032789
8	145720695	145721171	3	cg05358723,cg08302650,cg19682134	Body;3UTR,Body;3UTR,3UTR;5UTR	Island,Island,Island	LRRC24;LRRC14,LRRC24;LRRC14,LRRC14;LRRC24	NM_001024678;NM_014665,NM_001024678;NM_014665,NM_014665;NM_001024678
8	145896067	145897271	9	cg00703513,cg20661138,cg15595573,cg17101296,cg01296360,cg11585820,cg09979478,cg03134157,cg00865857	_,_	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	_,_	_,_
8	145926796	145926832	2	cg06513375,cg21918548	Body,Body	Island,S_Shore	ZNF251,ZNF251	NM_138367,NM_138367
8	145984033	145984596	3	cg05483406,cg08985669,cg02243665	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	ZNF34,ZNF34,ZNF34	NM_030580,NM_030580,NM_030580
8	146249482	146249599	2	cg13174253,cg04982193	Body,Body	S_Shore,S_Shore	C8orf33,C8orf33	NM_023080,NM_023080
9	980260	981047	3	cg13772514,cg13663644,cg14434922	Body,Body,3UTR	_,_	DMRT3,DMRT3,DMRT3	NM_021240,NM_021240,NM_021240	hypo.chimp
8	145777081	145777354	2	cg16848524,cg05062087	Body,Body	Island,Island	KIAA1688,KIAA1688	NM_025251,NM_025251	hyper.chimp
8	146248804	146248807	2	cg14844679,cg03332314	Body,Body	Island,Island	C8orf33,C8orf33	NM_023080,NM_023080	hyper.chimp
9	3171007	3171772	3	cg15677916,cg13416213,cg19327614	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
9	4652858	4653107	3	cg13696752,cg27204993,cg13763482	Body;1stExon,Body;1stExon,Body;1stExon	Island,Island,S_Shore	C9orf68;PPAPDC2,C9orf68;PPAPDC2,C9orf68;PPAPDC2	NM_001039395;NM_203453,NM_001039395;NM_203453,NM_001039395;NM_203453	hyper.chimp
9	21386107	21386119	2	cg14620039,cg14359486	_,_	Island,Island	_,_	_,_	hypo.chimp
9	34799637	34799811	2	cg13740933,cg05137466	_,_	Island,Island	_,_	_,_	hyper.chimp
9	35655465	35655522	2	cg25826098,cg22880820	TSS200,TSS1500	S_Shore,S_Shore	C9orf100,C9orf100	NM_032818,NM_032818	hyper.chimp
9	36328449	36328497	2	ch.9.691424R,cg13884344	3UTR;3UTR;3UTR;3UTR;3UTR,3UTR;3UTR;3UTR;3UTR;3UTR	_,_	RNF38;RNF38;RNF38;RNF38;RNF38,RNF38;RNF38;RNF38;RNF38;RNF38	NM_194330;NM_194332;NM_022781;NM_194328;NM_194329,NM_194330;NM_194332;NM_022781;NM_194328;NM_194329	hypo.chimp
9	93688495	93688553	2	cg14579957,cg09954631	Body,Body	Island,Island	ROR2,ROR2	NM_004560,NM_004560	hypo.chimp
9	95662932	95663495	3	cg04637727,cg14598338,cg13679303	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
9	96441987	96442376	2	cg17814481,cg06705237	5UTR;TSS1500,TSS200;TSS1500	S_Shore,S_Shore	FBP1;FBP1,FBP1;FBP1	NM_001127628;NM_000507,NM_001127628;NM_000507
9	99039847	99040236	3	cg14625636,cg13713218,cg19180498	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	KIAA1529,KIAA1529,KIAA1529	NM_020893,NM_020893,NM_020893
9	114692645	114692847	2	cg07758904,cg04881348	1stExon,1stExon;5UTR	Island,Island	SLC46A2,SLC46A2;SLC46A2	NM_033051,NM_033051;NM_033051	hyper.chimp
9	97094698	97094704	2	cg02466749,cg14115740	5UTR,5UTR	Island,Island	FANCC,FANCC	NM_000136,NM_000136	hypo.chimp
9	98419853	98420265	2	cg13470160,cg02438545	Body;Body,Body;Body	N_Shore,N_Shore	CDC14B;CDC14B,CDC14B;CDC14B	NM_003671;NM_033331,NM_003671;NM_033331	hypo.chimp
9	99657531	99657820	2	cg13696609,cg21174841	3UTR;1stExon,3UTR;1stExon	S_Shore,N_Shore	FOXE1;FOXE1,FOXE1;FOXE1	NM_004473;NM_004473,NM_004473;NM_004473	hypo.chimp
9	99889521	99890212	2	cg19461260,cg11317199	3UTR;3UTR;3UTR;Body,Body;Body;Body;Body	Island,Island	TRIM14;TRIM14;TRIM14;TRIM14,TRIM14;TRIM14;TRIM14;TRIM14	NM_033220;NM_033219;NM_014788;NM_033221,NM_014788;NM_033220;NM_033219;NM_033221
9	122679756	122680184	2	cg11054680,cg02388253	TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore	PHF19;PHF19,PHF19;PHF19	NM_001009936;NM_015651,NM_001009936;NM_015651
9	122731493	122731671	3	cg21161526,cg04665046,cg14580859	_,_	Island,Island,S_Shore	_,_	_,_
9	126289383	126289570	2	cg14219918,cg01786973	Body,Body	Island,Island	NR5A1,NR5A1	NM_004959,NM_004959
9	126304992	126305169	2	cg02835964,cg13912311	Body,Body	Island,Island	NR5A1,NR5A1	NM_004959,NM_004959
9	129740263	129740897	3	cg14132536,cg23006204,cg00921973	5UTR;1stExon,TSS200,TSS1500	S_Shore,S_Shore,S_Shore	DPM2;DPM2,DPM2,DPM2	NM_003863;NM_003863,NM_003863,NM_003863	hypo.chimp
9	123069747	123069869	2	cg17071957,cg13584244	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	_,_	GSN;GSN;GSN;GSN;GSN;GSN;GSN,GSN;GSN;GSN;GSN;GSN;GSN;GSN	NM_001127663;NM_001127667;NM_198252;NM_001127666;NM_001127662;NM_001127665;NM_001127664,NM_001127663;NM_001127667;NM_198252;NM_001127666;NM_001127662;NM_001127665;NM_001127664	hyper.chimp
9	123537584	123538782	5	cg14416875,cg07949217,cg24015249,cg13928417,cg14594187	Body,Body,Body,Body,Body	N_Shore,N_Shore,Island,Island,Island	DAB2IP,DAB2IP,DAB2IP,DAB2IP,DAB2IP	NM_032552,NM_032552,NM_032552,NM_032552,NM_032552	hyper.chimp
9	124019005	124019895	4	cg14496753,cg01363324,cg14476745,cg01549227	Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,N_Shore	LHX6;LHX6,LHX6;LHX6,LHX6;LHX6,LHX6;LHX6	NM_199160;NM_014368,NM_199160;NM_014368,NM_199160;NM_014368,NM_199160;NM_014368	hyper.chimp
9	126255490	126255868	4	cg14620572,cg17755352,cg13345318,cg13968218	Body,Body,Body,Body	Island,Island,Island,S_Shore	GPR144,GPR144,GPR144,GPR144	NM_001161808,NM_001161808,NM_001161808,NM_001161808	hyper.chimp
9	128319366	128319494	2	cg14027891,cg14162086	_,_	S_Shelf,S_Shelf	_,_	_,_	hyper.chimp
9	129779659	129780420	2	cg13992008,cg13910681	Body,Body	N_Shelf,N_Shore	FAM102A,FAM102A	NM_001035254,NM_001035254	hypo.chimp
9	130052774	130053144	3	cg08858201,cg12582003,cg14344122	Body;Body,Body;Body,Body;Body	Island,Island,Island	DNM1;DNM1,DNM1;DNM1,DNM1;DNM1	NM_004408;NM_001005336,NM_004408;NM_001005336,NM_004408;NM_001005336	hyper.chimp
9	130838138	130838398	2	cg14637470,cg00729541	TSS1500,TSS1500	N_Shore,N_Shore	FAM73B,FAM73B	NM_032809,NM_032809	hypo.chimp
9	131122778	131123359	2	cg09975039,cg25073708	TSS1500,5UTR	Island,Island	C9orf106,C9orf106	NM_001012715,NM_001012715
9	131686181	131687170	2	cg00300627,cg13593323	_,_	N_Shore,N_Shore	_,_	_,_
9	132579314	132579475	2	cg10228162,cg14362370	5UTR;1stExon,5UTR;1stExon	S_Shore,S_Shore	ABL1;ABL1,ABL1;ABL1	NM_007313;NM_007313,NM_007313;NM_007313
9	134446223	134446597	2	cg01862160,cg05067995	_,TSS1500	Island,Island	_,BARHL1	_,NM_020064
9	134742942	134743014	2	cg21195491,cg03191962	Body;TSS1500,Body;TSS1500	N_Shore,N_Shore	C9orf98;C9orf9,C9orf98;C9orf9	NM_152572;NM_018956,NM_152572;NM_018956
9	135435246	135435416	2	cg00055726,cg25744056	TSS200,TSS1500	S_Shore,S_Shore	FAM163B,FAM163B	NM_001080515,NM_001080515
9	135436657	135437221	2	cg13814351,cg13692082	TSS1500,_	S_Shelf,N_Shelf	FAM163B,_	NM_001080515,_
9	135716180	135716396	2	cg13928485,cg12747056	Body;Body,Body;Body	N_Shelf,N_Shore	VAV2;VAV2,VAV2;VAV2	NM_001134398;NM_003371,NM_001134398;NM_003371
9	139010739	139010829	2	cg21196488,cg02189785	Body,1stExon;5UTR	S_Shore,S_Shore	CLIC3,CLIC3;CLIC3	NM_004669,NM_004669;NM_004669	hypo.chimp
9	132402901	132402916	2	cg13850401,cg07392601	_,_	Island,Island	_,_	_,_	hyper.chimp
9	132990245	132990314	2	cg09553448,cg21213111	TSS1500,TSS1500	N_Shore,N_Shore	NUP214,NUP214	NM_005085,NM_005085	hyper.chimp
9	134609166	134609321	2	cg14245228,cg14364186	Body,Body	_,_	C9orf98,C9orf98	NM_152572,NM_152572	hyper.chimp
9	135233369	135233519	2	cg06821107,cg22244122	Body;TSS1500,Body;TSS1500	Island,S_Shore	C9orf96;SURF4,C9orf96;SURF4	NM_153710;NM_033161,NM_153710;NM_033161	hyper.chimp
9	135333664	135333847	3	cg13947653,cg14082398,cg25512587	Body;Body,Body;Body,Body;Body	N_Shore,Island,Island	SLC2A6;SLC2A6,SLC2A6;SLC2A6,SLC2A6;SLC2A6	NM_001145099;NM_017585,NM_001145099;NM_017585,NM_001145099;NM_017585	hyper.chimp
9	135557560	135557966	2	cg13709982,cg27114512	Body;Body,Body;Body	Island,Island	SARDH;SARDH,SARDH;SARDH	NM_001134707;NM_007101,NM_001134707;NM_007101	hyper.chimp
9	137734062	137734128	2	cg00681735,cg21178689	Body,Body	Island,S_Shore	KCNT1,KCNT1	NM_020822,NM_020822	hyper.chimp
9	138127639	138127666	2	cg22747092,cg18768887	TSS1500,TSS1500	Island,Island	NACC2,NACC2	NM_144653,NM_144653	hyper.chimp
9	139068677	139068929	2	cg25483003,cg14295062	TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore	ENTPD2;ENTPD2,ENTPD2;ENTPD2	NM_203468;NM_001246,NM_203468;NM_001246	hyper.chimp
9	139237078	139237264	2	cg13825574,cg17457391	TSS1500,_	Island,Island	RNF208,_	NM_031297,_	hyper.chimp
9	139294562	139295040	2	cg02956806,cg14391148	3UTR,3UTR	Island,Island	C9orf167,C9orf167	NM_017723,NM_017723	hypo.chimp
9	139593525	139593696	2	cg12757143,cg13889425	TSS1500,TSS1500	S_Shore,S_Shore	WDR85,WDR85	NM_138778,NM_138778	hypo.chimp
10	449908	449968	2	cg15306863,cg14955916	Body,Body	Island,Island	DIP2C,DIP2C	NM_014974,NM_014974	hypo.chimp
10	527033	527178	2	cg05734675,cg03147470	Body,Body	_,_	DIP2C,DIP2C	NM_014974,NM_014974	hyper.chimp
10	1146212	1146548	2	cg17715243,cg17900199	Body,Body	_,_	WDR37,WDR37	NM_014023,NM_014023	hyper.chimp
10	1558806	1558812	2	cg07308975,cg16706389	Body,Body	_,_	ADARB2,ADARB2	NM_018702,NM_018702	hyper.chimp
10	1641238	1641293	2	cg04513549,cg06403156	Body,Body	_,_	ADARB2,ADARB2	NM_018702,NM_018702	hyper.chimp
10	1680932	1680988	2	cg05407757,cg23375593	Body,Body	_,_	ADARB2,ADARB2	NM_018702,NM_018702	hypo.chimp
10	1771994	1772183	2	cg19964348,cg17572155	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
10	2954678	2954793	3	cg03734133,cg23612849,cg03549227	_,_	_,_	_,_	_,_	hypo.chimp
10	3225465	3225569	3	cg06107137,cg09577804,cg04778755	_,_	_,_	_,_	_,_	hypo.chimp
10	4183830	4183868	2	cg06183150,cg10503599	_,_	_,_	_,_	_,_	hypo.chimp
10	5774577	5775141	4	cg12506775,cg01476568,cg01126162,cg15704219	5UTR,5UTR,5UTR,5UTR	_,_	C10orf18,C10orf18,C10orf18,C10orf18	NM_017782,NM_017782,NM_017782,NM_017782	hyper.chimp
10	6202733	6202786	2	cg07097725,cg20201177	_,_	_,_	_,_	_,_	hypo.chimp
10	8140569	8140767	2	cg03935183,cg11679455	Body;Body,Body;Body	Island,Island	GATA3;GATA3,GATA3;GATA3	NM_001002295;NM_002051,NM_001002295;NM_002051	hyper.chimp
10	8157032	8157514	3	cg07989490,cg04249642,cg03479211	3UTR;3UTR,_	_,_	GATA3;GATA3,_	NM_002051;NM_001002295,_	hypo.chimp
10	12276839	12277043	2	cg02630694,cg13430851	TSS1500;5UTR,TSS1500;5UTR	N_Shore,N_Shore	CDC123;NUDT5,CDC123;NUDT5	NM_006023;NM_014142,NM_006023;NM_014142	hyper.chimp
10	15451715	15451919	2	cg13905757,cg03120475	Body,Body	N_Shore,N_Shore	FAM171A1,FAM171A1	NM_001010924,NM_001010924	hypo.chimp
10	15802097	15802228	2	cg08361126,cg13492340	TSS1500,TSS1500	Island,S_Shore	ITGA8,ITGA8	NM_003638,NM_003638	hypo.chimp
10	17309649	17310100	4	cg23821329,cg02236650,cg19111999,cg06460869	TSS1500,TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore,N_Shore	VIM,VIM,VIM,VIM	NM_003380,NM_003380,NM_003380,NM_003380	hypo.chimp
10	18589692	18590229	5	cg18959207,cg02635932,cg14357089,cg26576398,cg15720089	1stExon;Body;Body;5UTR;Body;Body;Body;Body,1stExon;Body;Body;5UTR;Body;Body;Body;Body,1stExon;Body;Body;5UTR;Body;Body;Body;Body,1stExon;Body;Body;5UTR;Body;Body;Body;Body,Body;1stExon;Body;Body;Body;Body;Body	_,_	CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2,CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2,CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2,CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2,CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2;CACNB2	NM_000724;NM_201593;NM_201572;NM_000724;NM_201571;NM_201597;NM_201596;NM_001167945,NM_000724;NM_201593;NM_201572;NM_000724;NM_201571;NM_201597;NM_201596;NM_001167945,NM_000724;NM_201593;NM_201572;NM_000724;NM_201571;NM_201597;NM_201596;NM_001167945,NM_000724;NM_201593;NM_201572;NM_000724;NM_201571;NM_201597;NM_201596;NM_001167945,NM_201571;NM_000724;NM_201593;NM_201597;NM_201572;NM_201596;NM_001167945	hypo.chimp
10	23424053	23424692	2	cg17431739,cg12046168	TSS1500,Body	N_Shore,Island	MSRB2,MSRB2	NM_012228,NM_012228	hyper.chimp
10	29254123	29254197	2	cg15278109,cg22576165	_,_	Island,Island	_,_	_,_	hypo.chimp
10	29932020	29932655	3	cg00622375,cg15856028,cg25426867	5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR	_,_	SVIL;MIR938;SVIL,SVIL;MIR938;SVIL,SVIL;MIR938;SVIL	NM_021738;NR_030634;NM_003174,NM_021738;NR_030634;NM_003174,NM_021738;NR_030634;NM_003174	hypo.chimp
10	30703461	30703553	2	cg12819931,cg23746239	TSS200,TSS200	_,_	LOC729668,LOC729668	NR_003524,NR_003524	hyper.chimp
10	32256037	32256317	4	cg04359828,cg03015672,cg09642378,cg18675610	5UTR,5UTR,5UTR,5UTR	N_Shore,N_Shore,N_Shore,N_Shore	ARHGAP12,ARHGAP12,ARHGAP12,ARHGAP12	NM_018287,NM_018287,NM_018287,NM_018287	hyper.chimp
10	33309618	33309818	3	cg02828768,cg26378680,cg02097843	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
10	33334364	33334783	4	cg09664550,cg25206096,cg23044053,cg07546814	_,_	_,_	_,_	_,_	hyper.chimp
10	34101618	34101711	3	cg25672060,cg02191862,cg08662620	_,_	_,_	_,_	_,_	hyper.chimp
10	42367790	42368671	11	cg26702985,cg19180542,cg14271085,cg27523141,cg17830980,cg12214695,cg08197448,cg02949969,cg17003301,cg09164203,cg27137512	Body,Body,Body,TSS200,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore	ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B,ZNF37B	NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777,NR_026777	hyper.chimp
10	42567944	42568876	2	cg19511338,cg00090782	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
10	42583518	42583586	2	cg19318461,cg04923011	_,_	_,_	_,_	_,_	hypo.chimp
10	42681345	42681559	2	cg05248067,cg16279576	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
10	42749309	42749465	2	cg10711775,cg17053251	_,_	Island,Island	_,_	_,_	hyper.chimp
10	43138003	43138917	5	cg23513363,cg14769703,cg02649698,cg15526213,cg10791696	_,_	N_Shore,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
10	43177307	43177910	3	cg00377344,cg04766371,cg26255807	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
10	43421726	43421734	2	cg04284122,cg12743727	TSS200,TSS200	N_Shore,N_Shore	ZNF485,ZNF485	NM_145312,NM_145312	hyper.chimp
10	43482787	43483276	4	cg01083633,cg04963514,cg25888561,cg08514530	_,_	N_Shore,Island,Island,Island	_,_	_,_	hyper.chimp
10	44680787	44680886	2	cg03865524,cg10160939	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
10	45410722	45410813	2	cg18980469,cg26476156	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	MARCH8;MARCH8,MARCH8;MARCH8	NM_001002265;NM_145021,NM_001002265;NM_145021	hypo.chimp
10	45487632	45488557	6	cg18702201,cg20075270,cg23670101,cg02225096,cg22710329,cg07104958	5UTR;5UTR,5UTR;1stExon;1stExon;5UTR,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500	N_Shore,Island,Island,Island,Island,Island	ANUBL1;ANUBL1,ANUBL1;ANUBL1;ANUBL1;ANUBL1,ANUBL1;ANUBL1,ANUBL1;ANUBL1,ANUBL1;ANUBL1,ANUBL1;ANUBL1	NM_174890;NM_001128324,NM_174890;NM_174890;NM_001128324;NM_001128324,NM_001128324;NM_174890,NM_001128324;NM_174890,NM_001128324;NM_174890,NM_001128324;NM_174890	hyper.chimp
10	46391353	46391664	2	cg02616604,cg02632200	TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore	SYT15;SYT15,SYT15;SYT15	NM_181519;NM_031912,NM_181519;NM_031912	hypo.chimp
10	46503348	46503638	6	cg17771050,cg04127044,cg25344503,cg02394955,cg25761626,cg06939941	TSS200,TSS200,TSS200,TSS200,TSS200,1stExon;5UTR	Island,Island,Island,Island,Island,Island	PPYR1,PPYR1,PPYR1,PPYR1,PPYR1,PPYR1;PPYR1	NM_005972,NM_005972,NM_005972,NM_005972,NM_005972,NM_005972;NM_005972
10	50491524	50491995	2	cg06737561,cg25207127	TSS1500;5UTR;TSS1500;5UTR;TSS1500;5UTR;TSS1500,TSS200;5UTR;TSS200;5UTR;TSS200;TSS200;5UTR	Island,N_Shore	CHAT;CHAT;CHAT;CHAT;CHAT;CHAT;CHAT,CHAT;CHAT;CHAT;CHAT;CHAT;CHAT;CHAT	NM_020549;NM_020985;NM_001142929;NM_020984;NM_001142934;NM_020986;NM_001142933,NM_001142929;NM_020985;NM_001142933;NM_020984;NM_001142934;NM_020549;NM_020986
10	50645946	50647294	5	cg01365639,cg23570694,cg14156751,cg03202564,cg10882226	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_
10	63479079	63479176	3	cg14789659,cg07520810,cg16401465	Body,Body,Body	_,_	ARID5B,ARID5B,ARID5B	NM_032199,NM_032199,NM_032199
10	64248925	64249065	3	cg22903908,cg20600845,cg01332279	5UTR;1stExon,TSS200,TSS200	S_Shore,S_Shore,S_Shore	EGR2;EGR2,EGR2,EGR2	NM_001136178;NM_001136178,NM_001136178,NM_001136178	hypo.chimp
10	49534606	49534627	2	cg26033293,cg00989323	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
10	49549860	49549920	2	cg07608867,cg04190888	_,_	_,_	_,_	_,_	hyper.chimp
10	50557005	50557218	3	cg05378118,cg16532016,cg14771727	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	C10orf53;C10orf53,C10orf53;C10orf53,C10orf53;C10orf53	NM_001042427;NM_182554,NM_001042427;NM_182554,NM_001042427;NM_182554	hyper.chimp
10	53744530	53745088	5	cg18956393,cg09465786,cg08812555,cg25751172,cg01160882	Body,Body,Body,Body,Body	Island,Island,Island,S_Shore,S_Shore	DKK1,DKK1,DKK1,DKK1,DKK1	NM_012242,NM_012242,NM_012242,NM_012242,NM_012242	hyper.chimp
10	65317098	65317578	2	cg13809095,cg24443446	_,_	_,_	_,_	_,_	hypo.chimp
10	69989651	69989789	3	cg23602092,cg22876739,cg02952701	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	TET1,TET1,TET1	NM_030625,NM_030625,NM_030625	hyper.chimp
10	71561934	71562793	3	cg18061319,cg25502086,cg01322555	5UTR,5UTR,TSS200	N_Shore,Island,Island	AIFM2,AIFM2,AIFM2	NM_032797,NM_032797,NM_032797	hypo.chimp
10	71835193	71835376	2	cg18721137,cg12565250	Body,Body	S_Shore,S_Shore	EIF4EBP2,EIF4EBP2	NM_004096,NM_004096	hypo.chimp
10	71889757	71889825	2	cg23444264,cg14858616	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
10	71924320	71924329	2	cg25204955,cg01464515	5UTR,5UTR	_,_	KIAA1274,KIAA1274	NM_014431,NM_014431	hyper.chimp
10	72806978	72807014	2	cg06441362,cg25577648	_,_	Island,Island	_,_	_,_	hypo.chimp
10	73149702	73149839	3	cg20390554,cg09637449,cg03456651	5UTR;TSS200;Body,5UTR;TSS200;Body,5UTR;TSS1500;Body	_,_	C10orf105;C10orf105;CDH23,C10orf105;C10orf105;CDH23,C10orf105;C10orf105;CDH23	NM_001168390;NM_001164375;NM_022124,NM_001168390;NM_001164375;NM_022124,NM_001168390;NM_001164375;NM_022124
10	73235446	73235972	5	cg09229668,cg17485681,cg08293528,cg23983208,cg17641566	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore	CDH23,CDH23,CDH23,CDH23,CDH23	NM_022124,NM_022124,NM_022124,NM_022124,NM_022124
10	76243161	76243512	3	cg27102629,cg04359418,cg14906690	_,_	N_Shore,Island,Island	_,_	_,_
10	76530041	76530352	3	cg19591573,cg17292610,cg16221975	Body;TSS1500;Body;3UTR,Body;TSS1500;Body;3UTR,Body;TSS1500;Body;3UTR	_,_	DUSP13;DUSP13;DUSP13;DUSP13,DUSP13;DUSP13;DUSP13;DUSP13,DUSP13;DUSP13;DUSP13;DUSP13	NM_001007273;NM_016364;NM_001007272;NM_001007271,NM_001007273;NM_016364;NM_001007272;NM_001007271,NM_001007273;NM_016364;NM_001007272;NM_001007271	hyper.chimp
10	73704650	73704669	2	cg01839993,cg10592592	Body,Body	Island,Island	DDIT4,DDIT4	NM_019058,NM_019058	hypo.chimp
10	75203145	75203406	3	cg04320760,cg23231163,cg15838173	Body,Body,Body	S_Shore,S_Shore,S_Shore	FUT11,FUT11,FUT11	NM_173540,NM_173540,NM_173540	hypo.chimp
10	77142153	77142164	2	cg20605886,cg24369728	_,_	_,_	_,_	_,_	hyper.chimp
10	77541964	77542294	4	cg24280832,cg04850999,cg26819718,cg05496768	Body,Body,Body,Body	N_Shore,Island,Island,Island	C10orf11,C10orf11,C10orf11,C10orf11	NM_032024,NM_032024,NM_032024,NM_032024	hyper.chimp
10	79140175	79140773	2	cg19094530,cg26248581	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
10	80776718	80776777	2	cg08514558,cg03648155	TSS1500,TSS1500	N_Shore,N_Shore	PPIF,PPIF	NM_005729,NM_005729	hypo.chimp
10	84973281	84973371	2	cg19021428,cg00609367	_,_	_,_	_,_	_,_	hyper.chimp
10	86290380	86290792	4	cg01376839,cg02514686,cg19732605,cg25650076	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
10	88126625	88126929	3	cg12236857,cg08863620,cg26422151	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
10	88418127	88418275	4	cg22715761,cg18286285,cg08300860,cg26338757	TSS1500;TSS200;TSS1500;TSS200;TSS1500;TSS1500,TSS200;TSS200;1stExon;TSS200;5UTR;TSS200;TSS200,TSS200;TSS200;1stExon;TSS200;5UTR;TSS200;TSS200,TSS200;TSS200;1stExon;TSS200;5UTR;TSS200;TSS200	_,_	LDB3;LDB3;LDB3;LDB3;LDB3;LDB3,LDB3;LDB3;LDB3;LDB3;LDB3;LDB3;LDB3,LDB3;LDB3;LDB3;LDB3;LDB3;LDB3;LDB3,LDB3;LDB3;LDB3;LDB3;LDB3;LDB3;LDB3	NM_001080114;NM_001080116;NM_001171611;NM_001171610;NM_001080115;NM_007078,NM_001080115;NM_001080116;NM_001171610;NM_001171611;NM_001171610;NM_001080114;NM_007078,NM_001080115;NM_001080116;NM_001171610;NM_001171611;NM_001171610;NM_001080114;NM_007078,NM_001080115;NM_001080116;NM_001171610;NM_001171611;NM_001171610;NM_001080114;NM_007078
10	88707906	88708373	4	cg05046097,cg23315423,cg03677069,cg21012874	TSS1500;TSS1500,TSS200;TSS1500,1stExon;5UTR;TSS1500,1stExon;5UTR;TSS1500	_,_	MMRN2;SNCG,SNCG;MMRN2,SNCG;SNCG;MMRN2,SNCG;SNCG;MMRN2	NM_024756;NM_003087,NM_003087;NM_024756,NM_003087;NM_003087;NM_024756,NM_003087;NM_003087;NM_024756
10	88717810	88718552	5	cg12261786,cg11805311,cg01754756,cg09573585,cg18602114	TSS1500,TSS200,TSS200,TSS200,Body	N_Shore,Island,Island,Island,Island	C10orf116,C10orf116,C10orf116,C10orf116,C10orf116	NM_006829,NM_006829,NM_006829,NM_006829,NM_006829
10	91141865	91142102	2	cg26974214,cg16395953	TSS1500,TSS200	_,_	IFIT1,IFIT1	NM_001548,NM_001548
10	94813241	94813292	2	cg07606384,cg17181022	Body,Body	Island,S_Shore	CYP26C1,CYP26C1	NM_183374,NM_183374
10	95316023	95316088	2	cg16671899,cg01488679	TSS1500,TSS1500	N_Shore,N_Shore	GPR120,GPR120	NM_181745,NM_181745
10	95317295	95317644	3	cg05613447,cg15133448,cg08961547	Body,Body,Body	S_Shore,S_Shore,S_Shore	GPR120,GPR120,GPR120	NM_181745,NM_181745,NM_181745
10	95452905	95453114	4	cg06789550,cg20715218,cg20091620,cg07902884	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	C10orf4,C10orf4,C10orf4,C10orf4	NM_145246,NM_145246,NM_145246,NM_145246
10	97041595	97041603	2	cg11908711,cg25968326	TSS1500,TSS1500	S_Shore,S_Shore	PDLIM1,PDLIM1	NM_020992,NM_020992
10	97187465	97187685	2	cg18817607,cg22640982	Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body	_,_	SORBS1;SORBS1;SORBS1;SORBS1;SORBS1;SORBS1;SORBS1,SORBS1;SORBS1;SORBS1;SORBS1;SORBS1;SORBS1;SORBS1	NM_006434;NM_001034956;NM_015385;NM_001034957;NM_001034954;NM_001034955;NM_024991,NM_006434;NM_001034956;NM_015385;NM_001034957;NM_001034954;NM_001034955;NM_024991
10	98936101	98936933	4	cg14226472,cg06569542,cg26164234,cg19478105	TSS1500,TSS1500,TSS1500,TSS1500	Island,S_Shore,S_Shore,S_Shore	SLIT1,SLIT1,SLIT1,SLIT1	NM_003061,NM_003061,NM_003061,NM_003061
10	99150086	99150190	3	cg06359132,cg20016023,cg08345082	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	RRP12;RRP12,RRP12;RRP12,RRP12;RRP12	NM_001145114;NM_015179,NM_001145114;NM_015179,NM_001145114;NM_015179
10	99175254	99175297	3	cg25603927,cg07151406,cg07221526	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	PGAM1,PGAM1,PGAM1	NM_002629,NM_002629,NM_002629
10	99333932	99334154	2	cg27428414,cg19023847	TSS200;TSS200,1stExon;5UTR;5UTR;1stExon	_,_	DHDPSL;DHDPSL,DHDPSL;DHDPSL;DHDPSL;DHDPSL	NM_001134670;NM_138413,NM_001134670;NM_001134670;NM_138413;NM_138413
10	99724071	99724144	3	cg11946630,cg07091678,cg19479373	Body,Body,Body	_,_	CRTAC1,CRTAC1,CRTAC1	NM_018058,NM_018058,NM_018058
10	99788385	99788420	3	cg24936799,cg15384383,cg15258447	_,_	_,_	_,_	_,_
10	100164843	100165226	4	cg08397758,cg26618903,cg03852570,cg11185188	1stExon,TSS200,TSS200,TSS1500	_,_	PYROXD2,PYROXD2,PYROXD2,PYROXD2	NM_032709,NM_032709,NM_032709,NM_032709
10	102279875	102280104	2	cg27072683,cg25349900	TSS1500,TSS1500	S_Shore,S_Shore	NDUFB8,NDUFB8	NM_005004,NM_005004
10	102312344	102312684	3	cg20461188,cg23351954,cg15966747	_,_	Island,Island,Island	_,_	_,_
10	102409399	102409554	2	cg07919443,cg00272971	_,_	Island,Island	_,_	_,_
10	102721737	102722155	3	cg01105183,cg15340178,cg23305764	TSS1500,TSS1500,TSS200	S_Shelf,S_Shelf,S_Shelf	SEMA4G,SEMA4G,SEMA4G	NM_017893,NM_017893,NM_017893
10	102750714	102750774	2	cg19499884,cg24760467	5UTR,5UTR	S_Shore,S_Shore	LZTS2,LZTS2	NM_032429,NM_032429
10	102756312	102756448	2	cg19957119,cg18360825	Body,Body	Island,Island	LZTS2,LZTS2	NM_032429,NM_032429
10	102873540	102874077	2	cg02586182,cg26227310	5UTR,5UTR	Island,S_Shore	TLX1NB,TLX1NB	NM_001085398,NM_001085398
10	103060493	103060845	2	cg24472574,cg16819381	_,_	Island,S_Shore	_,_	_,_
10	103316206	103316300	2	cg10081626,cg02072538	_,_	N_Shore,Island	_,_	_,_
10	103578808	103579128	2	cg27387923,cg14789214	Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body	N_Shore,Island	KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2,KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2;KCNIP2	NM_173195;NM_173191;NM_173193;NM_173194;NM_173192;NM_014591;NM_173197,NM_173195;NM_173191;NM_173193;NM_173194;NM_173192;NM_014591;NM_173197
10	103976235	103976258	2	cg05391011,cg18288462	1stExon;5UTR,1stExon;5UTR	Island,S_Shore	ELOVL3;ELOVL3,ELOVL3;ELOVL3	NM_152310;NM_152310,NM_152310;NM_152310
10	104201286	104201318	3	cg13977486,cg15541611,cg02507296	5UTR;1stExon,TSS200,TSS200	S_Shore,S_Shore,S_Shore	C10orf95;C10orf95,C10orf95,C10orf95	NM_024886;NM_024886,NM_024886,NM_024886	hypo.chimp
10	93795421	93795850	5	cg22800233,cg10530889,cg07028396,cg07571337,cg10403161	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
10	94169789	94170733	5	cg06723904,cg22579265,cg01297808,cg10996327,cg01779383	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_	hyper.chimp
10	94419486	94419510	2	cg00538495,cg15757802	_,_	_,_	_,_	_,_	hyper.chimp
10	95350484	95351376	3	cg06154313,cg24566400,cg12936747	Body,TSS1500,TSS1500	Island,Island,Island	RBP4,RBP4,RBP4	NM_006744,NM_006744,NM_006744	hyper.chimp
10	97656884	97657234	5	cg13496098,cg13446543,cg17180012,cg25089494,cg11180364	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,Island	C10orf131,C10orf131,C10orf131,C10orf131,C10orf131	NM_001130446,NM_001130446,NM_001130446,NM_001130446,NM_001130446	hyper.chimp
10	102231424	102231810	2	cg05358228,cg04958872	Body,Body	N_Shore,N_Shore	WNT8B,WNT8B	NM_003393,NM_003393	hyper.chimp
10	102796861	102796923	2	cg04270401,cg24067118	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
10	103040310	103040427	2	cg05563662,cg22704845	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
10	104525844	104526042	4	cg15227982,cg25104397,cg14939082,cg27517345	TSS200;Body,5UTR;Body;1stExon,5UTR;Body;1stExon,5UTR;Body;1stExon	_,_	C10orf26;C10orf26,C10orf26;C10orf26;C10orf26,C10orf26;C10orf26;C10orf26,C10orf26;C10orf26;C10orf26	NM_017787;NM_001083913,NM_017787;NM_001083913;NM_017787,NM_017787;NM_001083913;NM_017787,NM_017787;NM_001083913;NM_017787
10	105202610	105202803	3	cg05319515,cg23753748,cg05042708	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	CALHM2;CALHM2,CALHM2;CALHM2,CALHM2;CALHM2	NR_024552;NM_015916,NR_024552;NM_015916,NR_024552;NM_015916
10	105208761	105208961	2	cg26712428,cg03485533	TSS200,TSS1500	S_Shore,S_Shore	CALHM1,CALHM1	NM_001001412,NM_001001412
10	112246507	112246719	2	cg12323347,cg15667844	TSS1500,TSS1500	N_Shore,N_Shore	DUSP5,DUSP5	NM_004419,NM_004419
10	112394764	112394987	3	cg26725862,cg23362884,cg20639805	Body,Body,Body	S_Shore,S_Shore,S_Shore	RBM20,RBM20,RBM20	NM_001134363,NM_001134363,NM_001134363
10	112620716	112621248	3	cg06431953,cg27408345,cg12191422	TSS200;TSS1500;TSS1500,TSS200;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	LOC282997;PDCD4;PDCD4,LOC282997;PDCD4;PDCD4,LOC282997;PDCD4;PDCD4	NR_026932;NM_014456;NM_145341,NR_026932;NM_014456;NM_145341,NR_026932;NM_014456;NM_145341
10	115429269	115429273	2	cg10771518,cg03352655	5UTR;TSS200;TSS200;TSS200,5UTR;TSS200;TSS200;TSS200	Island,Island	CASP7;CASP7;CASP7;CASP7,CASP7;CASP7;CASP7;CASP7	NM_033340;NM_033338;NM_001227;NM_033339,NM_033340;NM_033338;NM_001227;NM_033339
10	120344617	120345129	2	cg15748507,cg16196812	Body,5UTR;1stExon	Island,Island	PRLHR,PRLHR;PRLHR	NM_004248,NM_004248;NM_004248	hypo.chimp
10	104618949	104619859	3	cg16989281,cg15744005,cg08772003	TSS1500,Body,Body	N_Shore,S_Shore,S_Shore	AS3MT,AS3MT,AS3MT	NM_020682,NM_020682,NM_020682	hyper.chimp
10	104669458	104670344	3	cg18449062,cg00894378,cg14737131	1stExon;1stExon;1stExon,Body;Body;Body,Body;Body;Body	S_Shore,S_Shore,S_Shore	CNNM2;CNNM2;CNNM2,CNNM2;CNNM2;CNNM2,CNNM2;CNNM2;CNNM2	NM_199077;NM_199076;NM_017649,NM_199077;NM_199076;NM_017649,NM_199077;NM_199076;NM_017649	hyper.chimp
10	105202046	105202480	5	cg18273501,cg10815165,cg07895149,cg09336982,cg23175074	5UTR;Body;1stExon,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island,S_Shore,S_Shore	CALHM2;CALHM2;CALHM2,CALHM2;CALHM2,CALHM2;CALHM2,CALHM2;CALHM2,CALHM2;CALHM2	NM_015916;NR_024552;NM_015916,NM_015916;NR_024552,NM_015916;NR_024552,NR_024552;NM_015916,NR_024552;NM_015916
10	105410995	105411239	2	cg04388244,cg23985995	Body,Body	Island,S_Shore	SH3PXD2A,SH3PXD2A	NM_014631,NM_014631
10	106025121	106025158	2	cg10074506,cg23659134	Body,Body	S_Shore,S_Shore	GSTO2,GSTO2	NM_183239,NM_183239
10	106103215	106103260	2	cg18192222,cg05356308	TSS1500,TSS1500	_,_	CCDC147,CCDC147	NM_001008723,NM_001008723
10	115850270	115850596	2	cg20703003,cg04526584	_,_	N_Shore,N_Shore	_,_	_,_
10	115929014	115929707	4	cg27547703,cg26600802,cg19002907,cg00397764	TSS200,1stExon;5UTR,5UTR,5UTR	Island,Island,S_Shore,S_Shore	TDRD1,TDRD1;TDRD1,TDRD1,TDRD1	NM_198795,NM_198795;NM_198795,NM_198795,NM_198795	hyper.chimp
10	118755210	118755325	3	cg11079048,cg17136310,cg11772661	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	KIAA1598;KIAA1598,KIAA1598;KIAA1598,KIAA1598;KIAA1598	NM_001127211;NM_018330,NM_018330;NM_001127211,NM_018330;NM_001127211	hyper.chimp
10	119124772	119125712	3	cg24077454,cg11061177,cg08687958	1stExon;5UTR,1stExon;5UTR,TSS1500	Island,Island,S_Shore	PDZD8;PDZD8,PDZD8;PDZD8,PDZD8	NM_173791;NM_173791,NM_173791;NM_173791,NM_173791	hyper.chimp
10	119991256	119991292	2	cg22682200,cg12595742	_,_	_,_	_,_	_,_	hyper.chimp
10	122698888	122699930	4	cg26518861,cg01250603,cg01516005,cg27011456	_,_	Island,S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
10	123484863	123485001	2	cg09786202,cg15368055	_,_	_,_	_,_	_,_	hypo.chimp
10	123724879	123725118	2	cg26301297,cg09536375	TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore	NSMCE4A;NSMCE4A,NSMCE4A;NSMCE4A	NM_017615;NM_001167865,NM_001167865;NM_017615	hyper.chimp
10	123768988	123769352	3	cg07247998,cg04406111,cg04768368	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	_,_	TACC2;TACC2,TACC2;TACC2,TACC2;TACC2	NM_206862;NM_206861,NM_206862;NM_206861,NM_206862;NM_206861	hypo.chimp
10	123794050	123794065	2	cg09451613,cg26698473	Body;Body,Body;Body	_,_	TACC2;TACC2,TACC2;TACC2	NM_206862;NM_206861,NM_206862;NM_206861	hyper.chimp
10	123914907	123915533	2	cg14282850,cg15877915	Body;Body;Body;Body,Body;Body;Body;Body	S_Shore,S_Shelf	TACC2;TACC2;TACC2;TACC2,TACC2;TACC2;TACC2;TACC2	NM_206862;NM_006997;NM_206861;NM_206860,NM_206862;NM_006997;NM_206861;NM_206860	hyper.chimp
10	124629122	124629772	7	cg12474023,cg19634157,cg09019052,cg20072242,cg10241347,cg09533473,cg08779706	TSS200;5UTR;1stExon,Body;TSS200,Body;TSS200,Body;TSS200,Body;TSS200,TSS1500;Body,TSS1500;Body	Island,Island,Island,Island,Island,Island,Island	LOC399815;FAM24B;FAM24B,LOC399815;FAM24B,LOC399815;FAM24B,LOC399815;FAM24B,LOC399815;FAM24B,FAM24B;LOC399815,FAM24B;LOC399815	NR_027282;NM_152644;NM_152644,NR_027282;NM_152644,NR_027282;NM_152644,NR_027282;NM_152644,NR_027282;NM_152644,NM_152644;NR_027282,NM_152644;NR_027282
10	124903428	124903436	2	cg04058169,cg23423227	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	BUB3;BUB3,BUB3;BUB3	NM_004725;NM_001007793,NM_004725;NM_001007793
10	125023992	125024808	6	cg01266390,cg18623649,cg14321742,cg03477112,cg07951083,cg18979589	_,_	_,_	_,_	_,_
10	126033511	126033539	2	cg19784721,cg18736101	_,_	_,_	_,_	_,_
10	126097582	126097600	2	cg03092918,cg03468945	TSS200,TSS200	Island,Island	OAT,OAT	NM_000274,NM_000274
10	126782711	126782743	2	cg03576555,cg15970457	5UTR;5UTR,5UTR;5UTR	_,_	CTBP2;CTBP2,CTBP2;CTBP2	NM_001083914;NM_001329,NM_001083914;NM_001329
10	127576902	127577243	2	cg02679336,cg10121457	Body,Body	S_Shore,S_Shore	FANK1,FANK1	NM_145235,NM_145235
10	130720819	130721152	4	cg11635029,cg14240060,cg12737938,cg26135388	_,_	_,_	_,_	_,_
10	131155127	131155686	3	cg14194875,cg12434587,cg02941816	TSS1500,TSS1500,Body	Island,Island,Island	MGMT,MGMT,MGMT	NM_002412,NM_002412,NM_002412
10	133851445	133851718	2	cg19205023,cg10144198	Body,Body	Island,S_Shore	DPYSL4,DPYSL4	NM_006426,NM_006426
10	134182373	134182432	2	cg00149455,cg14680921	_,_	_,_	_,_	_,_
10	134471935	134472530	3	cg09753644,cg26365014,cg14923370	_,_	N_Shore,N_Shore,Island	_,_	_,_
10	134542842	134543087	3	cg17481047,cg17805624,cg14320530	_,_	Island,Island,Island	_,_	_,_
10	134640912	134641440	3	cg11194118,cg03753683,cg09784428	_,_	Island,N_Shore,Island	_,_	_,_
10	134656471	134656573	2	cg02344361,cg11446543	_,_	N_Shore,N_Shore	_,_	_,_
10	134694433	134694743	3	cg23181554,cg18740429,cg25679864	_,_	Island,Island,Island	_,_	_,_
10	134910540	134911250	3	cg25154244,cg23400579,cg19348206	_,Body,TSS200	_,_	_,MIR202,MIR202	_,NR_030170,NR_030170
10	135190711	135190730	2	cg01465364,cg00436603	TSS200,TSS200	N_Shore,N_Shore	CYP2E1,CYP2E1	NM_000773,NM_000773
10	135223637	135224536	3	cg25823128,cg27135915,cg11543126	Body;5UTR;Body,Body;5UTR;Body,Body;5UTR;Body	_,_	SYCE1;SYCE1;SYCE1,SYCE1;SYCE1;SYCE1,SYCE1;SYCE1;SYCE1	NM_001143764;NM_130784;NM_001143763,NM_001143764;NM_130784;NM_001143763,NM_001143764;NM_130784;NM_001143763	hyper.chimp
10	126175136	126175385	2	cg06817864,cg05720616	Body;Body,Body;Body	_,_	LHPP;LHPP,LHPP;LHPP	NM_022126;NM_001167880,NM_022126;NM_001167880	hypo.chimp
10	126418808	126419257	2	cg26517376,cg23728447	5UTR,5UTR	N_Shelf,N_Shelf	FAM53B,FAM53B	NM_014661,NM_014661	hypo.chimp
10	127397596	127397669	2	cg19049077,cg26517151	TSS1500,TSS1500	N_Shore,Island	C10orf137,C10orf137	NM_015608,NM_015608	hypo.chimp
10	127574240	127575432	8	cg00267512,cg00770134,cg16889427,cg13175532,cg08472559,cg05292501,cg09487594,cg15383811	TSS1500,TSS1500,TSS1500,TSS200,TSS200,TSS200,1stExon;5UTR,Body	Island,Island,Island,Island,Island,Island,Island,Island	FANK1,FANK1,FANK1,FANK1,FANK1,FANK1,FANK1;FANK1,FANK1	NM_145235,NM_145235,NM_145235,NM_145235,NM_145235,NM_145235,NM_145235;NM_145235,NM_145235
10	128883105	128883177	2	cg23082862,cg25321212	5UTR;Body,5UTR;Body	N_Shore,N_Shore	FAM196A;DOCK1,FAM196A;DOCK1	NM_001039762;NM_001380,NM_001039762;NM_001380
10	129675043	129675054	2	cg16380876,cg07215975	5UTR,5UTR	_,_	PTPRE,PTPRE	NM_006504,NM_006504
10	129838766	129838994	2	cg27576683,cg17401780	_,_	Island,Island	_,_	_,_
10	129898504	129898549	2	cg12487789,cg07998396	_,_	N_Shore,Island	_,_	_,_
10	130436198	130436289	2	cg06733394,cg11045531	_,_	_,_	_,_	_,_
10	131107826	131107885	2	cg23758252,cg08398691	_,_	_,_	_,_	_,_
10	131456938	131457791	2	cg25239156,cg13742952	_,_	_,_	_,_	_,_
10	131559396	131559620	2	cg05636467,cg09252806	Body,Body	S_Shelf,S_Shelf	EBF3,EBF3	NM_001005463,NM_001005463
10	131585084	131585104	2	cg13696436,cg00179795	Body,Body	N_Shore,N_Shore	EBF3,EBF3	NM_001005463,NM_001005463
10	131817335	131817544	3	cg11693285,cg04751558,cg02238549	_,_	Island,Island,S_Shore	_,_	_,_
10	133334910	133334980	2	cg05221664,cg04265961	_,_	_,_	_,_	_,_
10	133646154	133646513	5	cg02886408,cg02388416,cg21762589,cg02835981,cg13599131	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island	BNIP3,BNIP3,BNIP3,BNIP3,BNIP3	NM_004052,NM_004052,NM_004052,NM_004052,NM_004052
10	133996014	133996210	2	cg14039939,cg16259904	1stExon;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	Island,S_Shore	LRRC27;LRRC27;LRRC27;LRRC27;LRRC27,LRRC27;LRRC27;LRRC27;LRRC27	NM_001143757;NM_001143757;NM_030626;NM_001143758;NM_001143759,NM_001143757;NM_030626;NM_001143758;NM_001143759
10	134420348	134420369	2	cg25204176,cg23063147	Body,Body	S_Shelf,S_Shelf	INPP5A,INPP5A	NM_005539,NM_005539
10	134449974	134450453	3	cg17259183,cg10171347,cg11342452	TSS1500,TSS1500,TSS1500	Island,Island,Island	NKX6-2,NKX6-2,NKX6-2	NM_177400,NM_177400,NM_177400
10	134455827	134455976	2	cg20515846,cg05950018	_,_	Island,Island	_,_	_,_
10	134894779	134894846	2	cg11464895,cg00646347	Body,Body	Island,Island	UTF1,UTF1	NM_003577,NM_003577
10	134972996	134973057	2	cg07908874,cg19495428	Body;TSS1500,Body;TSS1500	Island,Island	ZNF511;TUBGCP2,ZNF511;TUBGCP2	NM_145806;NM_006659,NM_145806;NM_006659
10	135183795	135184051	4	cg15883382,cg00281977,cg09436743,cg08390786	_,_	Island,Island,Island,Island	_,_	_,_
10	135191518	135193270	9	cg13315147,cg00321709,cg10862468,cg25330361,cg23400446,cg24530264,cg05194426,cg11445109,cg27214960	Body,Body,Body,Body,Body,Body,Body,Body,Body	Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore	CYP2E1,CYP2E1,CYP2E1,CYP2E1,CYP2E1,CYP2E1,CYP2E1,CYP2E1,CYP2E1	NM_000773,NM_000773,NM_000773,NM_000773,NM_000773,NM_000773,NM_000773,NM_000773,NM_000773
11	303354	303478	2	cg11694510,cg10552523	TSS1500,TSS1500	S_Shore,N_Shelf	IFITM1,IFITM1	NM_003641,NM_003641
11	305751	306247	2	cg16379091,cg08000731	_,_	Island,Island	_,_	_,_
11	396019	396901	2	cg11364895,cg18351999	Body;Body;Body,Body;Body;Body	N_Shore,Island	SIGIRR;SIGIRR;SIGIRR,SIGIRR;SIGIRR;SIGIRR	NM_001135054;NM_021805;NM_001135053,NM_001135054;NM_021805;NM_001135053
11	557966	558206	2	cg09202851,cg27193691	_,TSS200	Island,Island	_,MIR210	_,NR_029623
11	617582	618302	3	cg02218884,cg10730078,cg18714560	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	SCT,SCT,SCT	NM_021920,NM_021920,NM_021920
11	785582	786434	4	cg22747142,cg02973416,cg10970251,cg13749939	5UTR,5UTR;1stExon,TSS1500,TSS1500	N_Shelf,N_Shore,N_Shore,N_Shore	SLC25A22,SLC25A22;SLC25A22,SLC25A22,SLC25A22	NM_024698,NM_024698;NM_024698,NM_024698,NM_024698
11	808466	808903	4	cg20359360,cg14522803,cg24427660,cg18313182	TSS1500,TSS200,TSS200,1stExon;5UTR	N_Shore,N_Shore,N_Shore,N_Shore	PNPLA2,PNPLA2,PNPLA2,PNPLA2;PNPLA2	NM_020376,NM_020376,NM_020376,NM_020376;NM_020376	hypo.chimp
11	258923	259468	5	cg02443306,cg13185005,cg10308673,cg11546385,cg02563407	_,_	_,_	_,_	_,_	hyper.chimp
11	298167	298231	2	cg16187659,cg08843492	5UTR;1stExon,1stExon	N_Shelf,N_Shelf	IFITM2;IFITM2,IFITM2	NM_006435;NM_006435,NM_006435
11	309009	309718	2	cg18058077,cg17990365	_,3UTR	Island,S_Shore	_,IFITM3	_,NM_021034	hyper.chimp
11	358366	358614	6	cg15971656,cg21996245,cg23409699,cg18546477,cg25868831,cg17682432	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	_,_	B4GALNT4,B4GALNT4,B4GALNT4,B4GALNT4,B4GALNT4,B4GALNT4	NM_178537,NM_178537,NM_178537,NM_178537,NM_178537,NM_178537	hyper.chimp
11	384199	384289	2	cg08314660,cg18011064	TSS200,1stExon;5UTR	N_Shore,Island	PKP3,PKP3;PKP3	NM_007183,NM_007183;NM_007183
11	603632	603792	2	cg16486109,cg17114584	Body;Body;Body,Body;Body;Body	N_Shore,N_Shore	IRF7;IRF7;IRF7,IRF7;IRF7;IRF7	NM_004031;NM_001572;NM_004029,NM_004031;NM_001572;NM_004029
11	626167	627038	6	cg23231692,cg14433983,cg06299284,cg08726248,cg23501406,cg15861585	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island,Island	DRD4,DRD4,DRD4,DRD4,DRD4,DRD4	NM_000797,NM_000797,NM_000797,NM_000797,NM_000797,NM_000797
11	628404	629423	3	cg03909863,cg05717871,cg03855291	Body,Body,Body	Island,Island,Island	DRD4,DRD4,DRD4	NM_000797,NM_000797,NM_000797
11	684704	684717	2	cg16614500,cg19515518	TSS1500;Body;TSS1500,TSS1500;Body;TSS1500	N_Shore,N_Shore	TMEM80;DEAF1;TMEM80,TMEM80;DEAF1;TMEM80	NM_001042463;NM_021008;NM_174940,NM_001042463;NM_021008;NM_174940
11	688201	688760	2	cg07161179,cg21191255	Body;Body,Body;Body	S_Shore,S_Shelf	TMEM80;TMEM80,TMEM80;TMEM80	NM_174940;NM_001042463,NM_174940;NM_001042463
11	753339	753485	2	cg18089519,cg07199862	Body,Body	_,_	TALDO1,TALDO1	NM_006755,NM_006755
11	780177	780795	3	cg14183693,cg11475788,cg09336922	TSS200,TSS1500;3UTR,TSS1500;3UTR	N_Shore,N_Shore,N_Shore	CEND1,CEND1;SLC25A22,CEND1;SLC25A22	NM_016564,NM_016564;NM_024698,NM_016564;NM_024698
11	1287700	1288360	2	cg11259409,cg04699162	Body;TSS1500,Body;TSS1500	Island,S_Shore	LOC255512;TOLLIP,LOC255512;TOLLIP	NR_029409;NM_019009,NR_029409;NM_019009
11	1524154	1525563	4	cg27474957,cg19742538,cg06473927,cg02488653	Body,Body,Body,Body	N_Shore,Island,Island,S_Shore	HCCA2,HCCA2,HCCA2,HCCA2	NM_053005,NM_053005,NM_053005,NM_053005
11	1848619	1849184	4	cg09989681,cg20331155,cg26868156,cg24024833	5UTR;TSS200;TSS200;Body,5UTR;TSS200;TSS200;Body,5UTR;1stExon;5UTR;Body;1stExon;5UTR,5UTR;5UTR;Body;1stExon;5UTR	Island,Island,Island,S_Shore	LSP1;LSP1;LSP1;LSP1,LSP1;LSP1;LSP1;LSP1,LSP1;LSP1;LSP1;LSP1;LSP1;LSP1,LSP1;LSP1;LSP1;LSP1;LSP1	NM_001013253;NM_001013255;NM_001013254;NM_002339,NM_001013253;NM_001013255;NM_001013254;NM_002339,NM_001013253;NM_001013255;NM_001013254;NM_002339;NM_001013254;NM_001013255,NM_001013253;NM_001013254;NM_002339;NM_001013254;NM_001013255
11	1947476	1947641	2	cg14295924,cg21136371	_,_	Island,Island	_,_	_,_
11	1976604	1976680	2	cg04817190,cg03996735	TSS1500,TSS1500	S_Shore,S_Shore	H19,H19	NR_002196,NR_002196
11	2504858	2504895	2	cg02097203,cg05623526	Body;Body,Body;Body	_,_	KCNQ1;KCNQ1,KCNQ1;KCNQ1	NM_000218;NM_181798,NM_000218;NM_181798
11	2511779	2511982	2	cg18729298,cg07824422	Body;Body,Body;Body	N_Shore,Island	KCNQ1;KCNQ1,KCNQ1;KCNQ1	NM_000218;NM_181798,NM_000218;NM_181798
11	2678983	2679115	2	cg26963277,cg03654058	TSS1500;Body;Body,TSS1500;Body;Body	S_Shore,S_Shore	KCNQ1OT1;KCNQ1;KCNQ1,KCNQ1OT1;KCNQ1;KCNQ1	NR_002728;NM_000218;NM_181798,NR_002728;NM_000218;NM_181798
11	2846178	2847653	35	cg26690742,cg27223805,cg02589685,cg22675922,cg01923099,cg06582202,cg23762359,cg04876474,cg06281297,cg05656180,cg14582642,cg13885561,cg08771706,cg03947814,cg24780501,cg08246619,cg13081704,cg09502866,cg05290058,cg26601317,cg10300188,cg04251368,cg25478600,cg26457809,cg17239974,cg20250981,cg04457979,cg07592963,cg21753226,cg22389375,cg12821804,cg02646491,cg09554951,cg23008562,cg12198813	_,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	_,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN,KCNQ1DN	_,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627,NR_024627
11	3143847	3144499	2	cg06131936,cg12537619	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	OSBPL5;OSBPL5;OSBPL5,OSBPL5;OSBPL5;OSBPL5	NM_001144063;NM_020896;NM_145638,NM_001144063;NM_020896;NM_145638
11	5786606	5786738	3	cg12884422,cg03334473,cg11076663	_,_	_,_	_,_	_,_
11	6903929	6904128	4	cg04053776,cg02595681,cg14883916,cg12728517	TSS1500,TSS1500,TSS200,TSS200	N_Shore,N_Shore,Island,Island	ZNF215,ZNF215,ZNF215,ZNF215	NM_013250,NM_013250,NM_013250,NM_013250
11	6997770	6998563	12	cg04997812,cg05883874,cg12471986,cg08558873,cg21873011,cg22867063,cg11679142,cg09371047,cg11838299,cg17228942,cg15125684,cg07655598	5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS1500;1stExon,5UTR;TSS1500;1stExon,5UTR;TSS200;1stExon,5UTR;TSS200;1stExon,TSS200;TSS200,TSS200;TSS200,1stExon;TSS200;5UTR,1stExon;TSS1500;5UTR,1stExon;TSS1500;5UTR,1stExon;TSS1500;5UTR	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore	ZNF214;NLRP14,ZNF214;NLRP14,ZNF214;NLRP14;ZNF214,ZNF214;NLRP14;ZNF214,ZNF214;NLRP14;ZNF214,ZNF214;NLRP14;ZNF214,ZNF214;NLRP14,ZNF214;NLRP14,NLRP14;ZNF214;NLRP14,NLRP14;ZNF214;NLRP14,NLRP14;ZNF214;NLRP14,NLRP14;ZNF214;NLRP14	NM_013249;NM_176822,NM_013249;NM_176822,NM_013249;NM_176822;NM_013249,NM_013249;NM_176822;NM_013249,NM_013249;NM_176822;NM_013249,NM_013249;NM_176822;NM_013249,NM_013249;NM_176822,NM_013249;NM_176822,NM_176822;NM_013249;NM_176822,NM_176822;NM_013249;NM_176822,NM_176822;NM_013249;NM_176822,NM_176822;NM_013249;NM_176822
11	7964930	7965024	3	cg14751503,cg26260789,cg10693065	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	EIF3F,EIF3F,EIF3F	NM_003754,NM_003754,NM_003754
11	8571932	8572748	2	cg26668837,cg00961418	1stExon;5UTR,TSS1500	N_Shore,S_Shore	STK33;STK33,STK33	NM_030906;NM_030906,NM_030906	hyper.chimp
11	819035	819050	2	cg07535628,cg23600701	Body,Body	N_Shore,N_Shore	EFCAB4A,EFCAB4A	NM_173584,NM_173584	hypo.chimp
11	821584	822357	3	cg12669354,cg22009923,cg03885332	TSS1500;TSS1500;TSS1500;TSS1500;3UTR,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	Island,Island,Island	CD151;CD151;CD151;CD151;EFCAB4A,CD151;CD151;CD151;CD151,CD151;CD151;CD151;CD151	NM_139030;NM_004357;NM_139029;NM_001039490;NM_173584,NM_139030;NM_004357;NM_139029;NM_001039490,NM_139030;NM_004357;NM_139029;NM_001039490
11	998880	998985	3	cg23699098,cg20764817,cg18550498	Body,Body,Body	N_Shore,N_Shore,N_Shore	AP2A2,AP2A2,AP2A2	NM_012305,NM_012305,NM_012305
11	1420117	1420238	2	cg12186219,cg17429870	Body,Body	N_Shore,N_Shore	BRSK2,BRSK2	NM_003957,NM_003957
11	1978234	1978597	2	cg19177307,cg06982169	_,_	S_Shore,S_Shelf	_,_	_,_
11	2119192	2119506	2	cg20088847,cg24781163	Body;Body;5UTR;TSS1500;Body,Body;Body;5UTR;TSS1500;Body	S_Shore,S_Shore	IGF2AS;INS-IGF2;IGF2;IGF2;IGF2AS,IGF2AS;INS-IGF2;IGF2;IGF2;IGF2AS	NR_028044;NR_003512;NM_001007139;NM_001127598;NR_028043,NR_028044;NR_003512;NM_001007139;NM_001127598;NR_028043
11	2248330	2249881	28	cg10290276,cg02964724,cg27252164,cg20912770,cg05309948,cg15790820,cg06272038,cg10526374,cg11772171,cg13330341,cg14308479,cg07333715,cg01156550,cg21063716,cg19284039,cg26051413,cg13762320,cg11644479,cg05068202,cg20392764,cg04380653,cg07525299,cg12499235,cg24057514,cg06623151,cg09394785,cg04454576,cg10988368	1stExon;5UTR,TSS200,TSS200,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	ASCL2;ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2,ASCL2	NM_005170;NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170,NM_005170	hypo.chimp
11	2271621	2271915	2	cg12500951,cg09476073	_,_	_,_	_,_	_,_	hypo.chimp
11	2279083	2279093	2	cg21027517,cg05509777	Body;TSS1500;Body,Body;TSS1500;Body	_,_	C11orf21;TSPAN32;C11orf21,C11orf21;TSPAN32;C11orf21	NR_024621;NM_139022;NM_001142946,NR_024621;NM_139022;NM_001142946	hypo.chimp
11	2971055	2971094	2	cg24601835,cg08642707	TSS1500,TSS1500	S_Shore,S_Shore	NAP1L4,NAP1L4	NM_005969,NM_005969	hypo.chimp
11	3774369	3774425	3	cg09677763,cg24951593,cg19247588	5UTR;TSS1500;5UTR;TSS1500;TSS1500;5UTR;TSS1500;5UTR;TSS1500,5UTR;TSS1500;5UTR;TSS1500;TSS1500;5UTR;TSS1500;5UTR;TSS1500,5UTR;TSS1500;5UTR;TSS1500;TSS1500;5UTR;TSS1500;5UTR;TSS1500	N_Shore,N_Shore,N_Shore	NUP98;PGAP2;NUP98;PGAP2;PGAP2;NUP98;PGAP2;NUP98;PGAP2,NUP98;PGAP2;NUP98;PGAP2;PGAP2;NUP98;PGAP2;NUP98;PGAP2,NUP98;PGAP2;NUP98;PGAP2;PGAP2;NUP98;PGAP2;NUP98;PGAP2	NM_139131;NM_001145439;NM_139132;NR_027015;NM_001145438;NM_005387;NR_027014;NM_016320;NR_027017,NM_139131;NM_001145439;NM_139132;NR_027015;NM_001145438;NM_005387;NR_027014;NM_016320;NR_027017,NM_139131;NM_001145439;NM_139132;NR_027015;NM_001145438;NM_005387;NR_027014;NM_016320;NR_027017	hypo.chimp
11	4371779	4371821	2	cg07244098,cg09983885	TSS1500,TSS1500	_,_	TRIM21,TRIM21	NM_003141,NM_003141	hypo.chimp
11	8662157	8662535	3	cg05888947,cg22841667,cg03158561	Body;TSS1500;TSS200,Body;TSS1500;TSS200,Body;TSS1500	S_Shore,S_Shore,S_Shore	RPL27A;SNORA45;SNORA3,RPL27A;SNORA45;SNORA3,RPL27A;SNORA45	NM_000990;NR_002977;NR_002580,NM_000990;NR_002977;NR_002580,NM_000990;NR_002977	hypo.chimp
11	8789532	8789671	2	cg17213154,cg22989033	TSS1500;TSS200;5UTR,TSS1500;TSS1500;5UTR	_,_	ST5;ST5;ST5,ST5;ST5;ST5	NM_213618;NM_139157;NM_005418,NM_139157;NM_213618;NM_005418	hyper.chimp
11	9068790	9069047	2	cg24733126,cg01081263	Body;Body,Body;Body	N_Shore,Island	SCUBE2;SCUBE2,SCUBE2;SCUBE2	NM_020974;NM_001170690,NM_020974;NM_001170690	hyper.chimp
11	9342414	9343027	2	cg14296990,cg13070366	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
11	10486163	10486282	2	cg09761134,cg01522525	_,_	_,_	_,_	_,_	hypo.chimp
11	14621265	14621567	2	cg18222865,cg03439703	TSS1500;5UTR,TSS1500;5UTR	N_Shore,N_Shore	PDE3B;PSMA1,PDE3B;PSMA1	NM_000922;NM_148976,NM_000922;NM_148976	hypo.chimp
11	14950774	14950806	2	cg12904004,cg13491234	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	CALCA;CALCA;CALCA,CALCA;CALCA;CALCA	NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952	hyper.chimp
11	14951137	14951743	8	cg05061471,cg06796866,cg11596897,cg05397812,cg08176386,cg10467022,cg12083965,cg26676559	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island	CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA,CALCA;CALCA;CALCA	NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952,NM_001741;NM_001033953;NM_001033952	hypo.chimp
11	15919508	15919743	4	cg07805777,cg03662997,cg05565400,cg20446948	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
11	17717150	17717178	2	cg09557556,cg25033364	Body;Body,Body;Body	S_Shelf,S_Shelf	KCNC1;KCNC1,KCNC1;KCNC1	NM_004976;NM_001112741,NM_004976;NM_001112741	hyper.chimp
11	18187067	18187597	10	cg26558664,cg10940997,cg02526277,cg09511963,cg12302402,cg05756029,cg13520342,cg15887459,cg05640342,cg01012559	TSS200;TSS200;TSS1500,TSS200;TSS200;TSS1500,TSS200;TSS200;TSS1500,TSS200;TSS200;TSS1500,TSS200;TSS200;TSS1500,Body;TSS200;Body,Body;TSS200;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore	LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141,LOC494141;LOC494141;LOC494141	NR_026564;NR_026541;NR_026563,NR_026564;NR_026541;NR_026563,NR_026564;NR_026541;NR_026563,NR_026564;NR_026541;NR_026563,NR_026564;NR_026541;NR_026563,NR_026541;NR_026563;NR_026564,NR_026541;NR_026563;NR_026564,NR_026541;NR_026564;NR_026563,NR_026541;NR_026564;NR_026563,NR_026541;NR_026564;NR_026563	hypo.chimp
11	18372217	18372456	5	cg19631472,cg15700009,cg02232751,cg09436562,cg03628148	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	LDHA;LDHA;LDHA;LDHA;LDHA,LDHA;LDHA;LDHA;LDHA;LDHA,LDHA;LDHA;LDHA;LDHA;LDHA,LDHA;LDHA;LDHA;LDHA;LDHA,LDHA;LDHA;LDHA;LDHA;LDHA	NM_005566;NM_001165415;NR_028500;NM_001135239;NM_001165416,NM_005566;NM_001165415;NR_028500;NM_001135239;NM_001165416,NM_001165415;NM_005566;NR_028500;NM_001135239;NM_001165416,NM_001165415;NM_005566;NR_028500;NM_001135239;NM_001165416,NM_001165415;NM_005566;NR_028500;NM_001135239;NM_001165416	hypo.chimp
11	18390140	18390591	2	cg14332815,cg05740244	TSS1500;TSS1500,5UTR;5UTR	_,_	LDHC;LDHC,LDHC;LDHC	NM_017448;NM_002301,NM_017448;NM_002301	hypo.chimp
11	18433856	18433955	3	cg14813083,cg06888460,cg18888461	TSS200;TSS200,TSS200;TSS200,1stExon;1stExon;5UTR;5UTR	N_Shore,Island,Island	LDHAL6A;LDHAL6A,LDHAL6A;LDHAL6A,LDHAL6A;LDHAL6A;LDHAL6A;LDHAL6A	NM_144972;NM_001144071,NM_144972;NM_001144071,NM_001144071;NM_144972;NM_144972;NM_001144071	hypo.chimp
11	18704710	18704743	2	cg16094293,cg01522437	TSS1500,TSS1500	_,_	IGSF22,IGSF22	NM_173588,NM_173588	hypo.chimp
11	26972095	26972384	4	cg10418755,cg02565993,cg07042914,cg07777008	TSS200,TSS200,5UTR;1stExon,5UTR;1stExon	_,_	FIBIN,FIBIN,FIBIN;FIBIN,FIBIN;FIBIN	NM_203371,NM_203371,NM_203371;NM_203371,NM_203371;NM_203371	hyper.chimp
11	32378328	32378421	3	cg20449659,cg10244666,cg08575722	Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	_,_	WT1;WT1;WT1;WT1,WT1;WT1;WT1;WT1,WT1;WT1;WT1;WT1	NM_024425;NM_024426;NM_000378;NM_024424,NM_024425;NM_024426;NM_000378;NM_024424,NM_024425;NM_024426;NM_000378;NM_024424	hyper.chimp
11	33714989	33716079	5	cg24453664,cg16568681,cg02224369,cg03292992,cg20627971	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	CD59;CD59;CD59;CD59,CD59;CD59;CD59;CD59,CD59;CD59;CD59;CD59,CD59;CD59;CD59;CD59,CD59;CD59;CD59;CD59	NM_000611;NM_203330;NM_203329;NM_203331,NM_000611;NM_203330;NM_203329;NM_203331,NM_000611;NM_203330;NM_203329;NM_203331,NM_000611;NM_203330;NM_203329;NM_203331,NM_000611;NM_203330;NM_203329;NM_203331	hypo.chimp
11	35639997	35640127	2	cg02760962,cg23681730	TSS1500,TSS1500	N_Shore,N_Shore	TRIM44,TRIM44	NM_017583,NM_017583	hyper.chimp
11	36432808	36432848	2	cg14850730,cg08790638	Body;Body;Body;Body,Body;Body;Body;Body	_,_	PRR5L;PRR5L;PRR5L;PRR5L,PRR5L;PRR5L;PRR5L;PRR5L	NM_024841;NM_001160167;NM_001160169;NM_001160168,NM_024841;NM_001160167;NM_001160169;NM_001160168	hypo.chimp
11	36488858	36488999	2	cg07170183,cg23624321	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	TRAF6;TRAF6,TRAF6;TRAF6	NM_004620;NM_145803,NM_004620;NM_145803	hypo.chimp
11	41437934	41438231	4	cg03681834,cg15681577,cg24638253,cg11382417	_,_	_,_	_,_	_,_	hypo.chimp
11	43247534	43247786	5	cg00233420,cg00258081,cg26999154,cg05920383,cg06013378	_,_	_,_	_,_	_,_	hypo.chimp
11	43501076	43501360	2	cg24568548,cg04904059	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
11	43524916	43525498	2	cg09622715,cg15736524	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
11	43554808	43555548	2	cg05524450,cg13925360	_,_	S_Shore,N_Shore	_,_	_,_	hypo.chimp
11	43561103	43561845	2	cg17421143,cg01681847	_,_	S_Shore,S_Shelf	_,_	_,_	hypo.chimp
11	44883503	44883669	2	cg13136266,cg25327296	5UTR;TSS1500,5UTR;TSS1500	_,_	TSPAN18;TSPAN18,TSPAN18;TSPAN18	NM_130783;NM_001031730,NM_130783;NM_001031730	hypo.chimp
11	44935572	44935902	2	cg02408252,cg15075597	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
11	45187623	45187751	2	cg13448468,cg00328729	Body,Body	N_Shelf,N_Shelf	PRDM11,PRDM11	NM_020229,NM_020229	hypo.chimp
11	45349305	45349349	2	cg11656177,cg24530812	_,_	_,_	_,_	_,_	hyper.chimp
11	45700199	45700347	3	cg01299768,cg16950627,cg16598420	_,_	_,_	_,_	_,_	hyper.chimp
11	45701499	45701548	2	cg20786730,cg15803018	_,_	_,_	_,_	_,_	hyper.chimp
11	45824974	45825077	2	cg15812322,cg07524456	TSS1500;TSS1500,TSS1500;TSS200	N_Shore,N_Shore	CRY2;CRY2,CRY2;CRY2	NM_021117;NM_001127457,NM_021117;NM_001127457	hyper.chimp
11	46339642	46339785	3	cg21770622,cg02865822,cg18337963	Body;TSS200;Body;Body,Body;TSS200;Body;Body,1stExon;Body;5UTR;Body;Body	_,_	DGKZ;DGKZ;DGKZ;DGKZ,DGKZ;DGKZ;DGKZ;DGKZ,DGKZ;DGKZ;DGKZ;DGKZ;DGKZ	NM_201533;NM_001105540;NM_003646;NM_201532,NM_201533;NM_001105540;NM_003646;NM_201532,NM_001105540;NM_201533;NM_001105540;NM_003646;NM_201532
11	46357998	46358023	2	cg11436767,cg07052627	TSS1500;Body;Body;Body;Body,TSS1500;Body;Body;Body;Body	N_Shore,N_Shore	MDK;DGKZ;DGKZ;DGKZ;DGKZ,MDK;DGKZ;DGKZ;DGKZ;DGKZ	NM_001012334;NM_001105540;NM_201533;NM_003646;NM_201532,NM_001012334;NM_001105540;NM_201533;NM_003646;NM_201532
11	47531854	47531859	2	cg19460817,cg25953688	TSS1500,TSS1500	S_Shore,S_Shore	CUGBP1,CUGBP1	NM_006560,NM_006560
11	49536593	49536886	3	cg16857801,cg00606739,cg09469643	TSS200,TSS200,Body	_,_	LOC440040,LOC440040,LOC440040	NR_027044,NR_027044,NR_027044
11	49538951	49539703	3	cg04206351,cg09413950,cg05259545	Body,Body,Body	_,_	LOC440040,LOC440040,LOC440040	NR_027044,NR_027044,NR_027044
11	56761495	56761510	2	cg15355388,cg25072179	Body;1stExon;5UTR,TSS200;TSS200	_,_	APLNR;APLNR;APLNR,APLNR;APLNR	NR_027991;NM_005161;NM_005161,NR_027991;NM_005161	hypo.chimp
11	46914334	46914667	3	cg26198807,cg07104919,cg24347903	TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200	N_Shore,N_Shore,N_Shore	C11orf49;C11orf49;C11orf49;C11orf49,C11orf49;C11orf49;C11orf49;C11orf49,C11orf49;C11orf49;C11orf49;C11orf49	NM_001003677;NM_001003676;NM_024113;NM_001003678,NM_001003676;NM_001003678;NM_001003677;NM_024113,NM_001003676;NM_001003678;NM_001003677;NM_024113	hyper.chimp
11	47192476	47192707	3	cg19486271,cg04848972,cg22081008	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	DDB2,DDB2,DDB2	NM_000107,NM_000107,NM_000107	hyper.chimp
11	48302391	48303256	2	cg03682622,cg03851956	TSS1500,1stExon	_,_	OR4C3,OR4C3	NM_001004702,NM_001004702	hyper.chimp
11	49026581	49027213	3	cg06842946,cg19304273,cg24442760	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
11	56846314	56846646	4	cg13487312,cg20343063,cg00489660,cg12603560	5UTR,5UTR,5UTR,5UTR	N_Shore,N_Shore,N_Shore,N_Shore	TNKS1BP1,TNKS1BP1,TNKS1BP1,TNKS1BP1	NM_033396,NM_033396,NM_033396,NM_033396	hypo.chimp
11	56988907	56989132	4	cg15641024,cg08081323,cg18048562,cg12528597	Body,Body,Body,Body	Island,Island,Island,Island	RTN4RL2,RTN4RL2,RTN4RL2,RTN4RL2	NM_178570,NM_178570,NM_178570,NM_178570	hypo.chimp
11	57275940	57275967	2	cg01270709,cg06737912	TSS200,TSS200	N_Shore,N_Shore	BTBD18,BTBD18	NM_001145101,NM_001145101	hypo.chimp
11	58487933	58488210	4	cg12635602,cg03131724,cg18789929,cg02164335	_,_	Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
11	58492576	58492680	3	cg23971381,cg00325125,cg25801742	_,_	_,_	_,_	_,_	hyper.chimp
11	58582290	58582446	2	cg23847908,cg06747831	_,_	_,_	_,_	_,_	hyper.chimp
11	58626239	58626651	5	cg15313325,cg01976784,cg26437112,cg11104828,cg16611234	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_	hyper.chimp
11	58630531	58631309	8	cg21833459,cg03004497,cg02404739,cg23633158,cg11139304,cg16540026,cg14859464,cg13864937	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,1stExon;5UTR;5UTR;1stExon;5UTR;1stExon,1stExon;5UTR;5UTR;1stExon;5UTR;1stExon	Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B;FAM111B;FAM111B;FAM111B,FAM111B;FAM111B;FAM111B;FAM111B;FAM111B;FAM111B	NM_001142704;NM_198947;NM_001142703,NM_001142704;NM_198947;NM_001142703,NM_001142703;NM_001142704;NM_198947,NM_001142703;NM_001142704;NM_198947,NM_001142703;NM_001142704;NM_198947,NM_001142703;NM_001142704;NM_198947,NM_001142704;NM_001142704;NM_001142703;NM_198947;NM_198947;NM_001142703,NM_001142704;NM_001142704;NM_001142703;NM_198947;NM_198947;NM_001142703	hyper.chimp
11	59081098	59081163	2	cg16082644,cg04896706	_,_	N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
11	59334927	59335090	2	cg05936604,cg06925083	TSS200,TSS200	Island,S_Shore	MRPL16,MRPL16	NM_017840,NM_017840	hyper.chimp
11	60280681	60281048	2	cg19836423,cg19105504	TSS1500;TSS1500,5UTR;1stExon;5UTR;1stExon	_,_	MS4A15;MS4A15,MS4A15;MS4A15;MS4A15;MS4A15	NM_001098835;NM_152717,NM_001098835;NM_152717;NM_152717;NM_001098835	hyper.chimp
11	60476706	60476805	2	cg23572944,cg18151345	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	SLC15A3;SLC15A3,SLC15A3;SLC15A3	NM_016582;NR_027391,NM_016582;NR_027391	hypo.chimp
11	60685593	60685677	2	cg12474080,cg25479306	TSS200,TSS200	Island,Island	VPS37C,VPS37C	NM_017966,NM_017966	hyper.chimp
11	60916178	60917066	6	cg17379860,cg16316624,cg20208600,cg10489124,cg06956048,cg21116783	TSS1500,TSS1500,TSS200,TSS200,TSS200,5UTR	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,S_Shore	TMEM216,TMEM216,TMEM216,TMEM216,TMEM216,TMEM216	NM_016499,NM_016499,NM_016499,NM_016499,NM_016499,NM_016499
11	61078831	61080243	4	cg17147820,cg08922201,cg02950427,cg14161454	Body,Body,Body,Body	N_Shore,Island,Island,S_Shore	SYT7,SYT7,SYT7,SYT7	NM_004200,NM_004200,NM_004200,NM_004200
11	62135639	62136075	2	cg12616487,cg07533529	TSS1500;Body,TSS1500;Body	N_Shore,N_Shore	ROM1;EML3,ROM1;EML3	NM_000327;NM_153265,NM_000327;NM_153265
11	62171139	62171362	3	cg05962404,cg12954619,cg16260700	TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body	S_Shore,S_Shore,S_Shore	GANAB;GANAB;INTS5,GANAB;GANAB;INTS5,GANAB;GANAB;INTS5	NM_198335;NM_198334;NM_030628,NM_198335;NM_198334;NM_030628,NM_198335;NM_198334;NM_030628
11	62211674	62212406	3	cg03127898,cg03353995,cg01596963	3UTR,Body,Body	Island,Island,Island	LRRN4CL,LRRN4CL,LRRN4CL	NM_203422,NM_203422,NM_203422	hypo.chimp
11	61040441	61040710	3	cg00009053,cg17683593,cg10442157	3UTR,3UTR,3UTR	Island,Island,Island	SYT7,SYT7,SYT7	NM_004200,NM_004200,NM_004200
11	61276354	61276363	2	cg08368973,cg15859635	TSS1500,TSS1500	Island,Island	C11orf9,C11orf9	NM_001127392,NM_001127392
11	63509952	63510174	3	cg20778582,cg13684444,cg19233923	5UTR;Body;1stExon,5UTR;Body;1stExon,5UTR;Body;1stExon	N_Shore,Island,Island	OTUB1;OTUB1;OTUB1,OTUB1;OTUB1;OTUB1,OTUB1;OTUB1;OTUB1	NM_017670;NR_003089;NM_017670,NM_017670;NR_003089;NM_017670,NM_017670;NR_003089;NM_017670	hyper.chimp
11	62316289	62316458	2	cg04288036,cg07743764	3UTR;3UTR;TSS1500,3UTR;3UTR;TSS1500	S_Shore,S_Shore	NXF1;NXF1;TMEM223,NXF1;NXF1;TMEM223	NM_001081491;NM_006362;NM_001080501,NM_001081491;NM_006362;NM_001080501	hypo.chimp
11	62377754	62378367	4	cg18159646,cg09448652,cg03431111,cg05512483	TSS1500;TSS1500;Body;Body,TSS200;TSS1500;TSS1500;Body,TSS1500;TSS1500;Body;TSS1500;Body,TSS1500;TSS1500;TSS1500;TSS1500;Body	N_Shelf,N_Shore,N_Shore,N_Shore	SNORD22;SNORD31;SNORD30;SNHG1,SNORD30;SNORD22;SNORD31;SNHG1,SNORD30;SNORD22;SNORD29;SNORD31;SNHG1,SNORD30;SNORD22;SNORD29;SNORD31;SNHG1	NR_000008;NR_002560;NR_002561;NR_003098,NR_002561;NR_000008;NR_002560;NR_003098,NR_002561;NR_000008;NR_002559;NR_002560;NR_003098,NR_002561;NR_000008;NR_002559;NR_002560;NR_003098	hypo.chimp
11	62539937	62540058	4	cg18305416,cg22907415,cg10068408,cg08288703	TSS200,TSS200,TSS200,TSS200	_,_	SLC22A8,SLC22A8,SLC22A8,SLC22A8	NM_004254,NM_004254,NM_004254,NM_004254	hypo.chimp
11	63030119	63030141	2	cg11183156,cg27376024	5UTR;1stExon;5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;5UTR;1stExon;1stExon;5UTR	_,_	LGALS12;LGALS12;LGALS12;LGALS12;LGALS12;LGALS12,LGALS12;LGALS12;LGALS12;LGALS12;LGALS12;LGALS12	NM_001142535;NM_033101;NM_033101;NM_001142535;NM_001142536;NM_001142536,NM_001142535;NM_033101;NM_033101;NM_001142535;NM_001142536;NM_001142536	hypo.chimp
11	63130762	63130797	2	cg03548386,cg05642283	Body;Body,Body;Body	_,_	PLA2G16;PLA2G16,PLA2G16;PLA2G16	NM_001128203;NM_007069,NM_001128203;NM_007069	hypo.chimp
11	63204932	63205031	3	cg17372806,cg15832662,cg04111435	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	RTN3;RTN3;RTN3;RTN3,RTN3;RTN3;RTN3;RTN3,RTN3;RTN3;RTN3;RTN3	NM_201428;NM_201430;NM_201429;NM_006054,NM_201428;NM_201430;NM_201429;NM_006054,NM_201428;NM_201430;NM_201429;NM_006054	hypo.chimp
11	63432946	63434769	5	cg08669010,cg24769295,cg06982473,cg10689689,cg21609804	Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,3UTR;3UTR;3UTR;3UTR;3UTR,3UTR;3UTR;3UTR;3UTR;3UTR	Island,Island,Island,S_Shore,N_Shore	MARK2;MARK2;MARK2;MARK2;MARK2,MARK2;MARK2;MARK2;MARK2;MARK2,MARK2;MARK2;MARK2;MARK2;MARK2,MARK2;MARK2;MARK2;MARK2;MARK2,MARK2;MARK2;MARK2;MARK2;MARK2	NM_004954;NM_017490;NM_001039469;NM_001163297;NM_001163296,NM_004954;NM_017490;NM_001039469;NM_001163297;NM_001163296,NM_004954;NM_017490;NM_001039469;NM_001163297;NM_001163296,NM_001039469;NM_001163296;NM_004954;NM_017490;NM_001163297,NM_001039469;NM_001163296;NM_004954;NM_017490;NM_001163297	hypo.chimp
11	63522137	63522862	2	cg09687417,cg16499416	Body;3UTR,3UTR	N_Shore,Island	OTUB1;OTUB1,MACROD1	NR_003089;NM_017670,NM_014067	hypo.chimp
11	63584271	63584455	2	cg04582871,cg18545771	Body,Body	_,_	MACROD1,MACROD1	NM_014067,NM_014067	hyper.chimp
11	63662626	63662680	3	cg25819103,cg04725041,cg05697539	Body,Body,Body	_,_	MACROD1,MACROD1,MACROD1	NM_014067,NM_014067,NM_014067	hypo.chimp
11	63771865	63772150	2	cg07773434,cg09587634	TSS1500,TSS1500	Island,S_Shore	PPP1R14B,PPP1R14B	NM_138689,NM_138689	hypo.chimp
11	63824261	63824263	2	cg25168700,cg24027931	TSS200,TSS200	Island,Island	C11orf20,C11orf20	NM_001039496,NM_001039496	hypo.chimp
11	63829966	63830286	3	cg23073111,cg23878768,cg09458820	5UTR,5UTR,5UTR	Island,Island,Island	ESRRA,ESRRA,ESRRA	NM_004451,NM_004451,NM_004451
11	63872741	63872826	2	cg12797157,cg11657323	Body,Body	S_Shelf,S_Shelf	CCDC88B,CCDC88B	NM_032251,NM_032251
11	63933418	63933569	2	cg03071221,cg03507824	_,_	_,_	_,_	_,_
11	64238908	64240267	3	cg19691659,cg27319263,cg12938128	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	S_Shore,S_Shore,S_Shelf	NRXN2;NRXN2,NRXN2;NRXN2,NRXN2;NRXN2	NM_015080;NM_138732,NM_015080;NM_138732,NM_015080;NM_138732
11	64283765	64283993	5	cg09138437,cg09958483,cg02176069,cg26884581,cg11887214	1stExon;1stExon,1stExon;1stExon,1stExon;1stExon,1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR	_,_	PYGM;PYGM,PYGM;PYGM,PYGM;PYGM,PYGM;PYGM;PYGM;PYGM,PYGM;PYGM;PYGM;PYGM	NM_001164716;NM_005609,NM_001164716;NM_005609,NM_001164716;NM_005609,NM_001164716;NM_005609;NM_001164716;NM_005609,NM_001164716;NM_005609;NM_001164716;NM_005609
11	64708374	64708610	2	cg20138404,cg03241909	Body,Body	Island,Island	CAPN1,CAPN1	NM_005186,NM_005186
11	65131643	65131769	2	cg04798016,cg11392776	Body,Body	Island,Island	MAP3K11,MAP3K11	NM_002419,NM_002419
11	65310236	65310337	2	cg04293602,cg23220533	TSS1500,TSS1500	N_Shore,Island	OVOL1,OVOL1	NM_004561,NM_004561
11	65469402	65470469	4	cg24040948,cg16884601,cg23196081,cg21800989	TSS1500,TSS200,1stExon;5UTR,Body	_,_	TSGA10IP,TSGA10IP,TSGA10IP;TSGA10IP,TSGA10IP	NM_152762,NM_152762,NM_152762;NM_152762,NM_152762	hypo.chimp
11	63972956	63973320	2	cg03074692,cg24900869	_,_	N_Shore,S_Shore	_,_	_,_	hyper.chimp
11	64737657	64737892	5	cg10133725,cg03219657,cg02780017,cg14373018,cg21080921	TSS1500,TSS1500,TSS200,TSS200,TSS200	_,_	SLC22A20,SLC22A20,SLC22A20,SLC22A20,SLC22A20	NM_001004326,NM_001004326,NM_001004326,NM_001004326,NM_001004326	hyper.chimp
11	64879833	64880086	2	cg16555856,cg23319460	5UTR,Body	N_Shore,Island	TIGD3,TIGD3	NM_145719,NM_145719
11	65001186	65001705	5	cg01286631,cg25992645,cg09946346,cg07420702,cg14002950	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_
11	65022260	65022547	3	cg07799005,cg22311458,cg17153055	Body,Body,Body	S_Shore,S_Shore,S_Shore	MALAT1,MALAT1,MALAT1	NR_002819,NR_002819,NR_002819
11	65070184	65071489	3	cg04948284,cg24392577,cg21584461	Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,N_Shore,Island	LTBP3;LTBP3;LTBP3,LTBP3;LTBP3;LTBP3,LTBP3;LTBP3;LTBP3	NM_001164266;NM_021070;NM_001130144,NM_001164266;NM_021070;NM_001130144,NM_001164266;NM_021070;NM_001130144
11	65170837	65171836	4	cg07982082,cg06464468,cg00083072,cg20450318	Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,S_Shore	SIPA1;SIPA1,SIPA1;SIPA1,SIPA1;SIPA1,SIPA1;SIPA1	NM_153253;NM_006747,NM_153253;NM_006747,NM_153253;NM_006747,NM_153253;NM_006747
11	65859962	65860735	6	cg25635864,cg08931107,cg17066238,cg05049335,cg05998426,cg14550985	Body,Body,1stExon,1stExon;5UTR,1stExon;5UTR,TSS200	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	RIN1,RIN1,RIN1,RIN1;RIN1,RIN1;RIN1,RIN1	NM_004292,NM_004292,NM_004292,NM_004292;NM_004292,NM_004292;NM_004292,NM_004292
11	66595661	66595767	3	cg22344122,cg18043888,cg00023919	3UTR,3UTR,3UTR	Island,Island,Island	RHOD,RHOD,RHOD	NM_014578,NM_014578,NM_014578	hyper.chimp
11	65791257	65791411	2	cg24781737,cg15299835	3UTR;TSS1500;3UTR;3UTR;3UTR,3UTR;TSS1500;3UTR;3UTR;3UTR	N_Shore,Island	KLC2;RAB1B;KLC2;KLC2;KLC2,KLC2;RAB1B;KLC2;KLC2;KLC2	NM_001134774;NM_030981;NM_001134776;NM_022822;NM_001134775,NM_001134774;NM_030981;NM_001134776;NM_022822;NM_001134775	hypo.chimp
11	65963470	65963623	2	cg01368415,cg16564534	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	_,_	MRPL11;MRPL11;MRPL11,MRPL11;MRPL11;MRPL11	NM_170739;NM_016050;NM_170738,NM_170739;NM_016050;NM_170738	hypo.chimp
11	66092225	66092869	6	cg06817264,cg03423112,cg17381565,cg05087948,cg23669043,cg24987259	Body,5UTR;1stExon,TSS200,TSS200,TSS200,TSS1500	Island,Island,Island,S_Shore,S_Shore,S_Shore	CTSF,CTSF;CTSF,CTSF,CTSF,CTSF,CTSF	NM_003793,NM_003793;NM_003793,NM_003793,NM_003793,NM_003793,NM_003793
11	67006740	67008253	3	cg15286618,cg19528654,cg20973735	TSS1500,Body,Body	N_Shore,S_Shore,S_Shore	AIP,AIP,AIP	NM_003977,NM_003977,NM_003977
11	67018237	67019569	4	cg20266711,cg11736903,cg09461648,cg03496014	Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,S_Shore	PITPNM1;PITPNM1,PITPNM1;PITPNM1,PITPNM1;PITPNM1,PITPNM1;PITPNM1	NM_001130848;NM_004910,NM_001130848;NM_004910,NM_001130848;NM_004910,NM_001130848;NM_004910
11	67030072	67030083	2	cg08962271,cg04383058	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	PITPNM1;PITPNM1,PITPNM1;PITPNM1	NM_004910;NM_001130848,NM_004910;NM_001130848
11	67105885	67107239	6	cg07995438,cg19114214,cg25135322,cg25866895,cg14921275,cg09657136	_,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	_,GSTP1,GSTP1,GSTP1,GSTP1,GSTP1	_,NM_000852,NM_000852,NM_000852,NM_000852,NM_000852
11	67130201	67130553	3	cg21660623,cg17020635,cg19038228	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	NDUFV1;NDUFV1,NDUFV1;NDUFV1,NDUFV1;NDUFV1	NM_007103;NM_001166102,NM_007103;NM_001166102,NM_007103;NM_001166102
11	67174534	67174716	3	cg11096993,cg01240599,cg04565008	5UTR,5UTR,TSS200	_,_	ACY3,ACY3,ACY3	NM_080658,NM_080658,NM_080658
11	67526980	67527241	2	cg01711344,cg11027221	Body,Body	N_Shore,Island	UNC93B1,UNC93B1	NM_030930,NM_030930
11	67852625	67852741	3	cg07992044,cg24051242,cg12832726	Body,Body,Body	_,_	LRP5,LRP5,LRP5	NM_002335,NM_002335,NM_002335
11	67890907	67890974	2	cg03402922,cg05360160	Body,Body	_,_	LRP5,LRP5	NM_002335,NM_002335
11	68207972	68208275	2	cg23009355,cg02340541	TSS1500,TSS1500	Island,Island	GAL,GAL	NM_015973,NM_015973
11	68378226	68378545	2	cg24488311,cg11245990	_,_	N_Shore,N_Shore	_,_	_,_
11	68676449	68677347	8	cg26213821,cg10486439,cg15175377,cg25903143,cg00317879,cg14036981,cg19584547,cg18168310	_,_	_,N_Shelf	_,_	_,_
11	68773970	68774015	2	cg24778776,cg05205239	_,_	_,_	_,_	_,_
11	68946731	68946751	2	cg24478926,cg17341113	_,_	_,_	_,_	_,_
11	68973440	68973860	4	cg15799461,cg08885142,cg13305406,cg17064090	_,_	_,_	_,_	_,_
11	69229452	69229599	2	cg24454109,cg02513449	TSS1500,TSS1500	S_Shore,S_Shore	FGF19,FGF19	NM_005117,NM_005117
11	71430370	71430645	3	cg26632909,cg03350366,cg17997463	5UTR,5UTR,5UTR	_,_	NUMA1,NUMA1,NUMA1	NM_006185,NM_006185,NM_006185	hypo.chimp
11	66813022	66813824	2	cg15172729,cg03790236	TSS1500;TSS1500,Body;Body	Island,Island	ANKRD13D;ANKRD13D,ANKRD13D;ANKRD13D	NM_207354;NR_030767,NM_207354;NR_030767	hyper.chimp
11	67139953	67140438	3	cg14500267,cg24690094,cg04647918	_,_	N_Shore,Island,S_Shore	_,_	_,_	hyper.chimp
11	67144226	67144511	2	cg05233950,cg26428032	_,_	S_Shelf,_	_,_	_,_	hyper.chimp
11	67528302	67528367	2	cg25756680,cg04108360	TSS200,TSS200	S_Shore,S_Shore	UNC93B1,UNC93B1	NM_030930,NM_030930	hyper.chimp
11	67534194	67534528	6	cg05620821,cg15322932,cg24390938,cg14871333,cg02331303,cg07730301	TSS200;TSS200;5UTR,TSS200;TSS200;5UTR,TSS200;TSS200;5UTR,TSS200;TSS200;5UTR,1stExon;5UTR;5UTR;1stExon;5UTR,5UTR;5UTR;5UTR	_,_	ALDH3B1;ALDH3B1;ALDH3B1,ALDH3B1;ALDH3B1;ALDH3B1,ALDH3B1;ALDH3B1;ALDH3B1,ALDH3B1;ALDH3B1;ALDH3B1,ALDH3B1;ALDH3B1;ALDH3B1;ALDH3B1;ALDH3B1,ALDH3B1;ALDH3B1;ALDH3B1	NM_001030010;NM_000694;NM_001161473,NM_001030010;NM_000694;NM_001161473,NM_001030010;NM_000694;NM_001161473,NM_001030010;NM_000694;NM_001161473,NM_000694;NM_001030010;NM_000694;NM_001030010;NM_001161473,NM_001030010;NM_000694;NM_001161473	hyper.chimp
11	68818030	68818049	2	cg08759026,cg20363347	TSS200,TSS200	_,_	MYEOV,MYEOV	NM_138768,NM_138768	hyper.chimp
11	68995412	68995533	3	cg21408915,cg15442037,cg18498241	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
11	69298029	69298303	2	cg23854488,cg02409815	Body,Body	Island,Island	FGF4,FGF4	NM_002007,NM_002007	hyper.chimp
11	69413429	69413464	2	cg14825633,cg04932928	_,_	N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
11	71501705	71501813	3	cg07596299,cg18441811,cg06680201	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	C11orf51,C11orf51,C11orf51	NM_014042,NM_014042,NM_014042	hyper.chimp
11	71580767	71580875	2	cg14818960,cg09080444	5UTR;5UTR;5UTR;TSS200,Body;Body;Body;1stExon	_,_	FOLR1;FOLR1;FOLR1;FOLR1,FOLR1;FOLR1;FOLR1;FOLR1	NM_000802;NM_016724;NM_016725;NM_016729,NM_016724;NM_016725;NM_000802;NM_016729
11	72085834	72086160	4	cg16617141,cg00238848,cg27090029,cg27321325	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,Island,Island	ARAP1;ARAP1;ARAP1,ARAP1;ARAP1;ARAP1,ARAP1;ARAP1;ARAP1,ARAP1;ARAP1;ARAP1	NM_001135190;NM_015242;NM_001040118,NM_001135190;NM_015242;NM_001040118,NM_001135190;NM_015242;NM_001040118,NM_001135190;NM_015242;NM_001040118
11	72606574	72606702	2	cg26761618,cg10287137	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,Island	P2RY2;P2RY2;P2RY2,P2RY2;P2RY2;P2RY2	NM_176071;NM_176072;NM_002564,NM_176071;NM_176072;NM_002564
11	72713827	72713895	2	cg06640773,cg06059409	Body,Body	_,_	ARHGEF17,ARHGEF17	NM_014786,NM_014786
11	72764664	72764853	2	cg02855207,cg09573890	TSS1500;TSS1500,TSS1500;TSS200	N_Shore,N_Shore	RELT;RELT,RELT;RELT	NM_032871;NM_152222,NM_032871;NM_152222
11	73037310	73037635	3	cg08823954,cg13361558,cg19478111	5UTR;TSS200;5UTR;Body;Body,5UTR;5UTR;5UTR;Body;Body;1stExon,5UTR;5UTR;5UTR;Body;Body;1stExon	_,_	PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1,PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1,PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1;PLEKHB1	NM_001130034;NM_001130036;NM_001130035;NM_001130033;NM_021200,NM_001130034;NM_001130036;NM_001130035;NM_001130033;NM_021200;NM_001130036,NM_001130034;NM_001130036;NM_001130035;NM_001130033;NM_021200;NM_001130036
11	73980660	73980942	2	cg26885816,cg08923614	TSS1500,TSS1500	N_Shore,N_Shore	POLD3,POLD3	NM_006591,NM_006591
11	75157056	75157819	2	cg04374654,cg22173131	TSS1500,Body	N_Shore,Island	DGAT2,DGAT2	NM_032564,NM_032564
11	85015900	85016121	2	cg21787323,cg20275558	TSS1500;5UTR,TSS1500;TSS200	N_Shore,N_Shore	TMEM126B;DLG2,TMEM126B;DLG2	NM_018480;NM_001142699,NM_018480;NM_001142699	hypo.chimp
11	71822774	71823563	3	cg06872163,cg01693503,cg24209994	1stExon,TSS200,TSS1500	N_Shore,S_Shore,S_Shore	CLPB,CLPB,CLPB	NM_030813,NM_030813,NM_030813	hyper.chimp
11	72140611	72140979	2	cg21931656,cg07031551	5UTR,5UTR	N_Shore,Island	ARAP1,ARAP1	NM_001040118,NM_001040118	hyper.chimp
11	72143436	72143607	2	cg07330145,cg12598767	3UTR,Body	N_Shore,Island	STARD10,STARD10	NM_006645,NM_006645
11	73372449	73372516	2	cg11417675,cg22166739	TSS1500,TSS1500	Island,S_Shore	UCP2,UCP2	NM_003355,NM_003355
11	73699996	73700558	4	cg05671350,cg00211630,cg26758986,cg12538950	Body,TSS200,TSS200,TSS1500	N_Shore,S_Shore,S_Shore,S_Shore	P4HA3,P4HA3,P4HA3,P4HA3	NM_182904,NM_182904,NM_182904,NM_182904
11	73855762	73856531	8	cg23189044,cg05789714,cg16105620,cg04574090,cg02595219,cg11775521,cg18838431,cg16839921	5UTR,5UTR;1stExon,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	KCNE3,KCNE3;KCNE3,KCNE3,KCNE3,KCNE3,KCNE3,KCNE3,KCNE3	NM_005472,NM_005472;NM_005472,NM_005472,NM_005472,NM_005472,NM_005472,NM_005472,NM_005472
11	74723915	74724002	3	cg18821418,cg22969079,cg17074821	Body;TSS200;Body,Body;TSS200;Body,Body;TSS200;Body	_,_	ARRB1;MIR326;ARRB1,ARRB1;MIR326;ARRB1,ARRB1;MIR326;ARRB1	NM_020251;NR_029891;NM_004041,NM_020251;NR_029891;NM_004041,NM_020251;NR_029891;NM_004041
11	74739486	74739873	2	cg02449461,cg16036142	Body;Body,Body;Body	N_Shore,Island	ARRB1;ARRB1,ARRB1;ARRB1	NM_020251;NM_004041,NM_020251;NM_004041
11	75541178	75541279	2	cg11926776,cg23279335	_,_	_,_	_,_	_,_
11	76454973	76455443	2	cg25948980,cg01449846	TSS1500,TSS200	N_Shore,Island	CAPN5,CAPN5	NM_004055,NM_004055
11	76516397	76517124	6	cg02420069,cg20062305,cg08036798,cg17957640,cg14708990,cg06334307	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,1stExon;5UTR;1stExon;5UTR;1stExon;5UTR	_,_	MYO7A;MYO7A;MYO7A,MYO7A;MYO7A;MYO7A,MYO7A;MYO7A;MYO7A,MYO7A;MYO7A;MYO7A,MYO7A;MYO7A;MYO7A,MYO7A;MYO7A;MYO7A;MYO7A;MYO7A;MYO7A	NM_001127180;NM_000260;NM_001127179,NM_001127180;NM_000260;NM_001127179,NM_001127180;NM_000260;NM_001127179,NM_001127180;NM_000260;NM_001127179,NM_001127180;NM_000260;NM_001127179,NM_001127179;NM_001127179;NM_000260;NM_000260;NM_001127180;NM_001127180	hyper.chimp
11	76580640	76580831	2	cg04367164,cg00497905	Body;Body,Body;Body	_,_	MYO7A;MYO7A,MYO7A;MYO7A	NM_000260;NM_001127180,NM_000260;NM_001127180	hyper.chimp
11	78350280	78350748	3	cg12245084,cg12162138,cg17542408	Body,Body,Body	N_Shore,Island,Island	ODZ4,ODZ4,ODZ4	NM_001098816,NM_001098816,NM_001098816	hyper.chimp
11	85054118	85054596	2	cg14994180,cg05864010	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	CREBZF;CREBZF;CREBZF;CREBZF;CREBZF,CREBZF;CREBZF;CREBZF;CREBZF;CREBZF	NR_028025;NR_028027;NR_028026;NM_001039618;NR_028024,NR_028025;NR_028027;NR_028026;NM_001039618;NR_028024	hypo.chimp
11	85199487	85199943	2	cg27051290,cg26349554	5UTR,TSS200	N_Shore,S_Shore	SYTL2,SYTL2	NM_032943,NM_032943
11	85243944	85244208	3	cg25872744,cg16165120,cg15822411	5UTR;1stExon,5UTR;1stExon,5UTR;1stExon	Island,Island,S_Shore	CCDC83;CCDC83,CCDC83;CCDC83,CCDC83;CCDC83	NM_173556;NM_173556,NM_173556;NM_173556,NM_173556;NM_173556	hyper.chimp
11	85243123	85243207	2	cg15992347,cg13790353	TSS1500,TSS1500	N_Shore,N_Shore	CCDC83,CCDC83	NM_173556,NM_173556	hypo.chimp
11	85763014	85763749	3	cg08897150,cg04573398,cg25500444	TSS1500;TSS1500,1stExon;5UTR;1stExon;5UTR,1stExon;5UTR;1stExon;5UTR	N_Shore,Island,S_Shore	CCDC81;CCDC81,CCDC81;CCDC81;CCDC81;CCDC81,CCDC81;CCDC81;CCDC81;CCDC81	NM_021827;NM_001156474,NM_001156474;NM_001156474;NM_021827;NM_021827,NM_001156474;NM_001156474;NM_021827;NM_021827	hypo.chimp
11	88435740	88436362	4	cg08616516,cg08512142,cg02052905,cg26068283	5UTR,5UTR,5UTR,5UTR;1stExon	_,_	GRM5,GRM5,GRM5,GRM5;GRM5	NM_000842,NM_000842,NM_000842,NM_000842;NM_000842	hypo.chimp
11	88436733	88437083	2	cg04470971,cg18946932	TSS1500,TSS1500	_,_	GRM5,GRM5	NM_000842,NM_000842	hyper.chimp
11	93773663	93773883	2	cg27307378,cg22325703	Body,1stExon	N_Shore,Island	GPR83,GPR83	NM_016540,NM_016540	hyper.chimp
11	93918055	93918105	3	cg05229803,cg11412713,cg08863777	1stExon,1stExon,1stExon	Island,Island,Island	FUT4,FUT4,FUT4	NM_002033,NM_002033,NM_002033	hyper.chimp
11	100960033	100960206	2	cg23644960,cg18137040	TSS200,TSS1500	S_Shore,S_Shore	TRPC6,TRPC6	NM_004621,NM_004621	hyper.chimp
11	101423191	101423785	2	cg23440331,cg19809039	TSS1500,1stExon	N_Shore,S_Shore	C11orf70,C11orf70	NM_032930,NM_032930	hypo.chimp
11	101644602	101644734	3	cg06483452,cg02268748,cg00295604	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
11	101693108	101693235	3	cg14504418,cg14481222,cg23565749	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200	N_Shore,N_Shore,N_Shore	BIRC3;BIRC3,BIRC3;BIRC3,BIRC3;BIRC3	NM_182962;NM_001165,NM_182962;NM_001165,NM_182962;NM_001165	hypo.chimp
11	102183939	102183989	2	cg10860860,cg08378220	_,_	_,_	_,_	_,_	hyper.chimp
11	102207495	102207624	2	cg09122096,cg02344527	_,_	_,_	_,_	_,_	hyper.chimp
11	106942189	106942261	2	cg09156610,cg14882481	TSS1500,TSS1500	_,_	ALKBH8,ALKBH8	NM_138775,NM_138775	hyper.chimp
11	110089092	110089273	2	cg04417028,cg03110368	TSS1500,TSS1500	Island,S_Shore	ARHGAP20,ARHGAP20	NM_020809,NM_020809	hypo.chimp
11	111287817	111288709	8	cg15545878,cg13084335,cg10048349,cg01158277,cg00514609,cg15204861,cg07476508,cg12947833	TSS200;TSS1500,TSS200;TSS1500,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,5UTR;TSS1500;1stExon	_,_	CRYAB;HSPB2,CRYAB;HSPB2,CRYAB;HSPB2,CRYAB;HSPB2,CRYAB;HSPB2,CRYAB;HSPB2,CRYAB;HSPB2,HSPB2;CRYAB;HSPB2	NM_001885;NM_001541,NM_001885;NM_001541,NM_001885;NM_001541,NM_001885;NM_001541,NM_001885;NM_001541,NM_001885;NM_001541,NM_001885;NM_001541,NM_001541;NM_001885;NM_001541
11	111400444	111400513	2	cg11330098,cg06966040	TSS1500,TSS1500	N_Shore,N_Shore	DLAT,DLAT	NM_001931,NM_001931
11	111461857	111462868	3	cg04269747,cg19537591,cg16711165	Body;TSS1500;Body,Body;TSS1500;Body,TSS200;TSS200;1stExon	N_Shore,N_Shore,Island	TIMM8B;SDHD;TIMM8B,TIMM8B;SDHD;TIMM8B,TIMM8B;TIMM8B;SDHD	NM_012459;NM_003002;NR_028383,NM_012459;NM_003002;NR_028383,NR_028383;NM_012459;NM_003002
11	116474900	116475080	2	cg20608306,cg05256304	TSS1500,TSS1500	S_Shore,S_Shore	SIK3,SIK3	NM_025164,NM_025164
11	117735258	117735305	3	cg24994249,cg20492912,cg09096950	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	UBE4A,UBE4A,UBE4A	NM_004788,NM_004788,NM_004788
11	117907490	117907750	2	cg15694715,cg19715094	5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,Body;Body;Body;Body;Body;Body	S_Shore,S_Shore	TMEM25;TMEM25;TMEM25;TMEM25;TMEM25;TMEM25,TMEM25;TMEM25;TMEM25;TMEM25;TMEM25;TMEM25	NM_001144035;NM_001144038;NM_001144037;NM_032780;NM_001144034;NM_001144036,NM_001144037;NM_001144036;NM_032780;NM_001144038;NM_001144034;NM_001144035
11	118571816	118572201	3	cg17601287,cg24085502,cg05683451	TSS200,TSS1500,TSS1500	_,_	CCDC153,CCDC153,CCDC153	NM_001145018,NM_001145018,NM_001145018
11	122513618	122513709	2	cg12995113,cg13153466	Body,Body	_,_	ASAM,ASAM	NM_024769,NM_024769
11	122901249	122901803	6	cg03627771,cg26393964,cg14374432,cg01699740,cg13647528,cg06174296	TSS1500,TSS1500,TSS200,TSS200,TSS200,1stExon;5UTR	_,_	GRAMD1B,GRAMD1B,GRAMD1B,GRAMD1B,GRAMD1B,GRAMD1B;GRAMD1B	NM_020716,NM_020716,NM_020716,NM_020716,NM_020716,NM_020716;NM_020716	hypo.chimp
11	111462792	111462806	2	cg03950669,cg13186466	TSS200;TSS200;1stExon;5UTR,TSS200;TSS200;1stExon;5UTR	Island,Island	TIMM8B;TIMM8B;SDHD;SDHD,TIMM8B;TIMM8B;SDHD;SDHD	NR_028383;NM_012459;NM_003002;NM_003002,NR_028383;NM_012459;NM_003002;NM_003002	hyper.chimp
11	112336891	112336938	2	cg20783319,cg22173837	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	NCAM1;NCAM1;NCAM1,NCAM1;NCAM1;NCAM1	NM_001076682;NM_181351;NM_000615,NM_001076682;NM_181351;NM_000615	hyper.chimp
11	113350697	113351227	2	cg00078348,cg23764129	TSS1500;TSS1500,1stExon;5UTR;5UTR;1stExon	_,_	HTR3A;HTR3A,HTR3A;HTR3A;HTR3A;HTR3A	NM_213621;NM_000869,NM_000869;NM_213621;NM_000869;NM_213621	hyper.chimp
11	113775773	113776684	2	cg20303232,cg11907564	Body;TSS1500,TSS1500;1stExon	N_Shore,Island	C11orf71;RBM7,C11orf71;RBM7	NM_019021;NM_016090,NM_019021;NM_016090	hyper.chimp
11	116163871	116164063	2	cg14371153,cg27192902	1stExon,TSS200	Island,Island	ZNF259,ZNF259	NM_003904,NM_003904	hyper.chimp
11	116819917	116819969	2	cg23739457,cg09519504	Body,Body	_,_	DSCAML1,DSCAML1	NM_020693,NM_020693	hyper.chimp
11	117170605	117170832	3	cg26434090,cg14249078,cg06468072	Body,Body,Body	N_Shore,N_Shore,N_Shore	DSCAML1,DSCAML1,DSCAML1	NM_020693,NM_020693,NM_020693	hyper.chimp
11	117253696	117253722	2	cg10719604,cg11171549	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	FXYD6;FXYD6;FXYD6;FXYD6;FXYD6,FXYD6;FXYD6;FXYD6;FXYD6;FXYD6	NM_001164836;NM_001164831;NM_022003;NM_001164832;NM_001164837,NM_001164836;NM_001164831;NM_022003;NM_001164832;NM_001164837	hyper.chimp
11	117520794	117521075	2	cg19926902,cg25329844	Body;5UTR;Body;Body,Body;1stExon;5UTR;Body;Body	N_Shore,N_Shore	SCN4B;SCN4B;SCN4B;SCN4B,SCN4B;SCN4B;SCN4B;SCN4B;SCN4B	NM_001142348;NM_001142349;NM_174934;NR_024527,NM_001142348;NM_001142349;NM_001142349;NM_174934;NR_024527	hyper.chimp
11	117527527	117527817	2	cg05008975,cg22251955	Body;Body,Body;Body	N_Shore,N_Shore	SCN4B;SCN4B,SCN4B;SCN4B	NM_001142348;NM_174934,NM_001142348;NM_174934	hyper.chimp
11	118714971	118715501	2	cg19002131,cg02771202	3UTR;3UTR,Body;3UTR	N_Shore,Island	C1QTNF5;MFRP,C1QTNF5;MFRP	NM_015645;NM_031433,NM_015645;NM_031433
11	118793962	118794200	2	cg25491905,cg10055265	3UTR,3UTR	N_Shelf,N_Shelf	THY1,THY1	NM_006288,NM_006288
11	119892512	119893042	3	cg06995068,cg07415423,cg07353266	_,_	_,_	_,_	_,_
11	121578421	121579221	3	cg18730174,cg08087655,cg10262710	Body,Body,TSS1500	_,_	LOC399959,LOC399959,LOC399959	NR_024430,NR_024430,NR_024430
11	125960806	125961329	5	cg03387585,cg06889535,cg16948827,cg16628183,cg06230206	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	_,_	KIRREL3;KIRREL3,KIRREL3;KIRREL3,KIRREL3;KIRREL3,KIRREL3;KIRREL3,KIRREL3;KIRREL3	NM_001161707;NM_032531,NM_001161707;NM_032531,NM_001161707;NM_032531,NM_001161707;NM_032531,NM_001161707;NM_032531
11	128199171	128199889	7	cg15509024,cg13019868,cg16777618,cg09813060,cg07690882,cg20933297,cg09971562	_,_	N_Shore,Island,Island,Island,Island,Island,Island	_,_	_,_
11	128277565	128277765	2	cg19979370,cg27292710	5UTR;3UTR,5UTR;Body	_,_	KCNJ5;C11orf45,KCNJ5;C11orf45	NM_000890;NM_145013,NM_000890;NM_145013	hyper.chimp
11	122935785	122936372	5	cg08335254,cg12461287,cg23710751,cg05543458,cg17637327	Body,Body,Body,Body,Body	_,_	GRAMD1B,GRAMD1B,GRAMD1B,GRAMD1B,GRAMD1B	NM_020716,NM_020716,NM_020716,NM_020716,NM_020716	hypo.chimp
11	124611266	124611345	3	cg03252786,cg04164023,cg07747661	5UTR,5UTR,5UTR	_,_	PKNOX2,PKNOX2,PKNOX2	NM_022062,NM_022062,NM_022062
11	124662612	124663172	2	cg05302441,cg04366300	5UTR,5UTR	_,_	PKNOX2,PKNOX2	NM_022062,NM_022062
11	124871709	124871800	3	cg05390307,cg23366166,cg19433435	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	FEZ1;FEZ1,FEZ1;FEZ1,FEZ1;FEZ1	NM_022549;NM_005103,NM_022549;NM_005103,NM_022549;NM_005103
11	125678456	125678778	4	cg10499172,cg20559217,cg22911867,cg13877106	TSS1500,TSS200,TSS200,TSS200	N_Shore,N_Shore,Island,Island	DCPS,DCPS,DCPS,DCPS	NM_014026,NM_014026,NM_014026,NM_014026
11	127896481	127896704	3	cg26559804,cg26503877,cg11588197	Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,N_Shore,N_Shore	ETS1;ETS1;ETS1,ETS1;ETS1;ETS1,ETS1;ETS1;ETS1	NM_001143820;NM_001162422;NM_005238,NM_001143820;NM_001162422;NM_005238,NM_001143820;NM_001162422;NM_005238
11	129824901	129824946	2	cg12444117,cg12007053	1stExon,1stExon	Island,Island	ADAMTS15,ADAMTS15	NM_139055,NM_139055
11	132087698	132087850	2	cg13593391,cg26337816	Body;Body,Body;Body	_,_	OPCML;OPCML,OPCML;OPCML	NM_002545;NM_001012393,NM_002545;NM_001012393
11	132954339	132954737	3	cg15619177,cg12115882,cg02841651	_,_	_,_	_,_	_,_
11	133303056	133303121	2	cg09843573,cg02046143	Body,Body	N_Shelf,N_Shelf	IGSF9B,IGSF9B	NM_014987,NM_014987
11	133878370	133878591	3	cg00402352,cg24996315,cg10866445	_,_	_,_	_,_	_,_
12	1808229	1808417	2	cg03882634,cg01214459	Body;Body;Body;Body,Body;Body;Body;Body	_,_	LRTM2;LRTM2;CACNA2D4;LRTM2,LRTM2;LRTM2;CACNA2D4;LRTM2	NM_001163925;NM_001039029;NM_172364;NM_001163926,NM_001163925;NM_001039029;NM_172364;NM_001163926
12	1919234	1919340	2	cg19244722,cg22486621	_,_	_,_	_,_	_,_
12	2814163	2814741	4	cg00830029,cg06997549,cg02852959,cg05194726	1stExon,5UTR;1stExon,TSS1500,TSS1500	_,_	NRIP2,NRIP2;NRIP2,NRIP2,NRIP2	NM_031474,NM_031474;NM_031474,NM_031474,NM_031474	hypo.chimp
11	128655492	128655539	2	cg26812411,cg05428701	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
11	131284679	131284814	3	cg08097520,cg27644715,cg25642917	TSS1500;TSS1500;TSS1500;Body,TSS1500;TSS1500;TSS1500;Body,TSS1500;TSS1500;TSS1500;Body	N_Shore,N_Shore,N_Shore	NTM;NTM;NTM;NTM,NTM;NTM;NTM;NTM,NTM;NTM;NTM;NTM	NM_016522;NM_001144059;NM_001144058;NM_001048209,NM_016522;NM_001144059;NM_001144058;NM_001048209,NM_016522;NM_001144059;NM_001144058;NM_001048209	hyper.chimp
11	132458449	132458619	2	cg11687330,cg08327706	Body,Body	Island,S_Shore	OPCML,OPCML	NM_001012393,NM_001012393	hyper.chimp
11	133306010	133306123	2	cg03392386,cg18057887	Body,Body	Island,Island	IGSF9B,IGSF9B	NM_014987,NM_014987	hyper.chimp
11	133326047	133326462	4	cg01152015,cg19180056,cg03326252,cg19907915	Body,Body,Body,Body	_,_	IGSF9B,IGSF9B,IGSF9B,IGSF9B	NM_014987,NM_014987,NM_014987,NM_014987	hyper.chimp
11	133599830	133599861	2	cg14093526,cg12977318	1stExon;5UTR;TSS200,1stExon;5UTR;TSS1500	Island,Island	VPS26B;VPS26B;NCAPD3,VPS26B;VPS26B;NCAPD3	NM_052875;NM_052875;NM_015261,NM_052875;NM_052875;NM_015261	hyper.chimp
11	133841618	133841686	3	cg11464290,cg14123920,cg00672147	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
12	118557	119547	5	cg00292513,cg25396728,cg10356759,cg18435000,cg10071059	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,S_Shore,S_Shore,S_Shore	IQSEC3;IQSEC3,IQSEC3;IQSEC3,IQSEC3;IQSEC3,IQSEC3;IQSEC3,IQSEC3;IQSEC3	NM_001170738;NM_015232,NM_001170738;NM_015232,NM_001170738;NM_015232,NM_001170738;NM_015232,NM_001170738;NM_015232	hyper.chimp
12	192475	193092	2	cg11280858,cg12415569	5UTR;5UTR;5UTR,5UTR;1stExon;TSS1500;5UTR	_,_	SLC6A12;SLC6A12;SLC6A12,SLC6A12;SLC6A12;SLC6A12;SLC6A12	NM_001122847;NM_003044;NM_001122848,NM_001122847;NM_001122847;NM_003044;NM_001122848
12	610241	610599	3	cg14911689,cg26654770,cg01201512	Body,Body,Body	_,_	NINJ2,NINJ2,NINJ2	NM_016533,NM_016533,NM_016533
12	2604466	2604852	2	cg23475725,cg21793437	Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body	_,_	CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C,CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C;CACNA1C	NM_001129844;NM_001129827;NM_001129839;NM_001129834;NM_001129841;NM_000719;NM_001129830;NM_001167625;NM_001129843;NM_001167624;NM_001129835;NM_001129837;NM_001167623;NM_001129840;NM_199460;NM_001129833;NM_001129832;NM_001129829;NM_001129846;NM_001129836;NM_001129838;NM_001129831;NM_001129842,NM_001129844;NM_001129827;NM_001129839;NM_001129834;NM_001129841;NM_000719;NM_001129830;NM_001167625;NM_001129843;NM_001167624;NM_001129835;NM_001129837;NM_001167623;NM_001129840;NM_199460;NM_001129833;NM_001129832;NM_001129829;NM_001129846;NM_001129836;NM_001129838;NM_001129831;NM_001129842
12	2857218	2857399	2	cg18470891,cg08822635	TSS1500;Body;Body;TSS1500;TSS1500;Body,TSS1500;Body;Body;TSS1500;TSS1500;Body	S_Shore,S_Shore	FOXM1;C12orf32;C12orf32;FOXM1;FOXM1;C12orf32,FOXM1;C12orf32;C12orf32;FOXM1;FOXM1;C12orf32	NM_021953;NR_027363;NR_027365;NM_202003;NM_202002;NR_027364,NM_021953;NR_027363;NR_027365;NM_202003;NM_202002;NR_027364
12	3279666	3279727	2	cg19978540,cg26643128	_,_	_,_	_,_	_,_
12	3436357	3436394	2	cg04941278,cg16746589	_,_	_,_	_,_	_,_
12	6036077	6036434	3	cg26819609,cg04053108,cg20837463	Body,Body,Body	N_Shore,Island,Island	VWF,VWF,VWF	NM_000552,NM_000552,NM_000552
12	6353969	6354990	4	cg16048383,cg18738906,cg00773370,cg11785537	Body;Body;1stExon,Body;Body;1stExon,Body;Body;1stExon,Body;TSS1500;1stExon;5UTR	_,_	SCNN1A;SCNN1A;SCNN1A,SCNN1A;SCNN1A;SCNN1A,SCNN1A;SCNN1A;SCNN1A,SCNN1A;SCNN1A;SCNN1A;SCNN1A	NM_001159575;NM_001038;NM_001159576,NM_001159575;NM_001038;NM_001159576,NM_001159575;NM_001038;NM_001159576,NM_001159575;NM_001159576;NM_001038;NM_001038	hyper.chimp
12	3242147	3242169	3	cg14774511,cg07915730,cg17517613	Body;Body,Body;Body,Body;Body	_,_	TSPAN9;TSPAN9,TSPAN9;TSPAN9,TSPAN9;TSPAN9	NM_006675;NM_001168320,NM_006675;NM_001168320,NM_006675;NM_001168320	hypo.chimp
12	3900185	3900268	2	cg26863534,cg06782204	_,_	_,_	_,_	_,_	hypo.chimp
12	4890463	4891348	3	cg26590537,cg08832227,cg02793415	5UTR,Body,Body	Island,Island,Island	KCNA1,KCNA1,KCNA1	NM_000217,NM_000217,NM_000217
12	6356142	6357313	4	cg07933926,cg18883951,cg22245858,cg09680149	Body;TSS1500;TSS1500,TSS200,TSS200,TSS1500	_,_	SCNN1A;SCNN1A;SCNN1A,SCNN1A,SCNN1A,SCNN1A	NM_001159575;NM_001159576;NM_001038,NM_001159575,NM_001159575,NM_001159575
12	6431613	6431808	2	cg03954861,cg22140363	1stExon;TSS1500;5UTR,Body;TSS1500	_,_	TAPBPL;LOC678655;TAPBPL,TAPBPL;LOC678655	NM_018009;NR_015382;NM_018009,NM_018009;NR_015382	hypo.chimp
12	6363264	6363539	4	cg23079808,cg07648238,cg08740698,cg10452531	TSS1500,TSS200,TSS200,TSS200	Island,Island,Island,Island	LTBR,LTBR,LTBR,LTBR	NM_002342,NM_002342,NM_002342,NM_002342	hyper.chimp
12	6519031	6520255	5	cg11053466,cg02149069,cg02954562,cg12209075,cg02607544	3UTR;3UTR;3UTR,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,Island,Island,Island,S_Shore	IFFO1;IFFO1;IFFO1,IFFO1;IFFO1;IFFO1,IFFO1;IFFO1;IFFO1,IFFO1;IFFO1;IFFO1,IFFO1;IFFO1;IFFO1	NM_080730;NM_080731;NM_001039670,NM_080730;NM_001039670;NM_080731,NM_080730;NM_001039670;NM_080731,NM_080730;NM_001039670;NM_080731,NM_080730;NM_001039670;NM_080731
12	6751851	6752344	6	cg16352928,cg02695343,cg10500147,cg17213699,cg19872463,cg01820374	TSS200,TSS200,TSS200,TSS200,TSS200,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	LAG3,LAG3,LAG3,LAG3,LAG3,LAG3	NM_002286,NM_002286,NM_002286,NM_002286,NM_002286,NM_002286
12	6829918	6830303	2	cg27042065,cg27181013	Body,TSS1500;TSS1500;Body	N_Shore,N_Shore	CDCA3,USP5;USP5;CDCA3	NM_031299,NM_001098536;NM_003481;NM_031299
12	6846030	6846390	2	cg15325042,cg01607849	TSS1500;3UTR;TSS1500;3UTR,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	TPI1;USP5;TPI1;USP5,TPI1;TPI1;TPI1	NM_001159287;NM_001098536;NM_000365;NM_003481,NM_001159287;NR_027483;NM_000365
12	6863841	6864197	2	cg08965744,cg09719850	Body,_	_,_	RPL13P5,_	NR_002803,_
12	6893456	6893743	4	cg12119858,cg04604946,cg19594606,cg23199063	3UTR;TSS1500;Body;3UTR,3UTR;TSS1500;3UTR;3UTR,TSS200,TSS200	N_Shore,Island,Island,Island	LRRC23;ENO2;LRRC23;LRRC23,LRRC23;ENO2;LRRC23;LRRC23,ENO2,ENO2	NM_201650;NM_001975;NM_006992;NM_001135217,NM_201650;NM_001975;NM_001135217;NM_006992,NM_001975,NM_001975	hypo.chimp
12	6626349	6627012	4	cg25683185,cg12216208,cg10282807,cg23983517	Body,Body,1stExon;5UTR,TSS200	Island,Island,Island,S_Shore	ACRBP,ACRBP,ACRBP;ACRBP,ACRBP	NM_032489,NM_032489,NM_032489;NM_032489,NM_032489
12	6803583	6803712	2	cg13987192,cg27310594	Body;Body,Body;Body	Island,Island	GPR162;GPR162,GPR162;GPR162	NM_019858;NM_014449,NM_019858;NM_014449
12	6925414	6926269	2	cg22335340,cg04956511	TSS1500;3UTR,Body	S_Shore,S_Shelf	PTPN6;C12orf57,PTPN6	NM_080548;NM_138425,NM_080548	hyper.chimp
12	6940823	6940993	3	cg19942083,cg07114810,cg12498580	_,_	_,_	_,_	_,_	hypo.chimp
12	6942988	6943440	2	cg27534624,cg23067082	TSS1500;TSS200,TSS200	_,_	MIR141;MIR200C,MIR141	NR_029682;NR_029779,NR_029682	hyper.chimp
12	7136171	7137031	2	cg08799922,cg15776355	1stExon;5UTR,TSS1500	_,_	C1R;C1R,C1R	NM_001733;NM_001733,NM_001733
12	7483674	7483776	2	cg08215400,cg10930513	Body,Body	Island,Island	CD163L1,CD163L1	NM_174941,NM_174941
12	7832119	7832310	2	cg12688240,cg01734240	TSS1500,TSS1500	_,_	NANOG,NANOG	NM_024865,NM_024865
12	8125281	8125813	2	cg11501644,cg13443953	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	NECAP1;NECAP1,NECAP1;NECAP1	NM_015509;NR_024260,NM_015509;NR_024260
12	8725381	8725418	3	cg01437161,cg19747195,cg02141084	_,_	_,_	_,_	_,_
12	10142803	10142841	2	cg02507181,cg13354523	5UTR;1stExon,5UTR;1stExon	_,_	CLEC1A;CLEC1A,CLEC1A;CLEC1A	NM_016511;NM_016511,NM_016511;NM_016511
12	12857151	12857298	3	cg14463304,cg06311804,cg21196265	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	DDX47;DDX47,DDX47;DDX47,DDX47;DDX47	NM_201224;NM_016355,NM_201224;NM_016355,NM_201224;NM_016355
12	16404162	16404261	2	cg00874480,cg15284911	Body;Body;Body;Body,Body;Body;Body;Body	_,_	MGST1;MGST1;MGST1;MGST1,MGST1;MGST1;MGST1;MGST1	NM_145792;NM_145791;NM_020300;NM_145764,NM_145792;NM_145791;NM_020300;NM_145764
12	16654056	16654414	2	cg05163329,cg03163184	_,_	_,_	_,_	_,_
12	19827878	19827930	2	cg07238058,cg16436164	_,_	_,_	_,_	_,_
12	25239519	25239528	2	cg00493755,cg22349126	1stExon;TSS200;TSS200;5UTR;TSS200,1stExon;TSS200;TSS200;5UTR;TSS200	Island,Island	LYRM5;CASC1;CASC1;LYRM5;CASC1,LYRM5;CASC1;CASC1;LYRM5;CASC1	NM_001001660;NM_001082973;NM_001082972;NM_001001660;NM_018272,NM_001001660;NM_001082973;NM_001082972;NM_001001660;NM_018272
12	29194451	29194486	2	cg07684519,cg06152945	_,_	S_Shore,S_Shore	_,_	_,_
12	29827753	29828455	2	cg13434308,cg13239483	5UTR,5UTR	Island,Island	TMTC1,TMTC1	NM_175861,NM_175861
12	30245224	30245930	3	cg14031402,cg06634914,cg03637696	_,_	Island,Island,S_Shore	_,_	_,_
12	34208836	34209382	2	cg25155766,cg11386866	_,_	N_Shelf,N_Shore	_,_	_,_
12	34422989	34423365	2	cg21268144,cg18920494	_,_	_,_	_,_	_,_
12	34439197	34439361	2	cg03307659,cg02770073	_,_	_,_	_,_	_,_
12	37824871	37825825	4	cg03562770,cg00896347,cg03468072,cg09571762	_,_	Island,Island,Island,S_Shore	_,_	_,_
12	39371553	39372168	2	cg25178439,cg09143195	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	CNTN1;CNTN1,CNTN1;CNTN1	NM_175038;NM_001843,NM_175038;NM_001843
12	40825085	40825779	3	cg22968445,cg17420585,cg01256987	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore,S_Shore	GXYLT1;GXYLT1,GXYLT1;GXYLT1,GXYLT1;GXYLT1	NM_173601;NM_001099650,NM_173601;NM_001099650,NM_173601;NM_001099650
12	45505893	45506359	12	cg15584813,cg04053798,cg11146691,cg17501823,cg21428710,cg22049899,cg07601320,cg11331445,cg14671384,cg18064171,cg07102229,cg04094478	5UTR;5UTR,1stExon;5UTR;1stExon;5UTR,1stExon;5UTR;1stExon;5UTR,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500	_,_	SLC38A4;SLC38A4,SLC38A4;SLC38A4;SLC38A4;SLC38A4,SLC38A4;SLC38A4;SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4,SLC38A4;SLC38A4	NM_018018;NM_001143824,NM_018018;NM_018018;NM_001143824;NM_001143824,NM_018018;NM_018018;NM_001143824;NM_001143824,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_001143824;NM_018018,NM_018018;NM_001143824
12	45512246	45512720	6	cg09792000,cg08005660,cg12075247,cg12091498,cg07288557,cg08730239	_,_	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_
12	46438471	46438782	5	cg21166775,cg06850996,cg20563854,cg14854517,cg09114799	1stExon;TSS200;5UTR;Body,1stExon;5UTR;TSS200;TSS200,1stExon;5UTR;TSS1500;TSS200,1stExon;5UTR;TSS1500;TSS200,1stExon;5UTR;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	RAPGEF3;RAPGEF3;RAPGEF3;RAPGEF3,RAPGEF3;RAPGEF3;RAPGEF3;RAPGEF3,RAPGEF3;RAPGEF3;RAPGEF3;RAPGEF3,RAPGEF3;RAPGEF3;RAPGEF3;RAPGEF3,RAPGEF3;RAPGEF3;RAPGEF3;RAPGEF3	NM_006105;NM_001098532;NM_006105;NM_001098531,NM_001098531;NM_001098531;NM_001098532;NM_006105,NM_001098531;NM_001098531;NM_001098532;NM_006105,NM_001098531;NM_001098531;NM_001098532;NM_006105,NM_001098531;NM_001098531;NM_006105;NM_001098532	hyper.chimp
12	7153246	7153413	2	cg22593785,cg01074767	TSS200;Body,TSS1500;Body	_,_	C1RL;LOC283314,C1RL;LOC283314	NM_016546;NR_026947,NM_016546;NR_026947	hypo.chimp
12	9118440	9118504	4	cg11139127,cg08012045,cg27166707,cg26665904	Body,Body,Body,Body	_,_	A2M,A2M,A2M,A2M	NM_000014,NM_000014,NM_000014,NM_000014	hypo.chimp
12	12759957	12760250	2	cg24274665,cg06197769	_,TSS1500	N_Shore,N_Shore	_,CDKN1B	_,NM_004064	hypo.chimp
12	12763019	12763953	5	cg09740133,cg15455156,cg11728497,cg26386886,cg13289884	Body,Body,3UTR,3UTR,3UTR	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	CDKN1B,CDKN1B,CDKN1B,CDKN1B,CDKN1B	NM_004064,NM_004064,NM_004064,NM_004064,NM_004064
12	12829428	12829692	4	cg07091544,cg10048215,cg10635645,cg16747828	Body;TSS1500,Body;TSS200,Body;TSS200,Body;TSS200	N_Shore,N_Shore,N_Shore,N_Shore	APOLD1;APOLD1,APOLD1;APOLD1,APOLD1;APOLD1,APOLD1;APOLD1	NM_001130415;NM_030817,NM_001130415;NM_030817,NM_001130415;NM_030817,NM_001130415;NM_030817
12	12830981	12831657	2	cg10567273,cg05693982	Body;Body,Body;Body	Island,Island	APOLD1;APOLD1,APOLD1;APOLD1	NM_001130415;NM_030817,NM_001130415;NM_030817
12	21481572	21481899	2	cg21962791,cg13000219	TSS1500,1stExon;5UTR	N_Shore,Island	PYROXD1,PYROXD1;PYROXD1	NM_024854,NM_024854;NM_024854	hypo.chimp
12	21986597	21986744	2	cg06951626,cg26334627	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
12	30867616	30868134	2	cg19795817,cg22243918	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
12	31703972	31704061	2	cg08647727,cg11649679	1stExon;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR	_,_	C12orf72;C12orf72;C12orf72;C12orf72,C12orf72;C12orf72;C12orf72	NM_001135863;NM_173802;NM_001135864;NM_001135863,NM_173802;NM_001135864;NM_001135863	hypo.chimp
12	33482104	33482772	2	cg21043657,cg18232816	Body,Body	N_Shore,N_Shore	SYT10,SYT10	NM_198992,NM_198992	hypo.chimp
12	45759010	45759077	3	cg01354296,cg24458009,cg18893793	Body;Body,Body;Body,5UTR;5UTR	N_Shore,N_Shore,N_Shore	AMIGO2;AMIGO2,AMIGO2;AMIGO2,AMIGO2;AMIGO2	NM_001143668;NM_181847,NM_001143668;NM_181847,NM_181847;NM_001143668	hypo.chimp
12	46976813	46976956	2	cg00201175,cg18878907	_,_	_,_	_,_	_,_	hyper.chimp
12	47397588	47397700	2	cg10963793,cg23327859	TSS1500,TSS1500	S_Shore,S_Shore	CCNT1,CCNT1	NM_001240,NM_001240	hyper.chimp
12	47812307	47813045	2	cg13709639,cg14483935	TSS1500,TSS1500	S_Shore,S_Shore	TUBA1B,TUBA1B	NM_006082,NM_006082	hypo.chimp
12	48014417	48014510	2	cg03318924,cg12374506	Body,Body	N_Shore,N_Shore	C1QL4,C1QL4	NM_001008223,NM_001008223	hypo.chimp
12	48224264	48224285	2	cg09239106,cg25738529	Body,Body	_,_	KCNH3,KCNH3	NM_012284,NM_012284	hyper.chimp
12	48229024	48229607	4	cg14200725,cg04036777,cg27382405,cg22566355	Body,Body,Body,Body	N_Shore,Island,Island,Island	KCNH3,KCNH3,KCNH3,KCNH3	NM_012284,NM_012284,NM_012284,NM_012284	hyper.chimp
12	48302196	48302760	3	cg20119464,cg13188416,cg06656027	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	PRPF40B,PRPF40B,PRPF40B	NM_012272,NM_012272,NM_012272	hypo.chimp
12	48583848	48583855	2	cg27188703,cg16115588	1stExon;5UTR,1stExon;5UTR	Island,Island	FAIM2;FAIM2,FAIM2;FAIM2	NM_012306;NM_012306,NM_012306;NM_012306	hypo.chimp
12	48712994	48713168	2	cg26074349,cg19796532	_,_	Island,Island	_,_	_,_	hyper.chimp
12	48790965	48792129	3	cg20986307,cg03191029,cg02470736	3UTR;TSS1500,TSS1500,TSS200	N_Shore,Island,Island	GPD1;C12orf62,C12orf62,C12orf62	NM_005276;NM_032901,NM_032901,NM_032901
12	48902701	48902829	2	cg01577165,cg23497020	Body;1stExon;5UTR;Body,Body;TSS200;Body	_,_	LIMA1;LIMA1;LIMA1;LIMA1,LIMA1;LIMA1;LIMA1	NM_001113546;NM_001113547;NM_001113547;NM_016357,NM_001113546;NM_001113547;NM_016357	hyper.chimp
12	49706741	49706878	2	cg16362133,cg14830815	TSS1500,TSS1500	S_Shore,S_Shore	SLC11A2,SLC11A2	NM_000617,NM_000617	hypo.chimp
12	50526812	50527453	2	cg19359333,cg26859365	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
12	50690084	50690689	2	cg15430661,cg10369363	Body,Body	S_Shelf,N_Shelf	GRASP,GRASP	NM_181711,NM_181711	hypo.chimp
12	50912164	50912694	2	cg25881535,cg22813430	TSS1500,TSS1500	N_Shore,N_Shore	KRT7,KRT7	NM_005556,NM_005556	hypo.chimp
12	50938857	50939009	2	cg18708986,cg18428234	_,_	Island,Island	_,_	_,_	hypo.chimp
12	51887282	51887317	2	cg01033299,cg08374799	TSS200,TSS200	_,_	ITGB7,ITGB7	NM_000889,NM_000889	hypo.chimp
12	51979436	51980390	4	cg20408175,cg11203215,cg12024530,cg26361646	3UTR;3UTR;TSS1500,TSS200,TSS200,Body	N_Shore,N_Shore,N_Shore,S_Shore	PFDN5;PFDN5;C12orf10,C12orf10,C12orf10,C12orf10	NM_002624;NM_145897;NM_021640,NM_021640,NM_021640,NM_021640	hypo.chimp
12	52015896	52016544	5	cg07937786,cg22285914,cg08527797,cg23500132,cg09657354	TSS200,TSS200,TSS1500,TSS1500,TSS1500	_,_	SP7,SP7,SP7,SP7,SP7	NM_152860,NM_152860,NM_152860,NM_152860,NM_152860	hypo.chimp
12	52407874	52407886	2	cg00527382,cg16474117	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	_,_	CALCOCO1;CALCOCO1;CALCOCO1,CALCOCO1;CALCOCO1;CALCOCO1	NM_001143682;NR_026554;NM_020898,NM_001143682;NR_026554;NM_020898	hyper.chimp
12	52635616	52636476	3	cg00920572,cg14212206,cg13233461	Body,Body,Body	Island,S_Shore,S_Shore	HOXC12,HOXC12,HOXC12	NM_173860,NM_173860,NM_173860	hypo.chimp
12	52679255	52679976	3	cg09045655,cg03215137,cg13233407	TSS1500,TSS200,TSS200	N_Shore,Island,Island	HOXC9,HOXC9,HOXC9	NM_006897,NM_006897,NM_006897	hypo.chimp
12	52682621	52682707	2	cg02227188,cg23685155	Body,Body	S_Shore,S_Shore	HOXC9,HOXC9	NM_006897,NM_006897	hypo.chimp
12	52684785	52685761	3	cg08254359,cg08355659,cg26643142	_,_	N_Shore,N_Shore,Island	_,_	_,_	hypo.chimp
12	52688698	52688710	2	cg22660542,cg14301713	TSS1500,TSS1500	N_Shore,N_Shore	HOXC8,HOXC8	NM_022658,NM_022658	hypo.chimp
12	52690582	52691160	2	cg13545297,cg16908257	Body,Body	S_Shore,S_Shore	HOXC8,HOXC8	NM_022658,NM_022658	hypo.chimp
12	52695758	52695924	2	cg04704531,cg13726459	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	HOXC4;HOXC6;HOXC5,HOXC4;HOXC6;HOXC5	NM_014620;NM_153693;NR_003084,NM_014620;NM_153693;NR_003084	hypo.chimp
12	52740517	52740592	2	cg26777456,cg24392955	Body,Body	Island,Island	FLJ12825,FLJ12825	NR_026655,NR_026655	hypo.chimp
12	52806069	52806092	2	cg07059157,cg21161136	TSS200,TSS200	Island,Island	LOC400043,LOC400043	NR_026656,NR_026656	hypo.chimp
12	52962323	52963275	2	cg09741592,cg02583484	Body;Body;Body,Body;Body;Body	S_Shore,S_Shelf	HNRNPA1;HNRPA1L-2;HNRNPA1,HNRNPA1;HNRPA1L-2;HNRNPA1	NM_002136;NR_002944;NM_031157,NM_002136;NR_002944;NM_031157	hypo.chimp
12	53065344	53065442	2	cg09676376,cg04566677	Body;Body;TSS1500,Body;Body;TSS1500	_,_	ZNF385A;ZNF385A;ZNF385A,ZNF385A;ZNF385A;ZNF385A	NM_001130968;NM_001130967;NM_015481,NM_001130968;NM_001130967;NM_015481	hypo.chimp
12	53241208	53241410	2	cg16643603,cg01961252	TSS200;Body,1stExon;Body;5UTR	_,_	PDE1B;PDE1B,PDE1B;PDE1B;PDE1B	NM_001165975;NM_000924,NM_001165975;NM_000924;NM_001165975
12	54326292	54326868	2	cg27494226,cg23428922	_,_	Island,S_Shore	_,_	_,_
12	54645425	54645717	4	cg00635560,cg16190688,cg01574233,cg12377256	TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body,TSS1500;TSS1500;Body	N_Shore,N_Shore,N_Shore,N_Shore	CDK2;CDK2;SILV,CDK2;CDK2;SILV,CDK2;CDK2;SILV,CDK2;CDK2;SILV	NM_001798;NM_052827;NM_006928,NM_001798;NM_052827;NM_006928,NM_001798;NM_052827;NM_006928,NM_001798;NM_052827;NM_006928
12	54795196	54795870	2	cg25161889,cg18500368	TSS1500;TSS1500,TSS1500;TSS1500	N_Shelf,N_Shelf	RPL41;RPL41,RPL41;RPL41	NM_021104;NM_001035267,NM_021104;NM_001035267
12	55013571	55013653	2	cg06561366,cg00224312	5UTR;1stExon;5UTR;5UTR,5UTR;1stExon;5UTR;5UTR	N_Shore,N_Shore	PAN2;PAN2;PAN2;PAN2,PAN2;PAN2;PAN2;PAN2	NM_001166279;NM_001127460;NM_014871;NM_001127460,NM_001166279;NM_001127460;NM_014871;NM_001127460
12	55696500	55696922	2	cg14968494,cg01649960	5UTR;1stExon,TSS1500	_,_	TAC3;TAC3,TAC3	NM_013251;NM_013251,NM_013251	hypo.chimp
12	54831695	54832987	6	cg22958248,cg03407567,cg15769920,cg25012219,cg23309825,cg25954162	TSS1500,TSS1500,TSS1500,TSS1500,5UTR,5UTR	N_Shore,N_Shore,N_Shore,N_Shore,S_Shore,S_Shore	MYL6B,MYL6B,MYL6B,MYL6B,MYL6B,MYL6B	NM_002475,NM_002475,NM_002475,NM_002475,NM_002475,NM_002475	hyper.chimp
12	55924182	55924192	2	cg01843899,cg21045306	Body,Body	S_Shore,S_Shore	STAC3,STAC3	NM_145064,NM_145064	hyper.chimp
12	56298104	56298142	3	cg00700412,cg05565442,cg20892847	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_	hyper.chimp
12	56299376	56299439	2	cg12883767,cg12615879	TSS1500,TSS1500	N_Shore,Island	SLC26A10,SLC26A10	NM_133489,NM_133489	hypo.chimp
12	56447110	56447256	2	cg24722099,cg18413900	5UTR;1stExon,TSS200	S_Shore,S_Shore	CYP27B1;CYP27B1,CYP27B1	NM_000785;NM_000785,NM_000785
12	61311757	61312691	6	cg25707722,cg08244085,cg26386409,cg15916192,cg01804193,cg11441379	_,_	N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_
12	62459630	62459746	2	cg15532149,cg22676191	TSS1500,TSS200	N_Shore,Island	TMEM5,TMEM5	NM_014254,NM_014254
12	63505922	63506419	2	cg06092265,cg16355305	_,_	S_Shore,S_Shore	_,_	_,_
12	69399334	69399796	2	cg25031476,cg19656689	Body;Body,Body;Body	_,_	PTPRR;PTPRR,PTPRR;PTPRR	NM_130846;NM_002849,NM_130846;NM_002849
12	74014371	74014738	2	cg19430489,cg24234651	TSS1500,5UTR;1stExon	S_Shelf,_	GLIPR1L1,GLIPR1L1;GLIPR1L1	NM_152779,NM_152779;NM_152779	hyper.chimp
12	56522615	56522979	2	cg03228931,cg01644731	Body,Body	N_Shelf,N_Shelf	CTDSP2,CTDSP2	NM_005730,NM_005730	hypo.chimp
12	65747825	65747957	2	cg08356445,cg01922437	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
12	66327524	66327589	3	cg18125073,cg19817165,cg21281799	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	DYRK2;DYRK2,DYRK2;DYRK2,DYRK2;DYRK2	NM_003583;NM_006482,NM_003583;NM_006482,NM_003583;NM_006482	hypo.chimp
12	67045124	67045336	2	cg20323175,cg02544037	_,_	_,_	_,_	_,_	hypo.chimp
12	68149944	68150262	3	cg04987857,cg05974580,cg09260225	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200	N_Shore,N_Shore,Island	FRS2;FRS2,FRS2;FRS2,FRS2;FRS2	NM_006654;NM_001042555,NM_006654;NM_001042555,NM_006654;NM_001042555	hypo.chimp
12	70519507	70519533	3	cg04831505,cg11565911,cg14026788	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	TBC1D15;TBC1D15;TBC1D15;TBC1D15,TBC1D15;TBC1D15;TBC1D15;TBC1D15,TBC1D15;TBC1D15;TBC1D15;TBC1D15	NR_027449;NM_001146214;NM_001146213;NM_022771,NR_027449;NM_001146214;NM_001146213;NM_022771,NR_027449;NM_001146214;NM_001146213;NM_022771	hypo.chimp
12	74071122	74071562	7	cg00108944,cg23588049,cg12351126,cg02415057,cg07311024,cg02071292,cg17050806	TSS200,TSS200,TSS200,TSS200,1stExon,1stExon,Body	Island,Island,Island,Island,Island,Island,S_Shore	GLIPR1L2,GLIPR1L2,GLIPR1L2,GLIPR1L2,GLIPR1L2,GLIPR1L2,GLIPR1L2	NM_152436,NM_152436,NM_152436,NM_152436,NM_152436,NM_152436,NM_152436	hyper.chimp
12	84753935	84754307	3	cg06740227,cg02569458,cg00310523	Body,5UTR;1stExon,5UTR;1stExon	_,_	RASSF9,RASSF9;RASSF9,RASSF9;RASSF9	NM_005447,NM_005447;NM_005447,NM_005447;NM_005447	hyper.chimp
12	88267017	88267412	2	cg20722088,cg13691961	3UTR;3UTR,Body;Body	N_Shelf,N_Shore	DUSP6;DUSP6,DUSP6;DUSP6	NM_001946;NM_022652,NM_001946;NM_022652	hypo.chimp
12	88273273	88273508	2	cg26635451,cg03689403	_,_	S_Shore,S_Shore	_,_	_,_	hyper.chimp
12	92294925	92295477	2	cg09688127,cg06392241	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	NUDT4;NUDT4P1;NUDT4,NUDT4;NUDT4P1;NUDT4	NM_199040;NR_002212;NM_019094,NM_199040;NR_002212;NM_019094	hypo.chimp
12	92385272	92385278	2	cg19606096,cg20425293	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200	N_Shore,N_Shore	MRPL42;MRPL42;MRPL42,MRPL42;MRPL42;MRPL42	NM_172178;NM_014050;NM_172177,NM_172178;NM_014050;NM_172177	hypo.chimp
12	93104460	93104788	3	cg15400997,cg12503473,cg09625259	Body,Body,Body	N_Shore,N_Shore,Island	PLXNC1,PLXNC1,PLXNC1	NM_005761,NM_005761,NM_005761	hypo.chimp
12	93921938	93921940	2	cg25733559,cg10593816	TSS1500,TSS1500	S_Shore,S_Shore	NDUFA12,NDUFA12	NM_018838,NM_018838	hypo.chimp
12	95903759	95903927	2	cg22669136,cg17709953	_,_	_,_	_,_	_,_	hyper.chimp
12	99274604	99275030	5	cg13861294,cg21961771,cg14077898,cg24446178,cg21429394	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,1stExon;5UTR;1stExon;5UTR	_,_	SLC17A8;SLC17A8,SLC17A8;SLC17A8,SLC17A8;SLC17A8,SLC17A8;SLC17A8,SLC17A8;SLC17A8;SLC17A8;SLC17A8	NM_001145288;NM_139319,NM_001145288;NM_139319,NM_001145288;NM_139319,NM_001145288;NM_139319,NM_139319;NM_001145288;NM_001145288;NM_139319	hypo.chimp
12	99634412	99634885	2	cg25360180,cg00708105	_,_	Island,Island	_,_	_,_	hyper.chimp
12	99712456	99712766	2	cg09648269,cg17963193	TSS200,1stExon;5UTR	_,_	ANO4,ANO4;ANO4	NM_178826,NM_178826;NM_178826
12	100512735	100512887	2	cg20053885,cg14604777	TSS200;TSS200;TSS200;TSS200,5UTR;1stExon;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR	_,_	MYBPC1;MYBPC1;MYBPC1;MYBPC1,MYBPC1;MYBPC1;MYBPC1;MYBPC1;MYBPC1;MYBPC1;MYBPC1;MYBPC1	NM_002465;NM_206820;NM_206821;NM_206819,NM_206821;NM_206820;NM_206821;NM_206820;NM_002465;NM_002465;NM_206819;NM_206819
12	103089914	103089976	3	cg04063896,cg23598542,cg25282972	_,_	_,_	_,_	_,_
12	105058347	105058750	3	cg26877596,cg05687834,cg06656005	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	NUAK1,NUAK1,NUAK1	NM_014840,NM_014840,NM_014840
12	106821469	106821574	2	cg03670162,cg09126870	_,_	N_Shore,Island	_,_	_,_
12	107257124	107257500	4	cg06933965,cg25832824,cg03612522,cg03408433	1stExon;1stExon;1stExon;5UTR;5UTR;5UTR,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500	_,_	CMKLR1;CMKLR1;CMKLR1;CMKLR1;CMKLR1;CMKLR1,CMKLR1;CMKLR1;CMKLR1,CMKLR1;CMKLR1;CMKLR1,CMKLR1;CMKLR1;CMKLR1	NM_001142343;NM_001142344;NM_004072;NM_001142343;NM_004072;NM_001142344,NM_001142344;NM_004072;NM_001142343,NM_001142344;NM_004072;NM_001142343,NM_001142344;NM_001142343;NM_004072	hypo.chimp
12	100127305	100128278	9	cg16005224,cg05063104,cg10141715,cg14730445,cg20740029,cg16178491,cg13433302,cg26490054,cg12135976	Body,1stExon,1stExon,1stExon,1stExon;5UTR,1stExon;5UTR,TSS200,TSS200,TSS200	N_Shore,N_Shore,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore	SLC5A8,SLC5A8,SLC5A8,SLC5A8,SLC5A8;SLC5A8,SLC5A8;SLC5A8,SLC5A8,SLC5A8,SLC5A8	NM_145913,NM_145913,NM_145913,NM_145913,NM_145913;NM_145913,NM_145913;NM_145913,NM_145913,NM_145913,NM_145913	hyper.chimp
12	102968266	102968548	2	cg09809567,cg04922803	TSS1500,TSS1500	_,_	GLT8D2,GLT8D2	NM_031302,NM_031302	hyper.chimp
12	105512470	105512543	2	cg02874031,cg01899676	Body,Body	_,_	RFX4,RFX4	NM_213594,NM_213594	hyper.chimp
12	105875041	105875135	3	cg16704476,cg01290885,cg26011809	5UTR,5UTR,5UTR	S_Shore,S_Shore,S_Shore	C12orf23,C12orf23,C12orf23	NM_152261,NM_152261,NM_152261
12	107432773	107433052	2	cg03044407,cg12666166	TSS1500,TSS200	N_Shore,Island	FICD,FICD	NM_007076,NM_007076
12	108076400	108076448	2	cg06002638,cg15996769	Body,Body	N_Shore,N_Shore	ACACB,ACACB	NM_001093,NM_001093
12	108755019	108755824	3	cg05587419,cg13628514,cg08114617	5UTR;5UTR,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island,Island	TRPV4;TRPV4,TRPV4;TRPV4,TRPV4;TRPV4	NM_147204;NM_021625,NM_021625;NM_147204,NM_021625;NM_147204
12	109046192	109046237	2	cg11930390,cg03698892	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	IFT81;IFT81;IFT81,IFT81;IFT81;IFT81	NM_001143779;NM_031473;NM_014055,NM_001143779;NM_031473;NM_014055
12	111497431	111498090	3	cg17453780,cg21900624,cg08355538	_,_	N_Shore,Island,S_Shore	_,_	_,_
12	111713965	111714372	5	cg20704159,cg05967001,cg00851732,cg08254200,cg12681402	5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon,5UTR;5UTR	_,_	RPH3A;RPH3A;RPH3A;RPH3A,RPH3A;RPH3A;RPH3A;RPH3A,RPH3A;RPH3A;RPH3A;RPH3A,RPH3A;RPH3A;RPH3A;RPH3A,RPH3A;RPH3A	NM_014954;NM_001143854;NM_014954;NM_001143854,NM_014954;NM_001143854;NM_014954;NM_001143854,NM_014954;NM_001143854;NM_014954;NM_001143854,NM_014954;NM_001143854;NM_014954;NM_001143854,NM_014954;NM_001143854
12	112015298	112015848	3	cg01620165,cg21593001,cg00644554	Body,Body,Body	Island,Island,Island	DTX1,DTX1,DTX1	NM_004416,NM_004416,NM_004416
12	112072073	112072646	2	cg00990385,cg19005275	1stExon,Body	N_Shelf,N_Shelf	CCDC42B,CCDC42B	NM_001144872,NM_001144872
12	112534278	112534367	2	cg03522256,cg17148457	_,_	_,_	_,_	_,_
12	116112961	116112972	2	cg12189137,cg18466965	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	FBXO21;FBXO21,FBXO21;FBXO21	NM_033624;NM_015002,NM_033624;NM_015002
12	116985314	116985615	2	cg14474811,cg01932247	_,_	S_Shore,S_Shore	_,_	_,_
12	121824606	121825742	4	cg00609630,cg00013441,cg17833037,cg01428378	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,Body;Body;Body,Body;Body;Body	_,_	CCDC62;CCDC62;CCDC62,CCDC62;CCDC62;CCDC62,CCDC62;CCDC62;CCDC62,CCDC62;CCDC62;CCDC62	NM_201435;NM_032573;NR_027918,NM_201435;NR_027918;NM_032573,NM_201435;NR_027918;NM_032573,NM_201435;NR_027918;NM_032573
12	122909689	122909733	2	cg01493783,cg05615595	Body,Body	_,_	DNAH10,DNAH10	NM_207437,NM_207437
12	123348399	123348496	2	cg26662578,cg20158366	5UTR,5UTR	S_Shelf,S_Shelf	FAM101A,FAM101A	NM_181709,NM_181709
12	123551225	123551537	2	cg14256268,cg21867733	5UTR;5UTR,5UTR;5UTR	_,_	NCOR2;NCOR2,NCOR2;NCOR2	NM_006312;NM_001077261,NM_006312;NM_001077261
12	123989683	123989696	2	cg05339414,cg12243575	_,_	_,_	_,_	_,_
12	124100237	124100479	2	cg06378871,cg15701313	_,_	Island,Island	_,_	_,_
12	129068236	129068539	4	cg22912997,cg06214997,cg20901959,cg12417603	_,_	_,_	_,_	_,_
12	129837971	129839097	4	cg12117135,cg10727820,cg22199821,cg05410283	_,_	_,_	_,_	_,_
12	130004579	130004741	3	cg21502466,cg19642421,cg02717046	5UTR;1stExon,5UTR;1stExon,5UTR;1stExon	_,_	GPR133;GPR133,GPR133;GPR133,GPR133;GPR133	NM_198827;NM_198827,NM_198827;NM_198827,NM_198827;NM_198827	hyper.chimp
12	108015437	108015491	2	cg00203594,cg10255141	1stExon;Body;5UTR;5UTR;Body;1stExon;5UTR,1stExon;Body;5UTR;5UTR;Body;1stExon;5UTR	N_Shore,Island	ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2,ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2;ALKBH2	NM_001001655;NR_026930;NM_001001655;NM_001145374;NR_026931;NM_001145374;NM_001145375,NM_001001655;NR_026930;NM_001001655;NM_001145374;NR_026931;NM_001145374;NM_001145375	hypo.chimp
12	108634345	108634563	3	cg05635036,cg14779797,cg12929027	_,_	N_Shore,Island,Island	_,_	_,_	hypo.chimp
12	109666202	109666476	2	cg04375036,cg15988887	TSS1500,TSS1500	S_Shore,S_Shore	PPP1CC,PPP1CC	NM_002710,NM_002710	hypo.chimp
12	109959519	109959621	2	cg05977462,cg01290565	Body,Body	Island,Island	CUX2,CUX2	NM_015267,NM_015267	hypo.chimp
12	109969360	109969388	2	cg01699430,cg17304276	Body,Body	_,_	CUX2,CUX2	NM_015267,NM_015267	hypo.chimp
12	112034353	112034369	2	cg23502203,cg19721065	Body,Body	Island,Island	RASAL1,RASAL1	NM_004658,NM_004658	hypo.chimp
12	112058587	112058659	2	cg02939139,cg08865522	TSS200,TSS1500	S_Shore,S_Shore	RASAL1,RASAL1	NM_004658,NM_004658	hypo.chimp
12	112326000	112326051	2	cg04123409,cg14120215	5UTR;1stExon,5UTR;1stExon	_,_	SDS;SDS,SDS;SDS	NM_006843;NM_006843,NM_006843;NM_006843	hypo.chimp
12	112344252	112344826	3	cg05149586,cg18072814,cg16604086	TSS1500,TSS200,5UTR	_,_	SDSL,SDSL,SDSL	NM_138432,NM_138432,NM_138432
12	113586448	113586673	2	cg25626611,cg07211768	_,_	N_Shore,N_Shore	_,_	_,_
12	113588657	113588974	2	cg26343001,cg05678033	_,_	N_Shore,N_Shore	_,_	_,_
12	113618118	113619386	4	cg08078751,cg13934308,cg19175386,cg08086720	_,_	N_Shelf,N_Shore,N_Shore,N_Shore	_,_	_,_
12	115481691	115481918	2	cg01884549,cg03822198	5UTR,5UTR	_,_	MAP1LC3B2,MAP1LC3B2	NM_001085481,NM_001085481
12	115616102	115616935	3	cg20645966,cg10205310,cg19771748	_,_	_,_	_,_	_,_
12	115631392	115632067	4	cg05513226,cg19817767,cg19754658,cg19395684	_,_	_,_	_,_	_,_
12	115659115	115659141	2	cg19850406,cg03109701	TSS1500;TSS1500;Body,TSS1500;TSS1500;Body	N_Shore,N_Shore	RNFT2;RNFT2;C12orf49,RNFT2;RNFT2;C12orf49	NM_001109903;NM_032814;NM_024738,NM_001109903;NM_032814;NM_024738
12	116111160	116111669	4	cg26470309,cg12414070,cg01817067,cg19256813	Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore	FBXO21;FBXO21,FBXO21;FBXO21,FBXO21;FBXO21,FBXO21;FBXO21	NM_015002;NM_033624,NM_015002;NM_033624,NM_015002;NM_033624,NM_015002;NM_033624
12	117931274	117931368	2	cg15341350,cg13382567	Body,Body	_,_	SRRM4,SRRM4	NM_194286,NM_194286
12	118726143	118726340	3	cg02764093,cg03018679,cg03339668	Body,Body,Body	N_Shore,Island,Island	CIT,CIT,CIT	NM_007174,NM_007174,NM_007174
12	119938516	119938834	2	cg08282784,cg19395441	1stExon,TSS200	N_Shore,S_Shore	C12orf43,C12orf43	NM_022895,NM_022895
12	120131511	120132037	2	cg02318988,cg11209001	TSS1500,TSS200	N_Shore,N_Shore	P2RX4,P2RX4	NM_002560,NM_002560
12	120576510	120576732	3	cg23110109,cg13889620,cg26875830	Body,Body,Body	_,_	MORN3,MORN3,MORN3	NM_173855,NM_173855,NM_173855
12	120728138	120729043	4	cg07239110,cg10820376,cg00853733,cg15233611	Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore	SETD1B,SETD1B,SETD1B,SETD1B	NM_015048,NM_015048,NM_015048,NM_015048
12	121004057	121004334	2	cg13671582,cg04453352	Body,Body	S_Shelf,S_Shelf	MLXIP,MLXIP	NM_014938,NM_014938
12	122030040	122030593	2	cg02203224,cg13010344	TSS1500;TSS1500;3UTR;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	ARL6IP4;ARL6IP4;OGFOD2;ARL6IP4;ARL6IP4,ARL6IP4;ARL6IP4;ARL6IP4;ARL6IP4	NM_018694;NM_001002251;NM_024623;NM_016638;NM_001002252,NM_018694;NM_001002251;NM_016638;NM_001002252	hypo.chimp
12	122202458	122202501	2	cg02948656,cg16389456	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
12	122323023	122323489	3	cg10502957,cg04844995,cg14948795	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	CDK2AP1,CDK2AP1,CDK2AP1	NM_004642,NM_004642,NM_004642	hypo.chimp
12	123514021	123514093	2	cg03406367,cg19341309	Body;Body,Body;Body	N_Shelf,N_Shelf	NCOR2;NCOR2,NCOR2;NCOR2	NM_006312;NM_001077261,NM_006312;NM_001077261	hypo.chimp
12	123556895	123557040	2	cg22700848,cg04403415	5UTR;5UTR,5UTR;5UTR	_,_	NCOR2;NCOR2,NCOR2;NCOR2	NM_006312;NM_001077261,NM_006312;NM_001077261	hypo.chimp
12	123593747	123594292	5	cg15645138,cg02798899,cg18648169,cg19355069,cg03565777	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_	hypo.chimp
12	123697018	123697187	2	cg10461264,cg04116756	_,_	_,_	_,_	_,_	hypo.chimp
12	123848295	123848433	2	cg12053291,cg14849578	Body;Body,Body;Body	_,_	SCARB1;SCARB1,SCARB1;SCARB1	NM_001082959;NM_005505,NM_001082959;NM_005505	hypo.chimp
12	123914824	123915025	2	cg27180443,cg17878881	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	SCARB1;SCARB1,SCARB1;SCARB1	NM_001082959;NM_005505,NM_001082959;NM_005505	hypo.chimp
12	127875160	127875329	3	cg15623519,cg10643271,cg19777783	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	SLC15A4,SLC15A4,SLC15A4	NM_145648,NM_145648,NM_145648	hypo.chimp
12	129868969	129869946	4	cg05407909,cg20050828,cg10832093,cg09812406	Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,S_Shore	STX2;STX2,STX2;STX2,STX2;STX2,STX2;STX2	NM_001980;NM_194356,NM_001980;NM_194356,NM_001980;NM_194356,NM_001980;NM_194356	hypo.chimp
12	129921293	129921418	2	cg01060409,cg25201101	TSS1500,TSS1500	N_Shore,N_Shore	RAN,RAN	NM_006325,NM_006325	hypo.chimp
12	129968517	129969021	4	cg02811368,cg23742930,cg02758964,cg08425508	_,_	_,_	_,_	_,_	hypo.chimp
12	130054679	130054879	2	cg24947371,cg06820006	Body,Body	Island,Island	GPR133,GPR133	NM_198827,NM_198827	hypo.chimp
12	130430847	130431253	2	cg14503935,cg01686884	_,_	_,_	_,_	_,_	hyper.chimp
12	130668818	130668934	2	cg18212276,cg03554925	_,_	_,_	_,_	_,_	hyper.chimp
12	130825544	130825861	4	cg15817163,cg06555661,cg13621113,cg22325958	Body,Body,Body,Body	_,N_Shelf,N_Shelf,N_Shelf	SFRS8,SFRS8,SFRS8,SFRS8	NM_004592,NM_004592,NM_004592,NM_004592	hypo.chimp
12	130859473	130859655	3	cg05650719,cg04876069,cg26750617	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
12	130881579	130882185	2	cg26356412,cg18559483	Body,Body	Island,S_Shore	MMP17,MMP17	NM_016155,NM_016155	hyper.chimp
12	131369681	131370024	3	cg10173694,cg00524706,cg14384748	Body,Body,Body	Island,Island,Island	GALNT9,GALNT9,GALNT9	NM_001122636,NM_001122636,NM_001122636	hyper.chimp
12	131372660	131373017	2	cg08146733,cg16635735	Body,Body	Island,Island	GALNT9,GALNT9	NM_001122636,NM_001122636	hyper.chimp
12	131413994	131414869	6	cg10052597,cg24461952,cg01345136,cg25283121,cg21894124,cg07370221	Body,Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	GALNT9,GALNT9,GALNT9,GALNT9,GALNT9,GALNT9	NM_001122636,NM_001122636,NM_001122636,NM_001122636,NM_001122636,NM_001122636	hyper.chimp
12	131443605	131443716	2	cg00162969,cg04826040	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
12	131460632	131461228	3	cg06960461,cg07216036,cg11905100	_,_	_,_	_,_	_,_	hyper.chimp
12	131472687	131473143	2	cg16818725,cg21370455	_,_	N_Shelf,N_Shelf	_,_	_,_	hypo.chimp
12	131515479	131515749	2	cg07141605,cg22973003	_,_	_,_	_,_	_,_	hyper.chimp
12	131517788	131518108	2	cg18776708,cg24393700	_,_	N_Shelf,N_Shore	_,_	_,_	hyper.chimp
12	131532833	131533028	3	cg19945931,cg05514909,cg03147592	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
12	131566930	131567266	3	cg04222307,cg18791991,cg07161061	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
12	131687773	131687900	2	cg11651209,cg23591611	_,_	N_Shore,Island	_,_	_,_	hyper.chimp
12	131706346	131706520	2	cg02726803,cg13426224	Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body	Island,Island	P2RX2;P2RX2;P2RX2;P2RX2;P2RX2;P2RX2,P2RX2;P2RX2;P2RX2;P2RX2;P2RX2;P2RX2	NM_174872;NM_016318;NM_170683;NM_174873;NM_170682;NM_012226,NM_174872;NM_016318;NM_170683;NM_174873;NM_170682;NM_012226	hypo.chimp
12	131796807	131796847	2	cg27485716,cg17903544	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,Island	PGAM5;PGAM5;PGAM5,PGAM5;PGAM5;PGAM5	NM_001170543;NM_138575;NM_001170544,NM_001170543;NM_138575;NM_001170544	hyper.chimp
12	131934294	131934493	4	cg21232015,cg02519218,cg18451156,cg20066677	Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body	_,_	CHFR;CHFR;CHFR;CHFR;CHFR,CHFR;CHFR;CHFR;CHFR;CHFR,CHFR;CHFR;CHFR;CHFR;CHFR,CHFR;CHFR;CHFR;CHFR;CHFR	NM_001161345;NM_001161347;NM_018223;NM_001161346;NM_001161344,NM_001161345;NM_001161347;NM_018223;NM_001161346;NM_001161344,NM_001161345;NM_001161347;NM_018223;NM_001161346;NM_001161344,NM_001161345;NM_001161347;NM_018223;NM_001161346;NM_001161344	hyper.chimp
12	131991463	131991593	3	cg16562275,cg07388347,cg24427504	_,_	N_Shelf,N_Shelf,N_Shelf	_,_	_,_	hyper.chimp
12	131994926	131995371	2	cg15607538,cg08572734	_,_	Island,Island	_,_	_,_	hyper.chimp
13	18081105	18081930	2	cg09328611,cg07249209	_,_	Island,Island	_,_	_,_	hyper.chimp
13	19105201	19105412	3	cg00331616,cg22656705,cg21958444	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	MPHOSPH8,MPHOSPH8,MPHOSPH8	NM_017520,NM_017520,NM_017520	hypo.chimp
13	19601371	19601415	3	cg04482892,cg15694585,cg21554895	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_	hyper.chimp
13	19608941	19609179	4	cg22387578,cg25846784,cg06349628,cg06792065	_,_	Island,Island,Island,Island	_,_	_,_	hyper.chimp
13	19634156	19634342	2	cg03129014,cg26133081	TSS1500,TSS1500	Island,S_Shore	GJA3,GJA3	NM_021954,NM_021954	hypo.chimp
13	19666536	19666560	2	cg07921371,cg00347757	TSS1500,TSS1500	S_Shore,S_Shore	GJB2,GJB2	NM_004004,NM_004004	hypo.chimp
13	19703094	19703391	4	cg18145090,cg07610777,cg18363035,cg01700504	5UTR;5UTR;5UTR;5UTR;1stExon,5UTR;5UTR;5UTR;TSS200,5UTR;5UTR;5UTR;TSS200,5UTR;5UTR;5UTR;TSS200	N_Shore,N_Shore,N_Shore,N_Shore	GJB6;GJB6;GJB6;GJB6;GJB6,GJB6;GJB6;GJB6;GJB6,GJB6;GJB6;GJB6;GJB6,GJB6;GJB6;GJB6;GJB6	NM_001110220;NM_001110219;NM_001110221;NM_006783;NM_006783,NM_001110220;NM_001110219;NM_001110221;NM_006783,NM_001110220;NM_001110219;NM_001110221;NM_006783,NM_001110220;NM_001110219;NM_001110221;NM_006783
13	20790905	20791420	3	cg20013865,cg21970626,cg23743428	_,_	N_Shore,Island,Island	_,_	_,_
13	22631275	22631345	3	cg05005706,cg13989596,cg03097147	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_
13	23042483	23042486	2	cg07720188,cg24350296	TSS1500,TSS1500	_,_	TNFRSF19,TNFRSF19	NM_148957,NM_148957
13	25484254	25485011	7	cg12384004,cg00255889,cg21962013,cg11165905,cg13537353,cg03107235,cg00893603	Body,Body,Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island,Island,S_Shore	ATP8A2,ATP8A2,ATP8A2,ATP8A2,ATP8A2,ATP8A2,ATP8A2	NM_016529,NM_016529,NM_016529,NM_016529,NM_016529,NM_016529,NM_016529
13	26193928	26194010	3	cg01903420,cg16557370,cg08419873	_,_	_,_	_,_	_,_
13	27571714	27571762	2	cg08055131,cg26472910	Body,Body	N_Shore,N_Shore	FLT3,FLT3	NM_004119,NM_004119
13	36351429	36351855	5	cg10436026,cg00454719,cg13165085,cg01044129,cg02819828	Body;Body,Body;Body,Body;Body,Body;Body,5UTR;5UTR	_,_	SMAD9;SMAD9,SMAD9;SMAD9,SMAD9;SMAD9,SMAD9;SMAD9,SMAD9;SMAD9	NM_001127217;NM_005905,NM_001127217;NM_005905,NM_001127217;NM_005905,NM_001127217;NM_005905,NM_001127217;NM_005905
13	40199926	40200791	2	ch.13.40199926R,cg16399360	_,TSS1500	_,_	_,MIR320D1	_,NR_031723
13	45683424	45683684	6	cg00678236,cg22776646,cg02671213,cg21968535,cg12352347,cg12872647	_,_	_,_	_,_	_,_
13	46368990	46369170	4	cg02250787,cg06476131,cg16188532,cg09361691	1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,1stExon;1stExon;5UTR;5UTR,TSS200;TSS200	_,_	HTR2A;HTR2A;HTR2A;HTR2A,HTR2A;HTR2A;HTR2A;HTR2A,HTR2A;HTR2A;HTR2A;HTR2A,HTR2A;HTR2A	NM_001165947;NM_000621;NM_000621;NM_001165947,NM_001165947;NM_000621;NM_000621;NM_001165947,NM_001165947;NM_000621;NM_000621;NM_001165947,NM_000621;NM_001165947
13	47899105	47899185	2	cg03126694,cg25540028	TSS200;5UTR;Body,TSS200;5UTR;Body	_,_	LPAR6;LPAR6;RB1,LPAR6;LPAR6;RB1	NM_001162497;NM_005767;NM_000321,NM_001162497;NM_005767;NM_000321
13	48968719	48968767	2	cg25162948,cg21320768	Body;5UTR,Body;5UTR	Island,S_Shore	PHF11;PHF11,PHF11;PHF11	NM_001040443;NM_001040444,NM_001040443;NM_001040444
13	94750903	94750938	2	cg26685941,cg05412028	Body;Body,Body;Body	N_Shore,N_Shore	ABCC4;ABCC4,ABCC4;ABCC4	NM_001105515;NM_005845,NM_001105515;NM_005845
13	105980540	105981093	2	cg11196529,cg26138978	Body,Body	N_Shelf,N_Shelf	EFNB2,EFNB2	NM_004093,NM_004093
13	109838243	109838580	2	cg15455643,cg03482866	Body,Body	S_Shore,S_Shelf	COL4A2,COL4A2	NM_001846,NM_001846
13	111809329	111809845	3	cg12187394,cg09285795,cg07861790	_,_	S_Shore,S_Shore,S_Shore	_,_	_,_
13	112633714	112633949	3	cg02054232,cg23192614,cg16637458	_,_	_,_	_,_	_,_
13	112685696	112685830	3	cg17982866,cg05572417,cg20165520	Body;Body,Body;Body,Body;Body	S_Shore,S_Shore,S_Shore	MCF2L;MCF2L,MCF2L;MCF2L,MCF2L;MCF2L	NM_001112732;NM_024979,NM_001112732;NM_024979,NM_001112732;NM_024979
13	113040057	113040138	2	cg03588513,cg24313249	Body,Body	_,_	GRTP1,GRTP1	NM_024719,NM_024719
13	113104951	113105071	2	cg23504211,cg08284593	_,_	S_Shore,S_Shore	_,_	_,_
13	113155555	113157950	14	cg14339867,cg00463202,cg27490101,cg20773767,cg14845091,cg21243846,cg23417523,cg21304833,cg12622519,cg00242786,cg12912869,cg01679512,cg05471509,cg03557916	1stExon,1stExon,1stExon;5UTR,TSS200,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500,TSS1500,TSS1500,_	_,_	ADPRHL1,ADPRHL1,ADPRHL1;ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,ADPRHL1,_	NM_138430,NM_138430,NM_138430;NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,NM_138430,_	hypo.chimp
13	20185237	20185304	3	cg09985351,cg23098661,cg23969506	Body,Body,Body	_,_	IL17D,IL17D,IL17D	NM_138284,NM_138284,NM_138284	hyper.chimp
13	22207774	22208635	2	cg15973954,cg05656990	_,_	_,_	_,_	_,_	hyper.chimp
13	24490582	24491228	2	cg04174466,cg21999563	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
13	26215117	26215381	2	cg11560654,cg13672871	_,_	_,_	_,_	_,_	hyper.chimp
13	26478854	26478970	3	cg04072570,cg12988276,cg24415799	_,_	_,_	_,_	_,_	hyper.chimp
13	26896168	26896438	2	cg27031448,cg17904786	TSS1500,TSS1500	N_Shore,N_Shore	GTF3A,GTF3A	NM_002097,NM_002097	hyper.chimp
13	31787213	31787515	6	cg26458617,cg08193369,cg25753010,cg19634711,cg09698981,cg05153735	TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	BRCA2,BRCA2,BRCA2,BRCA2,BRCA2,BRCA2	NM_000059,NM_000059,NM_000059,NM_000059,NM_000059,NM_000059	hyper.chimp
13	32489130	32489937	3	cg23282559,cg12162530,cg01308409	1stExon,Body,Body	Island,S_Shore,S_Shore	KL,KL,KL	NM_004795,NM_004795,NM_004795	hyper.chimp
13	32678283	32678307	2	cg04895345,cg11563844	TSS200;Body,TSS200;Body	_,_	STARD13;STARD13,STARD13;STARD13	NM_052851;NM_178006,NM_052851;NM_178006	hyper.chimp
13	35329250	35330082	2	cg13669476,cg04415610	Body;Body,Body;Body	_,_	MIR548F5;DCLK1,MIR548F5;DCLK1	NR_031646;NM_004734,NR_031646;NM_004734	hyper.chimp
13	35903452	35903489	2	cg27142924,cg12417071	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	CCNA1;CCNA1;CCNA1;CCNA1,CCNA1;CCNA1;CCNA1;CCNA1	NM_001111047;NM_003914;NM_001111045;NM_001111046,NM_001111047;NM_003914;NM_001111045;NM_001111046	hyper.chimp
13	36146953	36147481	3	cg10319893,cg21121616,cg25072733	5UTR,5UTR,5UTR	S_Shore,S_Shore,S_Shore	C13orf36,C13orf36,C13orf36	NM_203451,NM_203451,NM_203451
13	37341783	37343267	3	cg02057391,cg21081971,cg15398976	1stExon;1stExon;5UTR;1stExon;5UTR;5UTR;1stExon;5UTR;5UTR;1stExon;5UTR;1stExon,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	Island,S_Shore,S_Shore	TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4,TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4,TRPC4;TRPC4;TRPC4;TRPC4;TRPC4;TRPC4	NM_016179;NM_001135955;NM_016179;NM_001135956;NM_003306;NM_001135955;NM_001135957;NM_001135958;NM_001135957;NM_003306;NM_001135956;NM_001135958,NM_003306;NM_001135957;NM_001135956;NM_016179;NM_001135958;NM_001135955,NM_003306;NM_001135957;NM_001135956;NM_016179;NM_001135958;NM_001135955
13	43614513	43614778	2	cg05544840,cg04068111	_,_	S_Shore,S_Shore	_,_	_,_
13	44349118	44349270	3	cg05278215,cg09196449,cg23672211	_,_	_,_	_,_	_,_
13	44461328	44461598	2	cg08225398,cg18830978	TSS1500;1stExon,TSS200;1stExon;5UTR	Island,Island	KIAA1704;NUFIP1,KIAA1704;NUFIP1;NUFIP1	NM_018559;NM_012345,NM_018559;NM_012345;NM_012345	hyper.chimp
13	45322944	45324000	8	cg10775278,cg11079278,cg20997247,cg19352193,cg02674384,cg08018585,cg26667946,cg02017534	Body,Body,Body,Body,5UTR;1stExon,TSS200,TSS200,TSS200	_,_	SIAH3,SIAH3,SIAH3,SIAH3,SIAH3;SIAH3,SIAH3,SIAH3,SIAH3	NM_198849,NM_198849,NM_198849,NM_198849,NM_198849;NM_198849,NM_198849,NM_198849,NM_198849
13	47473776	47473860	2	cg08280787,cg01732984	TSS1500,TSS1500	S_Shore,S_Shore	SUCLA2,SUCLA2	NM_003850,NM_003850
13	48447441	48447490	3	cg06481158,cg20132273,cg06474453	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	FNDC3A,FNDC3A,FNDC3A	NM_001079673,NM_001079673,NM_001079673
13	48692080	48692127	2	cg21726844,cg07935568	TSS1500,TSS1500	N_Shore,Island	MLNR,MLNR	NM_001507,NM_001507
13	48967490	48967723	3	cg11362192,cg23137039,cg22924269	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS200	N_Shore,N_Shore,N_Shore	PHF11;PHF11,PHF11;PHF11,PHF11;PHF11	NM_001040444;NM_001040443,NM_001040444;NM_001040443,NM_001040444;NM_001040443
13	52317597	52318426	5	cg18002116,cg14950829,cg25600049,cg09813525,cg00287312	Body;Body,Body;Body,Body;Body,1stExon;1stExon,1stExon;1stExon	N_Shore,N_Shore,N_Shore,Island,Island	PCDH8;PCDH8,PCDH8;PCDH8,PCDH8;PCDH8,PCDH8;PCDH8,PCDH8;PCDH8	NM_002590;NM_032949,NM_002590;NM_032949,NM_002590;NM_032949,NM_002590;NM_032949,NM_002590;NM_032949
13	66701252	66701896	2	cg27422141,cg18755728	5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore	PCDH9;PCDH9,PCDH9;PCDH9	NM_203487;NM_020403,NM_203487;NM_020403
13	77390217	77392068	34	cg07495027,cg12120741,cg03086857,cg15699226,cg26622320,cg23316360,cg16571983,cg04390523,cg13818654,cg15836660,cg01910869,cg23702615,cg18032190,cg22310279,cg19650157,cg13434989,cg12847373,cg19742055,cg06057566,cg21675115,cg26022015,cg12935136,cg25717994,cg09152886,cg22541679,cg23494140,cg07035515,cg18568990,cg16739796,cg21364111,cg08321129,cg24745738,cg09786383,cg19759502	Body;Body;Body,1stExon;1stExon;Body,1stExon;1stExon;Body,1stExon;1stExon;Body,5UTR;1stExon;5UTR;1stExon;5UTR,5UTR;1stExon;5UTR;1stExon;5UTR,5UTR;1stExon;5UTR;1stExon;5UTR,5UTR;TSS200;TSS200,5UTR;TSS200;TSS200,5UTR;TSS200;TSS200,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB,EDNRB;EDNRB;EDNRB	NM_001122659;NM_003991;NM_000115,NM_001122659;NM_003991;NM_000115,NM_001122659;NM_003991;NM_000115,NM_001122659;NM_003991;NM_000115,NM_000115;NM_001122659;NM_001122659;NM_003991;NM_003991,NM_000115;NM_001122659;NM_001122659;NM_003991;NM_003991,NM_000115;NM_001122659;NM_001122659;NM_003991;NM_003991,NM_000115;NM_001122659;NM_003991,NM_000115;NM_001122659;NM_003991,NM_000115;NM_001122659;NM_003991,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659,NM_003991;NM_000115;NM_001122659
13	78132252	78132436	2	cg01819759,cg21838488	TSS1500,TSS1500	S_Shore,S_Shore	RNF219,RNF219	NM_024546,NM_024546
13	90625043	90625287	2	cg14375923,cg15020568	_,_	N_Shore,Island	_,_	_,_
13	94453084	94453580	5	cg26621790,cg25868998,cg24590788,cg15876676,cg03485172	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_
13	95002494	95002519	2	cg18470456,cg13452162	TSS1500;Body;Body,TSS1500;Body;Body	N_Shore,N_Shore	CLDN10;CLDN10;CLDN10,CLDN10;CLDN10;CLDN10	NM_006984;NM_182848;NM_001160100,NM_006984;NM_182848;NM_001160100
13	95092132	95092469	2	cg11337289,cg22991101	Body;Body,5UTR;5UTR	Island,Island	DZIP1;DZIP1,DZIP1;DZIP1	NM_198968;NM_014934,NM_198968;NM_014934
13	96592053	96592114	2	cg18842353,cg18973863	_,_	_,_	_,_	_,_
13	98202154	98203123	3	cg12355681,cg08390696,cg18478319	Body,TSS200,TSS200	N_Shore,Island,S_Shore	SLC15A1,SLC15A1,SLC15A1	NM_005073,NM_005073,NM_005073
13	98883188	98883456	3	cg15608301,cg20617957,cg20012607	_,_	_,_	_,_	_,_
13	99345332	99345786	2	cg11195797,cg25318296	3UTR,3UTR	Island,Island	CLYBL,CLYBL	NM_206808,NM_206808
13	99425704	99425957	2	cg18161327,cg20374595	_,_	S_Shelf,N_Shelf	_,_	_,_
13	107668282	107669239	2	cg25647234,cg04461947	TSS1500;5UTR,5UTR;TSS1500	N_Shore,Island	ABHD13;LIG4,ABHD13;LIG4	NM_032859;NM_001098268,NM_032859;NM_001098268
13	109749026	109749419	2	cg23008352,cg02558625	Body,Body	_,_	COL4A1,COL4A1	NM_001845,NM_001845
13	111128931	111130121	6	cg06567836,cg09984047,cg15453778,cg06996147,cg03402369,cg20878925	_,_	_,_	_,_	_,_
13	111596000	111596307	2	cg02034311,cg07348854	_,_	Island,S_Shore	_,_	_,_
13	111674877	111676449	6	cg04197086,cg19828063,cg07911664,cg20399462,cg07800227,cg21858462	_,_	N_Shore,N_Shore,Island,Island,S_Shore,S_Shore	_,_	_,_
13	111804121	111805083	3	cg03482973,cg04849320,cg19907812	_,_	N_Shelf,N_Shore,N_Shore	_,_	_,_
13	112032479	112034979	9	cg26274564,cg10735475,cg12580893,cg13988338,cg03486986,cg17516572,cg15627136,cg05247821,cg01344644	_,_	N_Shore,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	_,_	_,_
13	112145141	112145901	5	cg00688591,cg03289180,cg19954471,cg05408094,cg06704589	_,_	_,_	_,_	_,_
13	112322483	112322491	2	cg03198010,cg09785958	_,_	_,_	_,_	_,_
13	112340825	112340952	2	cg14227911,cg07014973	_,_	_,_	_,_	_,_
13	112393945	112394617	2	cg23049429,cg07610853	Body;Body,Body;Body	S_Shore,S_Shore	ATP11A;ATP11A,ATP11A;ATP11A	NM_015205;NM_032189,NM_015205;NM_032189
13	112588422	112588513	2	cg21167985,cg11462099	3UTR;3UTR,3UTR;3UTR	Island,Island	ATP11A;ATP11A,ATP11A;ATP11A	NM_015205;NM_032189,NM_015205;NM_032189
13	112659441	112659557	3	cg13515064,cg13720737,cg14503636	_,_	_,_	_,_	_,_
13	112724830	112725326	3	cg08104283,cg26886066,cg11297227	Body;Body,Body;Body,Body;Body	Island,Island,N_Shore	MCF2L;MCF2L,MCF2L;MCF2L,MCF2L;MCF2L	NM_001112732;NM_024979,NM_001112732;NM_024979,NM_001112732;NM_024979
13	112824874	112825110	6	cg21714557,cg09069900,cg05092353,cg13001878,cg14904725,cg03675171	TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200	S_Shelf,S_Shelf,_	F10,F10,F10,F10,F10,F10	NM_000504,NM_000504,NM_000504,NM_000504,NM_000504,NM_000504
13	112855832	112856244	3	cg11814567,cg17329202,cg19073576	_,_	Island,S_Shore,S_Shore	_,_	_,_
13	113893301	113894163	3	cg24113818,cg00732810,cg11686792	Body,Body,Body	Island,Island,N_Shore	RASA3,RASA3,RASA3	NM_007368,NM_007368,NM_007368
14	20604781	20605234	2	cg19801747,cg09295202	_,_	N_Shelf,N_Shore	_,_	_,_
14	23710787	23711041	6	cg24127861,cg18556834,cg19989295,cg18534491,cg03431846,cg07516252	TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	N_Shore,Island,Island,Island,Island,Island	REC8;REC8,REC8;REC8,REC8;REC8,REC8;REC8,REC8;REC8,REC8;REC8	NM_005132;NM_001048205,NM_001048205;NM_005132,NM_001048205;NM_005132,NM_001048205;NM_005132,NM_001048205;NM_005132,NM_001048205;NM_005132
14	23849633	23850766	12	cg16075268,cg07760773,cg07509935,cg20007021,cg26310551,cg15364618,cg25576711,cg06796435,cg10193721,cg06823034,cg21886367,cg13840968	1stExon;1stExon;5UTR;TSS1500;5UTR,1stExon;1stExon;Body;TSS1500;1stExon;5UTR,1stExon;1stExon;Body;TSS1500;1stExon;5UTR,Body;1stExon;Body;TSS1500;1stExon;5UTR,Body;1stExon;Body;1stExon;5UTR;TSS200,Body;1stExon;Body;1stExon;5UTR;TSS200,Body;1stExon;Body;1stExon;5UTR;TSS200,Body;1stExon;Body;TSS200;TSS200,Body;1stExon;Body;TSS200;TSS200,5UTR;Body;1stExon;Body;1stExon;TSS200,5UTR;Body;1stExon;Body;TSS1500;TSS1500;1stExon,5UTR;Body;1stExon;Body;TSS1500;TSS1500;1stExon	N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB,LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB;CIDEB,LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB;CIDEB,LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB;CIDEB,LTB4R2;LTB4R2;LTB4R2;CIDEB;CIDEB;LTB4R,LTB4R2;LTB4R2;LTB4R2;CIDEB;CIDEB;LTB4R,LTB4R2;LTB4R2;LTB4R2;CIDEB;CIDEB;LTB4R,LTB4R2;LTB4R2;LTB4R2;CIDEB;LTB4R,LTB4R2;LTB4R2;LTB4R2;CIDEB;LTB4R,LTB4R;LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB,LTB4R;LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB;LTB4R,LTB4R;LTB4R2;LTB4R2;LTB4R2;LTB4R;CIDEB;LTB4R	NM_001164693;NM_019839;NM_001164692;NM_001143919;NM_014430,NM_001164693;NM_019839;NM_001164692;NM_001143919;NM_014430;NM_014430,NM_001164693;NM_019839;NM_001164692;NM_001143919;NM_014430;NM_014430,NM_001164693;NM_019839;NM_001164692;NM_001143919;NM_014430;NM_014430,NM_001164693;NM_019839;NM_001164692;NM_014430;NM_014430;NM_001143919,NM_001164693;NM_019839;NM_001164692;NM_014430;NM_014430;NM_001143919,NM_001164693;NM_019839;NM_001164692;NM_014430;NM_014430;NM_001143919,NM_001164693;NM_019839;NM_001164692;NM_014430;NM_001143919,NM_001164693;NM_019839;NM_001164692;NM_014430;NM_001143919,NM_001143919;NM_001164693;NM_019839;NM_001164692;NM_001143919;NM_014430,NM_001143919;NM_001164693;NM_019839;NM_001164692;NM_181657;NM_014430;NM_001143919,NM_001143919;NM_001164693;NM_019839;NM_001164692;NM_181657;NM_014430;NM_001143919	hyper.chimp
13	113369391	113369699	3	cg09948879,cg03403901,cg17495627	TSS1500,TSS200,1stExon;5UTR	_,_	GRK1,GRK1,GRK1;GRK1	NM_002929,NM_002929,NM_002929;NM_002929
13	113848357	113848415	3	cg03399609,cg08196138,cg04600000	Body,Body,Body	_,_	RASA3,RASA3,RASA3	NM_007368,NM_007368,NM_007368
14	22360233	22360638	2	cg18543242,cg10845380	TSS1500,_	N_Shore,N_Shore	SLC7A7,_	NM_001126106,_
14	22522248	22522257	2	cg14220764,cg27601516	TSS1500,TSS1500	S_Shore,S_Shore	JUB,JUB	NM_032876,NM_032876
14	22693320	22693596	5	cg05357695,cg19473656,cg23543481,cg08104568,cg01267709	5UTR;Body;1stExon,Body;TSS200,Body;TSS200,Body;TSS200,Body;TSS200	_,_	SLC7A8;SLC7A8;SLC7A8,SLC7A8;SLC7A8,SLC7A8;SLC7A8,SLC7A8;SLC7A8,SLC7A8;SLC7A8	NM_182728;NM_012244;NM_182728,NM_012244;NM_182728,NM_012244;NM_182728,NM_012244;NM_182728,NM_012244;NM_182728	hypo.chimp
14	22777145	22777160	2	cg10052704,cg08136169	_,_	_,_	_,_	_,_	hypo.chimp
14	22974788	22975113	2	cg01203550,cg18422654	TSS200,TSS1500	_,_	MYH7,MYH7	NM_000257,NM_000257	hypo.chimp
14	23508749	23508997	2	cg16779295,cg14214739	_,_	Island,Island	_,_	_,_	hypo.chimp
14	23545746	23545922	2	cg22926554,cg02149323	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
14	23855150	23855773	4	cg01174240,cg06768599,cg08211413,cg10065809	Body;Body,Body;Body,Body;Body,3UTR;3UTR	Island,Island,Island,S_Shore	LTB4R;LTB4R,LTB4R;LTB4R,LTB4R;LTB4R,LTB4R;LTB4R	NM_001143919;NM_181657,NM_001143919;NM_181657,NM_001143919;NM_181657,NM_181657;NM_001143919	hypo.chimp
14	23937312	23937331	2	cg11152302,cg20911718	TSS1500,TSS1500	N_Shore,N_Shore	NYNRIN,NYNRIN	NM_025081,NM_025081	hypo.chimp
14	23968658	23968729	2	cg19584674,cg11837267	TSS1500;TSS200,TSS1500;TSS200	Island,Island	KHNYN;CBLN3,KHNYN;CBLN3	NM_015299;NM_001039771,NM_015299;NM_001039771	hypo.chimp
14	24173386	24173570	2	cg03875678,cg16212145	TSS200,TSS1500	_,_	GZMB,GZMB	NM_004131,NM_004131	hyper.chimp
14	30160286	30160763	4	cg11071193,cg24478145,cg11050622,cg20279895	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	_,_	SCFD1;SCFD1,SCFD1;SCFD1,SCFD1;SCFD1,SCFD1;SCFD1	NM_016106;NM_182835,NM_016106;NM_182835,NM_016106;NM_182835,NM_016106;NM_182835	hypo.chimp
14	30412897	30413107	3	cg02047809,cg26107597,cg16966992	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,Island	COCH;COCH,COCH;COCH,COCH;COCH	NM_001135058;NM_004086,NM_001135058;NM_004086,NM_001135058;NM_004086	hypo.chimp
14	30563961	30564095	3	cg11829872,cg05081614,cg23974248	Body;Body;TSS1500;TSS1500,Body;Body;TSS1500;TSS1500,Body;Body;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	STRN3;STRN3;AP4S1;AP4S1,STRN3;STRN3;AP4S1;AP4S1,STRN3;STRN3;AP4S1;AP4S1	NM_001083893;NM_014574;NM_001128126;NM_007077,NM_001083893;NM_014574;NM_001128126;NM_007077,NM_001083893;NM_014574;NM_001128126;NM_007077	hypo.chimp
14	31100105	31100437	2	cg18962786,cg23551132	TSS1500,1stExon	_,_	NUBPL,NUBPL	NM_025152,NM_025152	hyper.chimp
14	37138341	37138359	2	cg01087008,cg10168722	_,_	Island,Island	_,_	_,_	hypo.chimp
14	37795407	37795940	4	cg14473145,cg10285466,cg18403361,cg22902799	TSS200,TSS200,TSS200,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	CLEC14A,CLEC14A,CLEC14A,CLEC14A	NM_175060,NM_175060,NM_175060,NM_175060	hyper.chimp
14	44501435	44502266	6	cg23695485,cg02082203,cg01340952,cg05194618,cg21096966,cg00660989	TSS1500;1stExon,TSS1500;1stExon,TSS1500;1stExon,TSS1500;1stExon,TSS1500;1stExon,TSS1500;1stExon	Island,Island,Island,S_Shore,S_Shore,S_Shore	KLHL28;FAM179B,KLHL28;FAM179B,KLHL28;FAM179B,KLHL28;FAM179B,KLHL28;FAM179B,KLHL28;FAM179B	NM_017658;NM_015091,NM_017658;NM_015091,NM_017658;NM_015091,NM_017658;NM_015091,NM_017658;NM_015091,NM_017658;NM_015091	hyper.chimp
14	51805590	51805788	3	cg13561855,cg05887153,cg27131955	Body,Body,Body	S_Shore,S_Shore,S_Shore	PTGDR,PTGDR,PTGDR	NM_000953,NM_000953,NM_000953	hypo.chimp
14	52689987	52690151	3	cg23254184,cg04953061,cg18555117	TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	DDHD1;DDHD1;DDHD1,DDHD1;DDHD1;DDHD1,DDHD1;DDHD1;DDHD1	NM_001160148;NM_030637;NM_001160147,NM_001160147;NM_001160148;NM_030637,NM_001160147;NM_001160148;NM_030637	hypo.chimp
14	53755540	53756375	2	cg18693531,cg04113094	_,_	_,_	_,_	_,_	hypo.chimp
14	54045984	54046949	2	cg02250044,cg26024566	TSS1500,Body	N_Shore,S_Shore	CGRRF1,CGRRF1	NM_006568,NM_006568	hyper.chimp
14	54777468	54777619	2	cg14035860,cg10783149	_,_	_,_	_,_	_,_	hyper.chimp
14	54976875	54977213	5	cg23573665,cg21836586,cg23251248,cg26143452,cg04380297	1stExon,1stExon,TSS200,TSS200,TSS200	N_Shore,Island,Island,Island,S_Shore	TBPL2,TBPL2,TBPL2,TBPL2,TBPL2	NM_199047,NM_199047,NM_199047,NM_199047,NM_199047	hyper.chimp
14	58172026	58172449	2	cg13503816,cg16715687	_,_	N_Shelf,N_Shore	_,_	_,_	hyper.chimp
14	59002026	59002074	3	cg10014563,cg08229199,cg04329105	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	GPR135,GPR135,GPR135	NM_022571,NM_022571,NM_022571	hypo.chimp
14	60725601	60725615	2	cg01894498,cg18806378	_,_	_,_	_,_	_,_	hyper.chimp
14	61105184	61105338	3	cg21072567,cg24722950,cg21890551	_,_	_,_	_,_	_,_	hyper.chimp
14	61298389	61298421	2	cg07544451,cg12123983	TSS1500,TSS1500	N_Shore,N_Shore	SNAPC1,SNAPC1	NM_003082,NM_003082	hypo.chimp
14	61654031	61654353	2	cg07471209,cg05339695	Body,Body	Island,S_Shore	FLJ43390,FLJ43390	NR_015358,NR_015358	hypo.chimp
14	63924284	63924286	2	cg23318560,cg13581475	TSS1500,TSS1500	Island,Island	MTHFD1,MTHFD1	NM_005956,NM_005956	hyper.chimp
14	66948288	66948879	3	cg17641252,cg18306861,cg24995657	Body,TSS1500,TSS1500	Island,Island,Island	PLEK2,PLEK2,PLEK2	NM_016445,NM_016445,NM_016445	hypo.chimp
14	69107826	69108258	2	cg06806969,cg23920953	TSS200,TSS1500	N_Shore,Island	C14orf162,C14orf162	NR_024630,NR_024630	hyper.chimp
14	72782009	72782655	4	cg24036523,cg21885107,cg20999932,cg14834903	Body,Body,Body,Body	N_Shore,Island,Island,Island	PAPLN,PAPLN,PAPLN,PAPLN	NM_173462,NM_173462,NM_173462,NM_173462	hypo.chimp
14	73105614	73106497	4	cg05012125,cg15441731,cg10120829,cg23519812	5UTR;1stExon,1stExon,1stExon,Body	N_Shore,Island,Island,S_Shore	ACOT2;ACOT2,ACOT2,ACOT2,ACOT2	NM_006821;NM_006821,NM_006821,NM_006821,NM_006821
14	73128725	73128758	2	cg26780333,cg24720580	1stExon,1stExon	Island,Island	ACOT4,ACOT4	NM_152331,NM_152331
14	75667221	75667410	2	cg20595846,cg18888464	_,_	N_Shore,Island	_,_	_,_
14	75804246	75804358	2	cg13981132,cg18313317	_,_	_,_	_,_	_,_
14	76806487	76806657	2	cg02400572,cg15890143	Body,Body	Island,Island	NGB,NGB	NM_021257,NM_021257
14	77502139	77502352	3	cg18102098,cg06956232,cg10392054	_,_	Island,Island,Island	_,_	_,_
14	80491516	80491913	6	cg23234607,cg09076337,cg16108059,cg19563130,cg09721659,cg01682285	TSS200;TSS200;TSS200,5UTR;5UTR;1stExon;1stExon;5UTR;1stExon,5UTR;5UTR;1stExon;1stExon;5UTR;1stExon,1stExon;1stExon;1stExon,1stExon;1stExon;1stExon,1stExon;1stExon;1stExon	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	TSHR;TSHR;TSHR,TSHR;TSHR;TSHR;TSHR;TSHR;TSHR,TSHR;TSHR;TSHR;TSHR;TSHR;TSHR,TSHR;TSHR;TSHR,TSHR;TSHR;TSHR,TSHR;TSHR;TSHR	NM_001018036;NM_001142626;NM_000369,NM_001018036;NM_000369;NM_001142626;NM_001018036;NM_001142626;NM_000369,NM_001018036;NM_000369;NM_001142626;NM_001018036;NM_001142626;NM_000369,NM_001142626;NM_001018036;NM_000369,NM_001142626;NM_001018036;NM_000369,NM_001142626;NM_001018036;NM_000369
14	87858096	87858425	5	cg02300390,cg08112724,cg16780078,cg26033127,cg24117150	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	KCNK10;KCNK10,KCNK10;KCNK10,KCNK10;KCNK10,KCNK10;KCNK10,KCNK10;KCNK10	NM_138317;NM_021161,NM_138317;NM_021161,NM_138317;NM_021161,NM_138317;NM_021161,NM_138317;NM_021161
14	88098827	88098829	2	cg20862309,cg19874145	TSS200;TSS1500;TSS200;TSS200;TSS200,TSS200;TSS1500;TSS200;TSS200;TSS200	N_Shore,N_Shore	ZC3H14;ZC3H14;ZC3H14;ZC3H14;ZC3H14,ZC3H14;ZC3H14;ZC3H14;ZC3H14;ZC3H14	NM_207660;NM_207661;NM_001160103;NM_001160104;NM_024824,NM_207660;NM_207661;NM_001160103;NM_001160104;NM_024824
14	90790125	90790331	3	cg25054390,cg27042278,cg13012868	TSS200,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	GPR68,GPR68,GPR68	NM_003485,NM_003485,NM_003485
14	90936438	90936504	2	cg20272146,cg23615483	Body,Body	_,_	CCDC88C,CCDC88C	NM_001080414,NM_001080414
14	91110628	91111249	2	cg13166888,cg19764096	1stExon,TSS200	Island,S_Shore	C14orf184,C14orf184	NM_001080113,NM_001080113
14	92649790	92650397	2	cg09852209,cg19827511	Body;Body;Body,Body;Body;Body	N_Shore,N_Shore	ITPK1;ITPK1;ITPK1,ITPK1;ITPK1;ITPK1	NM_001142593;NM_014216;NM_001142594,NM_001142593;NM_014216;NM_001142594
14	95740381	95740664	3	cg13515881,cg18424965,cg18421748	TSS1500,TSS1500,TSS1500	_,_	BDKRB2,BDKRB2,BDKRB2	NM_000623,NM_000623,NM_000623
14	99702703	99702782	2	cg10118513,cg10018862	_,_	_,_	_,_	_,_
14	100244876	100245905	6	cg17008318,cg01194073,cg18684879,cg24707486,cg18089426,cg08175591	_,_	N_Shore,Island,Island,Island,Island,Island	_,_	_,_
14	100261646	100262726	4	cg09212014,cg14092276,cg10528576,cg16800708	TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,Island,Island,Island	DLK1,DLK1,DLK1,DLK1	NM_003836,NM_003836,NM_003836,NM_003836
14	100265883	100266751	2	cg01983373,cg16057408	Body,Body	S_Shelf,N_Shelf	DLK1,DLK1	NM_003836,NM_003836
14	100613870	100613974	2	cg06624154,cg13539424	_,_	_,_	_,_	_,_
14	102458409	102460000	6	cg09616556,cg18924816,cg01759155,cg07378067,cg01155039,cg13842154	TSS1500,TSS1500,TSS200,TSS200,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island	AMN,AMN,AMN,AMN,AMN,AMN	NM_030943,NM_030943,NM_030943,NM_030943,NM_030943,NM_030943
14	102724995	102725974	7	cg06680243,cg23418339,cg01556502,cg10397678,cg01363714,cg20502901,cg01832802	_,_	Island,Island,Island,Island,Island,S_Shore,S_Shore	_,_	_,_
14	102743150	102744086	5	cg01247464,cg26579556,cg15852312,cg14020846,cg15345741	_,_	N_Shore,N_Shore,Island,Island,Island	_,_	_,_
14	103442020	103442075	2	cg07153150,cg19673233	_,_	_,_	_,_	_,_
14	103639272	103639282	2	cg07022764,cg20870298	Body,Body	Island,Island	ASPG,ASPG	NM_001080464,NM_001080464
14	103653552	103654032	4	cg21091128,cg27348266,cg14361409,cg19134347	Body,_	Island,Island,Island,Island	MIR203,_	NR_029620,_
14	103999334	103999517	2	cg07483462,cg18383486	_,_	Island,Island	_,_	_,_
14	104237785	104238652	4	cg23998240,cg01836137,cg27286011,cg11730703	5UTR;5UTR;5UTR,5UTR;5UTR;5UTR,5UTR;5UTR;5UTR,5UTR;5UTR;5UTR	N_Shore,Island,N_Shore,N_Shore	INF2;INF2;INF2,INF2;INF2;INF2,INF2;INF2;INF2,INF2;INF2;INF2	NM_022489;NM_032714;NM_001031714,NM_022489;NM_032714;NM_001031714,NM_022489;NM_032714;NM_001031714,NM_022489;NM_032714;NM_001031714
14	104244688	104245025	2	cg02878289,cg05018513	Body;Body,Body;Body	_,_	INF2;INF2,INF2;INF2	NM_022489;NM_001031714,NM_022489;NM_001031714
14	104819413	104819493	2	cg08264519,cg22811647	Body,Body	_,_	BRF1,BRF1	NM_001519,NM_001519
14	105012824	105013681	3	cg11225573,cg08182193,cg01564661	Body,Body,Body	Island,S_Shore,N_Shore	CRIP2,CRIP2,CRIP2	NM_001312,NM_001312,NM_001312
15	22880540	22881335	2	cg02625244,cg16978004	TSS1500,TSS1500;TSS1500;TSS1500	_,_	SNORD116-18,SNORD116-17;SNORD116-18;SNORD116-19	NR_003333,NR_003332;NR_003333;NR_001290
15	24425191	24425881	2	cg01251603,cg24597512	Body;Body,Body;Body	Island,S_Shore	GABRB3;GABRB3,GABRB3;GABRB3	NM_000814;NM_021912,NM_000814;NM_021912
15	24570449	24570541	2	cg15940569,cg15482931	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	GABRB3;GABRB3,GABRB3;GABRB3	NM_000814;NM_021912,NM_000814;NM_021912
15	24635086	24635089	2	cg25070075,cg02633068	_,_	Island,Island	_,_	_,_
15	24638408	24638647	2	cg04634427,cg17234513	_,_	S_Shelf,S_Shelf	_,_	_,_
15	26997736	26998241	4	cg26726006,cg01191259,cg16225804,cg27083329	_,_	_,_	_,_	_,_
15	29303144	29303276	2	cg10854819,cg19559891	_,_	_,_	_,_	_,_
15	30810529	30810878	2	cg09392615,cg07179000	Body,3UTR	_,_	GREM1,GREM1	NM_013372,NM_013372	hyper.chimp
14	73126896	73127016	2	cg18977434,cg01691255	TSS1500,TSS1500	N_Shore,N_Shore	ACOT4,ACOT4	NM_152331,NM_152331	hypo.chimp
14	73320771	73321007	2	cg14097440,cg01904243	5UTR,5UTR	N_Shelf,N_Shelf	C14orf43,C14orf43	NM_001043318,NM_001043318	hypo.chimp
14	74458819	74458975	3	cg03030879,cg18664866,cg02858826	5UTR;1stExon,TSS200,TSS200	N_Shore,N_Shore,N_Shore	RPS6KL1;RPS6KL1,RPS6KL1,RPS6KL1	NM_031464;NM_031464,NM_031464,NM_031464
14	74663641	74663811	6	cg13494334,cg20071051,cg01992424,cg09944325,cg09945151,cg14426084	TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500	Island,Island,Island,Island,Island,S_Shore	NEK9,NEK9,NEK9,NEK9,NEK9,NEK9	NM_033116,NM_033116,NM_033116,NM_033116,NM_033116,NM_033116
14	80963582	80963688	3	cg20561830,cg03581797,cg24014795	_,_	_,_	_,_	_,_
14	87745519	87745606	2	cg26681176,cg08069902	Body;Body;Body,Body;Body;Body	_,_	KCNK10;KCNK10;KCNK10,KCNK10;KCNK10;KCNK10	NM_138318;NM_138317;NM_021161,NM_138318;NM_138317;NM_021161
14	89236994	89238060	5	cg13011999,cg23629935,cg16725948,cg01885071,cg19194924	_,_	N_Shore,N_Shore,N_Shore,Island,Island	_,_	_,_
14	90932566	90932660	3	cg26290716,cg10928544,cg12937580	Body,Body,Body	_,_	CCDC88C,CCDC88C,CCDC88C	NM_001080414,NM_001080414,NM_001080414
14	91373375	91373463	2	cg21002146,cg10150902	TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500	S_Shore,S_Shore	TC2N;TC2N;TC2N,TC2N;TC2N;TC2N	NM_152332;NM_001128596;NM_001128595,NM_152332;NM_001128596;NM_001128595
14	93475020	93475434	2	cg04584103,cg09341793	Body,Body	Island,Island	ASB2,ASB2	NM_016150,NM_016150
14	94117473	94117788	2	cg15509705,cg18397517	TSS200,5UTR	_,_	SERPINA5,SERPINA5	NM_000624,NM_000624	hypo.chimp
14	94225537	94227133	5	cg16462006,cg19524572,cg04182912,cg14536194,cg03027013	_,_	_,_	_,_	_,_	hypo.chimp
14	94896323	94896750	5	cg11033654,cg05162306,cg13019568,cg05369327,cg14013080	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hypo.chimp
14	96569740	96570098	3	cg18907180,cg02206157,cg11083967	_,_	Island,Island,S_Shore	_,_	_,_	hypo.chimp
14	98654174	98655239	5	cg09214112,cg23683254,cg16458596,cg13130031,cg26916894	_,_	Island,Island,Island,Island,S_Shore	_,_	_,_	hypo.chimp
14	98728294	98728383	2	cg10509607,cg04913246	Body;Body,Body;Body	_,_	BCL11B;BCL11B,BCL11B;BCL11B	NM_022898;NM_138576,NM_022898;NM_138576	hypo.chimp
14	101241757	101241868	2	cg22273182,cg16597391	_,_	Island,Island	_,_	_,_	hypo.chimp
14	102038028	102038214	2	cg10266098,cg05229035	3UTR,3UTR	_,_	TECPR2,TECPR2	NM_014844,NM_014844	hypo.chimp
14	104225602	104225794	3	cg10797387,cg13590876,cg02092616	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	INF2;INF2;INF2,INF2;INF2;INF2,INF2;INF2;INF2	NM_001031714;NM_032714;NM_022489,NM_001031714;NM_032714;NM_022489,NM_001031714;NM_032714;NM_022489	hypo.chimp
14	104434060	104434880	2	cg01147727,cg11813489	3UTR;3UTR,_	S_Shelf,S_Shelf	KIAA0284;KIAA0284,_	NM_015005;NM_001112726,_	hypo.chimp
14	104785319	104785445	2	cg01153451,cg12096447	TSS200;TSS1500;Body,TSS200;TSS1500;Body	N_Shore,N_Shore	BRF1;BTBD6;BRF1,BRF1;BTBD6;BRF1	NM_145685;NM_033271;NM_001519,NM_145685;NM_033271;NM_001519	hypo.chimp
15	20666673	20666873	2	cg03764088,cg05179820	_,_	Island,Island	_,_	_,_	hypo.chimp
15	22674380	22674824	4	cg27644292,cg24993443,cg01786704,cg21870668	5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	N_Shore,Island,Island,S_Shore	SNRPN;SNRPN;SNRPN;SNRPN,SNRPN;SNRPN;SNRPN;SNRPN,SNRPN;SNRPN;SNRPN;SNRPN,SNRPN;SNRPN;SNRPN;SNRPN	NM_022805;NM_022808;NM_022807;NM_022806,NM_022805;NM_022808;NM_022807;NM_022806,NM_022805;NM_022808;NM_022807;NM_022806,NM_022805;NM_022808;NM_022807;NM_022806	hypo.chimp
15	22976529	22976708	2	cg12604036,cg06243989	TSS1500,TSS200	_,_	SNORD115-6,SNORD115-6	NR_003298,NR_003298	hypo.chimp
15	22985243	22985585	2	cg18094401,cg11148364	TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200;TSS200	_,_	SNORD115-29;SNORD115-36;SNORD115-43;SNORD115-11,SNORD115-11;SNORD115-36;SNORD115-43;SNORD115-29	NR_003344;NR_003351;NR_003358;NR_003303,NR_003303;NR_003351;NR_003358;NR_003344	hypo.chimp
15	23007734	23008783	3	cg21134301,cg04278444,cg02705035	Body;Body;TSS200;TSS1500,Body;Body;Body;TSS200,Body;Body;TSS1500	_,_	SNORD115-15;SNORD115-21;PAR4;SNORD115-23,SNORD115-15;SNORD115-21;PAR4;SNORD115-23,SNORD115-15;SNORD115-21;HBII-52-24	NR_003307;NR_003313;NR_022010;NR_003315,NR_003307;NR_003313;NR_022010;NR_003315,NR_003307;NR_003313;NR_003495	hypo.chimp
15	23660297	23660354	4	cg08828036,cg26879349,cg09638395,cg16417876	TSS1500,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	ATP10A,ATP10A,ATP10A,ATP10A	NM_024490,NM_024490,NM_024490,NM_024490	hypo.chimp
15	23785139	23785926	2	cg26582729,cg00646185	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
15	23879142	23879185	2	cg26134913,cg16720226	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
15	26026696	26026773	2	cg07069342,cg13215862	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
15	27182824	27183721	3	cg05494776,cg01434025,cg14794445	Body;Body,Body;Body,Body;Body	N_Shore,Island,S_Shore	APBA2;APBA2,APBA2;APBA2,APBA2;APBA2	NM_001130414;NM_005503,NM_001130414;NM_005503,NM_001130414;NM_005503	hypo.chimp
15	31147506	31147777	4	cg19599407,cg15175581,cg17454592,cg05115375	TSS200,TSS200,TSS1500,TSS1500	_,_	FMN1,FMN1,FMN1,FMN1	NM_001103184,NM_001103184,NM_001103184,NM_001103184	hypo.chimp
15	32417687	32417822	2	cg23213703,cg11293029	TSS200;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	Island,S_Shore	SLC12A6;SLC12A6;SLC12A6;SLC12A6;SLC12A6,SLC12A6;SLC12A6;SLC12A6;SLC12A6;SLC12A6	NM_001042495;NM_001042494;NM_001042496;NM_001042497;NM_133647,NM_001042495;NM_001042494;NM_001042496;NM_001042497;NM_133647	hyper.chimp
15	32875399	32875452	2	cg06048973,cg08190298	TSS200,TSS1500	_,_	ACTC1,ACTC1	NM_005159,NM_005159	hyper.chimp
15	37862593	37863357	3	cg18724215,cg21637050,cg14428590	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	FSIP1,FSIP1,FSIP1	NM_152597,NM_152597,NM_152597	hyper.chimp
15	38119050	38119158	2	cg07466531,cg06483239	TSS1500,TSS1500	S_Shore,S_Shore	SRP14,SRP14	NM_003134,NM_003134	hyper.chimp
15	38186296	38186423	3	cg12929983,cg09587957,cg08131309	TSS1500;TSS1500;TSS1500;5UTR,TSS1500;TSS1500;TSS1500;5UTR,TSS1500;TSS1500;TSS1500;5UTR	N_Shelf,N_Shore,N_Shore	BMF;BMF;BMF;BMF,BMF;BMF;BMF;BMF,BMF;BMF;BMF;BMF	NM_033503;NM_001003943;NM_001003942;NM_001003940,NM_033503;NM_001003943;NM_001003942;NM_001003940,NM_033503;NM_001003943;NM_001003942;NM_001003940
15	39481794	39481927	2	cg18809151,cg00616447	1stExon;5UTR,1stExon;5UTR	Island,Island	NDUFAF1;NDUFAF1,NDUFAF1;NDUFAF1	NM_016013;NM_016013,NM_016013;NM_016013
15	40136405	40137079	2	cg05886115,cg07889505	_,_	_,_	_,_	_,_
15	42368305	42368906	2	cg21350100,cg27418564	5UTR;1stExon;5UTR;1stExon,Body;Body	Island,S_Shore	CASC4;CASC4;CASC4;CASC4,CASC4;CASC4	NM_138423;NM_177974;NM_177974;NM_138423,NM_138423;NM_177974
15	43102207	43102934	4	cg22023531,cg27073142,cg08414676,cg10651637	TSS1500,TSS1500,TSS1500,Body	N_Shore,N_Shore,N_Shore,S_Shore	SORD,SORD,SORD,SORD	NM_003104,NM_003104,NM_003104,NM_003104
15	43197234	43197528	3	cg25687358,cg04325221,cg17971747	Body;Body,Body;Body,Body;3UTR	S_Shore,S_Shore,S_Shore	DUOXA1;DUOXA2,DUOXA1;DUOXA2,DUOXA1;DUOXA2	NM_144565;NM_207581,NM_144565;NM_207581,NM_144565;NM_207581	hyper.chimp
15	38420416	38420586	2	cg20317748,cg24736933	1stExon,TSS200	_,_	C15orf52,C15orf52	NM_207380,NM_207380	hypo.chimp
15	40158927	40159178	4	cg02624051,cg04202736,cg13762474,cg00202454	Body,Body,Body,Body	Island,Island,Island,S_Shore	PLA2G4D,PLA2G4D,PLA2G4D,PLA2G4D	NM_178034,NM_178034,NM_178034,NM_178034	hypo.chimp
15	41825678	41825682	2	cg13369554,cg12735498	Body;TSS1500,TSS200;Body	N_Shore,N_Shore	CATSPER2P1;PDIA3,PDIA3;CATSPER2P1	NR_002318;NM_005313,NM_005313;NR_002318	hypo.chimp
15	41904424	41904599	3	cg16267059,cg13981838,cg12801082	TSS200,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	MFAP1,MFAP1,MFAP1	NM_005926,NM_005926,NM_005926	hypo.chimp
15	46258086	46258265	2	cg05243389,cg20603888	TSS1500,TSS1500	S_Shore,S_Shore	MYEF2,MYEF2	NM_016132,NM_016132	hyper.chimp
15	46410956	46411678	2	cg10457605,cg14592024	5UTR;1stExon;TSS1500;5UTR;1stExon,5UTR;1stExon;Body;5UTR	Island,Island	DUT;DUT;DUT;DUT;DUT,DUT;DUT;DUT;DUT	NM_001025248;NM_001025249;NM_001948;NM_001025249;NM_001025248,NM_001025249;NM_001948;NM_001025248;NM_001948	hyper.chimp
15	50259995	50260062	2	cg19747632,cg13934625	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	GNB5;GNB5,GNB5;GNB5	NM_006578;NM_016194,NM_006578;NM_016194	hyper.chimp
15	50374369	50375571	3	cg06687489,cg11291745,cg27633342	Body,Body,TSS1500	N_Shore,Island,S_Shore	MYO5C,MYO5C,MYO5C	NM_018728,NM_018728,NM_018728	hypo.chimp
15	50862797	50862825	2	cg00074145,cg07569216	Body,Body	N_Shore,N_Shore	ONECUT1,ONECUT1	NM_004498,NM_004498	hyper.chimp
15	50880299	50880801	3	cg06999762,cg25620430,cg00400532	_,_	N_Shelf,N_Shelf,N_Shelf	_,_	_,_	hypo.chimp
15	54544809	54545098	4	cg07581460,cg13816802,cg00678539,cg09225162	TSS200,TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	MNS1,MNS1,MNS1,MNS1	NM_018365,NM_018365,NM_018365,NM_018365	hyper.chimp
15	54813108	54813306	2	cg00655071,cg12957265	TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500	Island,Island	ZNF280D;ZNF280D;ZNF280D,ZNF280D;ZNF280D;ZNF280D	NM_017661;NM_001002843;NM_001002844,NM_001002844;NM_017661;NM_001002843	hyper.chimp
15	56411636	56411826	2	cg03311274,cg25729350	_,_	_,_	_,_	_,_	hypo.chimp
15	61913694	61913782	3	cg22532736,cg14182566,cg26817573	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	HERC1,HERC1,HERC1	NM_003922,NM_003922,NM_003922	hypo.chimp
15	62125081	62126000	3	cg07619672,cg23165541,cg21413009	5UTR,5UTR,TSS1500	N_Shore,Island,S_Shore	DAPK2,DAPK2,DAPK2	NM_014326,NM_014326,NM_014326	hyper.chimp
15	64061397	64061948	2	cg06278108,cg19648612	Body,Body	N_Shore,S_Shore	MEGF11,MEGF11	NM_032445,NM_032445	hyper.chimp
15	64118965	64119145	2	cg23276120,cg00576936	Body,Body	N_Shore,Island	MEGF11,MEGF11	NM_032445,NM_032445	hyper.chimp
15	64577444	64577697	3	cg16330965,cg13048962,cg03357077	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	SNAPC5,SNAPC5,SNAPC5	NM_006049,NM_006049,NM_006049	hypo.chimp
15	64582399	64582791	3	cg00090787,cg18091264,cg12660445	Body;TSS200;TSS1500,Body;Body;TSS1500;TSS1500,TSS200;Body;TSS1500;TSS1500	_,_	RPL4;SNORD16;SNORD18B,SNORD18A;RPL4;SNORD18B;SNORD16,SNORD18A;RPL4;SNORD18B;SNORD16	NM_000968;NR_002440;NR_002442,NR_002441;NM_000968;NR_002442;NR_002440,NR_002441;NM_000968;NR_002442;NR_002440	hypo.chimp
15	64645062	64645266	2	cg25923629,cg00686404	TSS200,TSS1500	_,_	LCTL,LCTL	NM_207338,NM_207338	hypo.chimp
15	64783624	64783680	2	cg07124372,cg27514333	Body;Body,Body;Body	Island,S_Shore	SMAD6;SMAD6,SMAD6;SMAD6	NR_027654;NM_005585,NR_027654;NM_005585	hypo.chimp
15	65244638	65245576	4	cg13042808,cg01710852,cg13331691,cg22589511	Body;Body;TSS1500;Body,Body;Body;TSS1500;Body,Body;Body;Body;TSS200,Body;1stExon;Body;Body;5UTR	_,_	SMAD3;SMAD3;SMAD3;SMAD3,SMAD3;SMAD3;SMAD3;SMAD3,SMAD3;SMAD3;SMAD3;SMAD3,SMAD3;SMAD3;SMAD3;SMAD3;SMAD3	NM_005902;NM_001145103;NM_001145104;NM_001145102,NM_005902;NM_001145103;NM_001145104;NM_001145102,NM_005902;NM_001145103;NM_001145102;NM_001145104,NM_005902;NM_001145104;NM_001145103;NM_001145102;NM_001145104
15	65918335	65918464	2	cg10851251,cg17895608	_,_	N_Shore,N_Shore	_,_	_,_
15	67377906	67378164	2	cg17074353,cg02375503	TSS1500,TSS200	N_Shore,N_Shore	PAQR5,PAQR5	NM_017705,NM_017705
15	70235021	70235373	2	cg05506600,cg12252008	_,_	_,_	_,_	_,_
15	72379619	72379839	2	cg04629595,cg05926586	Body,Body	_,_	CCDC33,CCDC33	NM_025055,NM_025055
15	73017488	73017806	4	cg18817426,cg00023695,cg17397401,cg12478809	5UTR;1stExon,TSS200,TSS1500,TSS1500	Island,Island,S_Shore,S_Shore	COX5A;COX5A,COX5A,COX5A,COX5A	NM_004255;NM_004255,NM_004255,NM_004255,NM_004255	hyper.chimp
15	65899336	65900164	2	cg25221235,cg09469610	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
15	65903559	65903661	2	cg07010088,cg00656860	TSS1500,TSS1500	Island,Island	LBXCOR1,LBXCOR1	NM_001031807,NM_001031807	hypo.chimp
15	66290241	66290477	2	cg16038331,cg11750300	Body,Body	_,_	CLN6,CLN6	NM_017882,NM_017882	hypo.chimp
15	67531444	67531904	5	cg04774597,cg26218577,cg07513768,cg00469015,cg10716823	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	RPLP1;RPLP1,RPLP1;RPLP1,RPLP1;RPLP1,RPLP1;RPLP1,RPLP1;RPLP1	NM_213725;NM_001003,NM_213725;NM_001003,NM_213725;NM_001003,NM_213725;NM_001003,NM_213725;NM_001003	hypo.chimp
15	67542725	67542799	2	cg07971863,cg10394898	_,_	_,_	_,_	_,_	hypo.chimp
15	68113278	68113284	2	cg06029792,cg03760457	_,_	Island,Island	_,_	_,_	hypo.chimp
15	68174271	68174322	2	cg26971042,cg09747445	Body;Body;Body,Body;Body;Body	N_Shore,N_Shore	TLE3;TLE3;TLE3,TLE3;TLE3;TLE3	NM_001105192;NM_020908;NM_005078,NM_001105192;NM_020908;NM_005078	hypo.chimp
15	71450809	71451371	2	ch.15.1166704F,cg19184771	_,_	S_Shore,S_Shelf	_,_	_,_	hypo.chimp
15	72678083	72678492	2	cg03094193,cg22291365	_,_	_,_	_,_	_,_	hypo.chimp
15	72905767	72906388	3	cg12791555,cg06852350,cg04235071	TSS1500,Body,Body	_,_	CPLX3,CPLX3,CPLX3	NM_001030005,NM_001030005,NM_001030005	hypo.chimp
15	73435494	73436070	4	cg00452400,cg16278828,cg11683475,cg12439527	Body,Body,Body,Body	Island,Island,Island,S_Shore	MAN2C1,MAN2C1,MAN2C1,MAN2C1	NM_006715,NM_006715,NM_006715,NM_006715	hypo.chimp
15	73792501	73793198	4	cg27378180,cg21460582,cg02400942,cg03238581	TSS1500,TSS1500,TSS1500,TSS1500	_,_	CSPG4,CSPG4,CSPG4,CSPG4	NM_001897,NM_001897,NM_001897,NM_001897	hypo.chimp
15	74270399	74271528	4	cg05617483,cg00300908,cg11972810,cg12226028	Body,Body,Body,Body	N_Shore,Island,Island,Island	C15orf27,C15orf27,C15orf27,C15orf27	NM_152335,NM_152335,NM_152335,NM_152335	hypo.chimp
15	74414649	74415209	3	cg05196969,cg19464917,cg25255795	_,TSS1500,TSS1500	Island,Island,N_Shore	_,ISL2,ISL2	_,NM_145805,NM_145805	hyper.chimp
15	74422569	74423008	2	cg03840073,cg23032427	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
15	76344587	76344639	2	cg11019923,cg25025992	TSS1500;Body;Body,TSS1500;Body;Body	Island,S_Shore	DNAJA4;DNAJA4;DNAJA4,DNAJA4;DNAJA4;DNAJA4	NM_001130183;NM_018602;NM_001130182,NM_001130183;NM_018602;NM_001130182	hypo.chimp
15	76952398	76952422	2	cg13747872,cg07757959	1stExon;1stExon;5UTR;5UTR,1stExon;1stExon	Island,Island	MORF4L1;MORF4L1;MORF4L1;MORF4L1,MORF4L1;MORF4L1	NM_206839;NM_006791;NM_006791;NM_206839,NM_206839;NM_006791	hyper.chimp
15	77362389	77362689	2	cg25456849,cg26891150	1stExon;5UTR,5UTR	N_Shore,N_Shore	ANKRD34C;ANKRD34C,ANKRD34C	NM_001146341;NM_001146341,NM_001146341	hypo.chimp
15	79197908	79198121	2	cg09888468,cg08662227	_,_	Island,Island	_,_	_,_	hyper.chimp
15	81037268	81037846	3	cg11871991,cg11869628,cg04781638	Body;1stExon;Body;Body,TSS1500;TSS1500;TSS1500;Body,TSS1500;TSS1500;TSS1500;Body	_,_	CPEB1;CPEB1;CPEB1;CPEB1,CPEB1;CPEB1;CPEB1;CPEB1,CPEB1;CPEB1;CPEB1;CPEB1	NM_001079534;NM_001079535;NM_030594;NM_001079533,NM_001079534;NM_001079533;NM_001079535;NM_030594,NM_001079534;NM_001079533;NM_001079535;NM_030594	hypo.chimp
15	81112670	81113278	4	cg03340215,cg07386898,cg04140663,cg27578811	Body,Body,Body,Body	Island,Island,Island,Island	CPEB1,CPEB1,CPEB1,CPEB1	NM_030594,NM_030594,NM_030594,NM_030594	hypo.chimp
15	81445528	81446123	2	cg01323954,cg04286297	TSS1500,1stExon;5UTR	N_Shore,Island	FAM103A1,FAM103A1;FAM103A1	NM_031452,NM_031452;NM_031452
15	83002915	83002917	2	cg27379587,cg03822754	TSS200;TSS200,TSS200;TSS200	S_Shore,S_Shore	NMB;NMB,NMB;NMB	NM_021077;NM_205858,NM_021077;NM_205858
15	86956004	86956077	3	cg07147709,cg09852187,cg22456251	TSS200,TSS200,Body	_,_	MIR7-2,MIR7-2,MIR7-2	NR_029606,NR_029606,NR_029606
15	87711636	87712321	2	cg02278768,cg13888600	TSS1500,Body	Island,Island	MIR9-3,MIR9-3	NR_029692,NR_029692
15	87749934	87750780	2	cg12687617,cg22549870	_,_	N_Shore,Island	_,_	_,_
15	88127832	88128244	2	cg13594138,cg24650279	_,_	_,_	_,_	_,_
15	88257545	88257928	3	cg01256846,cg26702670,cg06184785	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	C15orf38,C15orf38,C15orf38	NM_182616,NM_182616,NM_182616
15	90737236	90737469	2	cg08152839,cg06675273	TSS1500,TSS1500	N_Shore,N_Shore	ST8SIA2,ST8SIA2	NM_006011,NM_006011
15	90739580	90740010	2	cg27129048,cg08289525	Body,Body	S_Shore,S_Shore	ST8SIA2,ST8SIA2	NM_006011,NM_006011
15	91417898	91418138	4	cg25994931,cg17633234,cg04340651,cg13455960	1stExon;Body;5UTR;Body;1stExon;5UTR;TSS1500;5UTR,1stExon;Body;5UTR;TSS200;TSS200;TSS1500;5UTR,1stExon;Body;5UTR;TSS200;TSS200;TSS1500;5UTR,1stExon;Body;5UTR;TSS200;TSS200;TSS1500;5UTR	Island,Island,Island,Island	RGMA;RGMA;RGMA;RGMA;RGMA;RGMA;RGMA;RGMA,RGMA;RGMA;RGMA;RGMA;RGMA;RGMA;RGMA,RGMA;RGMA;RGMA;RGMA;RGMA;RGMA;RGMA,RGMA;RGMA;RGMA;RGMA;RGMA;RGMA;RGMA	NM_001166288;NM_020211;NM_001166287;NM_001166283;NM_001166289;NM_001166288;NM_001166286;NM_001166289,NM_001166283;NM_020211;NM_001166283;NM_001166289;NM_001166288;NM_001166286;NM_001166287,NM_001166283;NM_020211;NM_001166283;NM_001166289;NM_001166288;NM_001166286;NM_001166287,NM_001166283;NM_020211;NM_001166283;NM_001166289;NM_001166288;NM_001166286;NM_001166287	hypo.chimp
15	81838910	81839312	4	cg25636742,cg09696121,cg26299194,cg14908513	_,_	Island,Island,S_Shore,S_Shore	_,_	_,_	hyper.chimp
15	81906483	81906533	2	cg23940614,cg18928017	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	SH3GL3;SH3GL3,SH3GL3;SH3GL3	NM_003027;NR_026799,NM_003027;NR_026799	hyper.chimp
15	82975691	82975863	3	cg07157825,cg13973816,cg16081426	TSS200;TSS200,Body;Body,Body;Body	Island,Island,N_Shore	SCAND2;SCAND2,SCAND2;SCAND2,SCAND2;SCAND2	NR_004859;NR_003654,NR_004859;NR_003654,NR_004859;NR_003654	hyper.chimp
15	86955062	86955096	2	cg18824446,cg09160955	TSS1500,TSS1500	_,_	MIR7-2,MIR7-2	NR_029606,NR_029606	hyper.chimp
15	86964932	86965110	2	cg24687276,cg11007426	TSS1500,TSS1500	N_Shore,N_Shore	AEN,AEN	NM_022767,NM_022767	hyper.chimp
15	86982736	86982946	2	cg19009305,cg08491125	TSS1500,TSS200	_,_	ISG20,ISG20	NM_002201,NM_002201	hyper.chimp
15	87361882	87362139	2	cg15022598,cg25747427	_,_	_,_	_,_	_,_	hyper.chimp
15	87740256	87740713	3	cg25932290,cg22093306,cg09803904	Body,Body,Body	N_Shelf,N_Shelf,N_Shelf	LOC254559,LOC254559,LOC254559	NR_015411,NR_015411,NR_015411	hyper.chimp
15	88609555	88610595	7	cg11031889,cg18191248,cg05151241,cg18016635,cg02196458,cg17817474,cg23060926	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,5UTR;Body;1stExon,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island,S_Shore,S_Shore	NGRN;NGRN,NGRN;NGRN,NGRN;NGRN,NGRN;NGRN;NGRN,NGRN;NGRN,NGRN;NGRN,NGRN;NGRN	NM_001033088;NR_028052,NM_001033088;NR_028052,NM_001033088;NR_028052,NM_001033088;NR_028052;NM_001033088,NM_001033088;NR_028052,NM_001033088;NR_028052,NM_001033088;NR_028052
15	89298867	89298941	2	cg22570213,cg23684204	TSS1500;TSS1500,TSS200;TSS200	N_Shore,N_Shore	RCCD1;RCCD1,RCCD1;RCCD1	NM_033544;NM_001017919,NM_033544;NM_001017919
15	98089576	98089665	2	cg18869061,cg23669855	Body,5UTR	N_Shore,N_Shore	LYSMD4,LYSMD4	NM_152449,NM_152449	hyper.chimp
15	96886600	96886623	2	cg21074766,cg11143674	_,_	_,_	_,_	_,_	hypo.chimp
15	97462554	97462958	2	cg16107285,cg02015876	TSS1500;TSS1500,1stExon;1stExon	Island,Island	SYNM;SYNM,SYNM;SYNM	NM_145728;NM_015286,NM_145728;NM_015286	hypo.chimp
15	98284004	98284115	2	cg09904264,cg21589191	_,_	Island,Island	_,_	_,_	hyper.chimp
15	98700063	98700170	2	cg18586470,cg10135717	TSS1500,TSS1500	S_Shore,S_Shore	ADAMTS17,ADAMTS17	NM_139057,NM_139057	hyper.chimp
15	98707206	98707242	3	cg01361068,cg03479535,cg12728784	Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore	FLJ42289;FLJ42289,FLJ42289;FLJ42289,FLJ42289;FLJ42289	NR_028139;NR_028140,NR_028139;NR_028140,NR_028139;NR_028140	hypo.chimp
15	99365279	99365936	2	cg11682319,cg04195855	Body,Body	N_Shore,N_Shore	LRRK1,LRRK1	NM_024652,NM_024652	hyper.chimp
15	99405029	99405181	2	cg01677248,cg23631321	Body,Body	_,_	LRRK1,LRRK1	NM_024652,NM_024652	hyper.chimp
15	99479357	99479507	2	cg07398839,cg16275295	_,_	_,_	_,_	_,_	hyper.chimp
15	99635531	99635783	2	cg11162637,cg04972384	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	SELS;SELS,SELS;SELS	NM_203472;NM_018445,NM_203472;NM_018445	hyper.chimp
15	99678458	99678560	2	cg08890994,cg07324702	Body;Body;Body;Body,Body;Body;Body;Body	_,_	PCSK6;PCSK6;PCSK6;PCSK6,PCSK6;PCSK6;PCSK6;PCSK6	NM_002570;NM_138320;NM_138319;NM_138321,NM_002570;NM_138320;NM_138319;NM_138321	hyper.chimp
15	100010751	100010939	2	cg13202221,cg25863289	TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore	TM2D3;TM2D3,TM2D3;TM2D3	NM_025141;NM_078474,NM_025141;NM_078474	hypo.chimp
16	314571	314925	2	cg00973118,cg27549619	Body;Body,Body;Body	N_Shore,Island	AXIN1;AXIN1,AXIN1;AXIN1	NM_003502;NM_181050,NM_003502;NM_181050	hypo.chimp
16	359976	360113	3	cg26913058,cg00101154,cg12437481	Body,Body,Body	Island,Island,Island	MRPL28,MRPL28,MRPL28	NM_006428,NM_006428,NM_006428	hypo.chimp
16	414431	414938	3	cg02102075,cg06502279,cg05259946	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,Island	RAB11FIP3,RAB11FIP3,RAB11FIP3	NM_014700,NM_014700,NM_014700	hyper.chimp
16	627605	627889	2	cg02985292,cg09281683	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,_	S_Shore,S_Shore	C16orf13;C16orf13;C16orf13;C16orf13;C16orf13,_	NM_001040160;NM_032366;NM_001040162;NM_001040165;NM_001040161,_	hypo.chimp
16	650675	651236	2	cg02852791,cg05638439	Body,Body	N_Shore,Island	WDR90,WDR90	NM_145294,NM_145294	hyper.chimp
16	670928	671221	2	cg22313497,cg00595197	Body,Body	Island,Island	STUB1,STUB1	NM_005861,NM_005861	hypo.chimp
16	685664	686133	5	cg02958327,cg01003448,cg07482202,cg27116253,cg02387244	Body,Body,Body,Body,Body	Island,Island,Island,S_Shore,S_Shore	FBXL16,FBXL16,FBXL16,FBXL16,FBXL16	NM_153350,NM_153350,NM_153350,NM_153350,NM_153350	hyper.chimp
16	868155	868779	2	cg09905732,cg26812486	Body,Body	Island,S_Shore	LMF1,LMF1	NM_022773,NM_022773	hyper.chimp
16	919189	919663	4	cg03552086,cg07338658,cg05204097,cg05724492	Body,Body,Body,Body	N_Shore,Island,Island,Island	LMF1,LMF1,LMF1,LMF1	NM_022773,NM_022773,NM_022773,NM_022773	hyper.chimp
16	987461	987821	3	cg01781725,cg03568041,cg08977639	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
16	1050992	1051709	2	cg01619416,cg01400454	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
16	1098498	1098992	3	cg04867257,cg05388106,cg07110008	_,_	S_Shelf,S_Shelf,S_Shelf	_,_	_,_	hyper.chimp
16	1144618	1144933	3	cg01249187,cg01895442,cg02476374	Body;Body,Body;Body,Body;Body	Island,S_Shore,S_Shore	CACNA1H;CACNA1H,CACNA1H;CACNA1H,CACNA1H;CACNA1H	NM_021098;NM_001005407,NM_021098;NM_001005407,NM_021098;NM_001005407	hypo.chimp
16	1250781	1251633	2	cg26983731,cg06048154	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
16	1281681	1281809	2	cg26732421,cg07635017	_,_	_,_	_,_	_,_	hyper.chimp
16	1322953	1323575	2	cg10333214,cg05116343	_,TSS1500	Island,Island	_,BAIAP3	_,NM_003933	hyper.chimp
16	1405081	1405117	2	cg01439105,cg01615339	TSS1500,TSS1500	S_Shore,S_Shore	UNKL,UNKL	NM_001037125,NM_001037125	hypo.chimp
16	1418505	1418719	2	cg27239473,cg09615056	Body,Body	Island,Island	C16orf91,C16orf91	NM_001010878,NM_001010878	hypo.chimp
16	1464175	1464522	2	cg01479473,cg26690334	Body;Body,Body;Body	N_Shore,Island	CLCN7;CLCN7,CLCN7;CLCN7	NM_001287;NM_001114331,NM_001287;NM_001114331	hypo.chimp
16	1465670	1465699	2	cg08499756,cg01443630	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	CLCN7;CLCN7,CLCN7;CLCN7	NM_001287;NM_001114331,NM_001287;NM_001114331	hypo.chimp
16	1482911	1483152	3	cg26751513,cg02923393,cg22960635	TSS1500,TSS1500,TSS200	N_Shore,N_Shore,Island	TELO2,TELO2,TELO2	NM_016111,NM_016111,NM_016111	hyper.chimp
16	1763787	1764042	3	cg03332034,cg19939627,cg01729862	Body;TSS1500,Body;TSS1500,Body;TSS1500	Island,Island,S_Shore	EME2;MRPS34,EME2;MRPS34,EME2;MRPS34	NM_001010865;NM_023936,NM_001010865;NM_023936,NM_001010865;NM_023936	hyper.chimp
16	1771469	1771723	2	cg02898499,cg24062767	Body;TSS1500,5UTR;TSS1500	N_Shore,Island	SPSB3;NUBP2,SPSB3;NUBP2	NM_080861;NM_012225,NM_080861;NM_012225
16	1982694	1983016	2	cg11220950,cg04519296	Body,Body	Island,Island	SYNGR3,SYNGR3	NM_004209,NM_004209
16	1994272	1994288	2	cg03444587,cg14156650	Body,Body	Island,Island	ZNF598,ZNF598	NM_178167,NM_178167
16	2179362	2179489	2	cg02248941,cg07587117	Body,Body	S_Shelf,S_Shelf	CASKIN1,CASKIN1	NM_020764,NM_020764
16	2226371	2226493	2	cg08988951,cg05581415	TSS200,1stExon;5UTR	N_Shore,N_Shore	DNASE1L2,DNASE1L2;DNASE1L2	NM_001374,NM_001374;NM_001374	hypo.chimp
16	1862150	1862426	6	cg05041351,cg07775371,cg08959396,cg03467725,cg08734647,cg01422476	5UTR;TSS200;1stExon,5UTR;TSS200;1stExon,TSS200;TSS200,TSS200;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island,Island,Island,Island	C16orf73;C16orf73;C16orf73,C16orf73;C16orf73;C16orf73,C16orf73;C16orf73,C16orf73;C16orf73,C16orf73;C16orf73,C16orf73;C16orf73	NM_001163560;NM_152764;NM_001163560,NM_001163560;NM_152764;NM_001163560,NM_001163560;NM_152764,NM_001163560;NM_152764,NM_001163560;NM_152764,NM_001163560;NM_152764	hyper.chimp
16	1969257	1970893	5	cg02156899,cg04599341,cg23888450,cg10227187,cg00043004	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,Island,Island,S_Shore	NOXO1;NOXO1;NOXO1,NOXO1;NOXO1;NOXO1,NOXO1;NOXO1;NOXO1,NOXO1;NOXO1;NOXO1,NOXO1;NOXO1;NOXO1	NM_172167;NM_144603;NM_172168,NM_172167;NM_144603;NM_172168,NM_172167;NM_144603;NM_172168,NM_172167;NM_144603;NM_172168,NM_172167;NM_144603;NM_172168	hyper.chimp
16	2017448	2017648	2	cg03505562,cg10084993	Body;Body,Body;Body	Island,S_Shore	SLC9A3R2;SLC9A3R2,SLC9A3R2;SLC9A3R2	NM_001130012;NM_004785,NM_001130012;NM_004785	hyper.chimp
16	2234494	2234857	3	cg02363010,cg07102406,cg27608139	Body,Body,Body	_,_	DCI,DCI,DCI	NM_001919,NM_001919,NM_001919	hypo.chimp
16	2503275	2503462	3	cg05884711,cg05483509,cg08770761	TSS1500,TSS1500,TSS1500	N_Shore,Island,Island	ATP6V0C,ATP6V0C,ATP6V0C	NM_001694,NM_001694,NM_001694	hyper.chimp
16	2832767	2832810	3	cg01006802,cg27137258,cg10448227	TSS200,TSS200,TSS200	Island,Island,Island	TMPRSS8,TMPRSS8,TMPRSS8	NR_026864,NR_026864,NR_026864	hyper.chimp
16	2848919	2848935	2	cg09745688,cg05490519	TSS1500,TSS1500	S_Shore,S_Shore	PRSS22,PRSS22	NM_022119,NM_022119	hyper.chimp
16	2956718	2958471	8	cg05630773,cg26494929,cg03927304,cg26077229,cg05169951,cg09660145,cg26229224,cg05097643	Body;Body,Body;Body,Body;Body,Body;TSS1500;Body,Body;TSS1500;Body,3UTR;3UTR;TSS1500,3UTR;3UTR;TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island,Island	KREMEN2;KREMEN2,KREMEN2;KREMEN2,KREMEN2;KREMEN2,KREMEN2;PAQR4;KREMEN2,KREMEN2;PAQR4;KREMEN2,KREMEN2;KREMEN2;PAQR4,KREMEN2;KREMEN2;PAQR4,PAQR4	NM_024507;NM_172229,NM_024507;NM_172229,NM_024507;NM_172229,NM_024507;NM_152341;NM_172229,NM_024507;NM_152341;NM_172229,NM_024507;NM_172229;NM_152341,NM_024507;NM_172229;NM_152341,NM_152341	hypo.chimp
16	2970954	2971708	2	cg02363934,cg02510853	TSS1500;TSS1500,TSS1500;TSS1500	Island,S_Shore	PKMYT1;PKMYT1,PKMYT1;PKMYT1	NM_182687;NM_004203,NM_182687;NM_004203	hypo.chimp
16	3021311	3021464	2	cg09064482,cg02890863	Body,Body	S_Shore,S_Shore	CCDC64B,CCDC64B	NM_001103175,NM_001103175	hypo.chimp
16	3025469	3025868	2	cg04293152,cg12686273	1stExon,TSS1500	Island,N_Shore	CCDC64B,CCDC64B	NM_001103175,NM_001103175	hypo.chimp
16	3091173	3091203	2	cg09320346,cg08717632	_,_	_,_	_,_	_,_	hypo.chimp
16	3160476	3160803	2	cg06655796,cg02074591	_,_	Island,Island	_,_	_,_	hyper.chimp
16	3165554	3165687	2	cg07474083,cg07372596	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
16	3170848	3171105	2	cg00692277,cg06389101	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
16	3183393	3183553	3	cg04946910,cg05595088,cg05036635	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
16	3274136	3274274	2	cg05622324,cg16748088	1stExon,Body	S_Shore,S_Shore	ZNF263,ZNF263	NM_005741,NM_005741	hypo.chimp
16	3295952	3296012	2	cg04234063,cg16228090	5UTR,5UTR	Island,Island	ZNF75A,ZNF75A	NM_153028,NM_153028	hypo.chimp
16	3447461	3447556	4	cg00484396,cg21433313,cg22508957,cg05754148	TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500,TSS1500;5UTR;TSS1500	N_Shore,N_Shore,Island,Island	NAT15;NAT15;NAT15,NAT15;NAT15;NAT15,NAT15;NAT15;NAT15,NAT15;NAT15;NAT15	NM_024845;NM_001083601;NM_001083600,NM_024845;NM_001083601;NM_001083600,NM_024845;NM_001083601;NM_001083600,NM_024845;NM_001083601;NM_001083600	hyper.chimp
16	3490731	3490843	2	cg27559562,cg07629688	TSS1500,TSS200	N_Shore,Island	CLUAP1,CLUAP1	NM_015041,NM_015041	hyper.chimp
16	3680663	3680775	2	cg03747309,cg06170683	Body,Body	_,_	TRAP1,TRAP1	NM_016292,NM_016292	hypo.chimp
16	3871490	3871886	2	cg00039463,cg03264209	TSS1500;TSS1500,_	Island,S_Shore	CREBBP;CREBBP,_	NM_004380;NM_001079846,_	hyper.chimp
16	4251629	4251942	3	cg07083513,cg06377716,cg14844118	Body,Body,Body	N_Shore,Island,Island	TFAP4,TFAP4,TFAP4	NM_003223,NM_003223,NM_003223	hyper.chimp
16	4253629	4253710	2	cg05813417,cg03514977	Body,Body	S_Shore,S_Shore	TFAP4,TFAP4	NM_003223,NM_003223	hyper.chimp
16	4341730	4341941	2	cg00460436,cg03527867	TSS1500,TSS1500	S_Shore,S_Shore	Magmas,Magmas	NM_016069,NM_016069	hypo.chimp
16	4405614	4406651	3	cg06916706,cg05091796,cg00519627	Body,Body,TSS200	N_Shore,N_Shore,Island	CORO7,CORO7,CORO7	NM_024535,NM_024535,NM_024535	hyper.chimp
16	4451774	4451988	2	cg02016985,cg00510552	3UTR,Body	_,_	NMRAL1,NMRAL1	NM_020677,NM_020677
16	4927611	4927614	2	cg10386300,cg26639710	TSS1500,TSS1500	S_Shore,S_Shore	PPL,PPL	NM_002705,NM_002705
16	12091568	12091634	2	cg00498772,cg01574788	Body,Body	_,_	SNX29,SNX29	NM_001080530,NM_001080530
16	19031812	19032426	2	cg16402142,cg13032702	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	ITPRIPL2;ITPRIPL2,ITPRIPL2;ITPRIPL2	NM_001034841;NR_028028,NM_001034841;NR_028028
16	20682374	20682853	5	cg06478823,cg10060338,cg10078415,cg00394823,cg21644826	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,5UTR;1stExon;1stExon;5UTR	_,_	ACSM3;ACSM3,ACSM3;ACSM3,ACSM3;ACSM3,ACSM3;ACSM3,ACSM3;ACSM3;ACSM3;ACSM3	NM_202000;NM_005622,NM_202000;NM_005622,NM_202000;NM_005622,NM_202000;NM_005622,NM_005622;NM_202000;NM_005622;NM_202000
16	22867095	22867712	4	cg03210314,cg08259413,cg05346440,cg04572085	_,_	Island,Island,S_Shore,S_Shore	_,_	_,_
16	23560297	23560338	2	cg08762306,cg05002041	TSS200;TSS200,5UTR;TSS200;1stExon	Island,Island	PALB2;DCTN5,DCTN5;PALB2;DCTN5	NM_024675;NM_032486,NM_032486;NM_024675;NM_032486	hypo.chimp
16	4977462	4978227	4	cg01678415,cg09944213,cg04987053,cg10267867	Body,Body,Body,Body	N_Shore,Island,Island,Island	SEC14L5,SEC14L5,SEC14L5,SEC14L5	NM_014692,NM_014692,NM_014692,NM_014692	hyper.chimp
16	8714032	8714544	9	cg01881182,cg16586594,cg26778345,cg08834902,cg00231389,cg00220102,cg10292855,cg05372963,cg26915924	5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS200,5UTR;TSS200,5UTR;TSS200,5UTR;1stExon;5UTR,5UTR;1stExon;5UTR,5UTR;1stExon;5UTR	_,_	ABAT;ABAT,ABAT;ABAT,ABAT;ABAT,ABAT;ABAT,ABAT;ABAT,ABAT;ABAT,ABAT;ABAT;ABAT,ABAT;ABAT;ABAT,ABAT;ABAT;ABAT	NM_020686;NM_000663,NM_020686;NM_000663,NM_020686;NM_000663,NM_020686;NM_000663,NM_020686;NM_000663,NM_020686;NM_000663,NM_020686;NM_000663;NM_000663,NM_020686;NM_000663;NM_000663,NM_020686;NM_000663;NM_000663	hyper.chimp
16	10181816	10181916	3	cg04761722,cg04498349,cg15134033	5UTR;5UTR;5UTR,5UTR;5UTR;5UTR,5UTR;5UTR;5UTR	Island,Island,Island	GRIN2A;GRIN2A;GRIN2A,GRIN2A;GRIN2A;GRIN2A,GRIN2A;GRIN2A;GRIN2A	NM_001134407;NM_000833;NM_001134408,NM_001134407;NM_000833;NM_001134408,NM_001134407;NM_000833;NM_001134408
16	11274960	11275284	2	cg01456572,cg08358964	TSS200,TSS1500	N_Shelf,N_Shelf	PRM3,PRM3	NM_021247,NM_021247
16	14631754	14631969	2	cg03722068,cg00965110	TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore	PARN;PARN,PARN;PARN	NM_002582;NM_001134477,NM_002582;NM_001134477
16	17162052	17162095	2	cg07896448,cg16546017	Body,Body	_,_	XYLT1,XYLT1	NM_022166,NM_022166
16	22215967	22215987	2	cg08030545,cg19593572	TSS1500,TSS1500	N_Shore,N_Shore	POLR3E,POLR3E	NM_018119,NM_018119
16	23673311	23674149	7	cg16643589,cg02299940,cg16735986,cg08404028,cg15309006,cg02469297,cg00196983	TSS200,TSS200,TSS200,1stExon;5UTR,1stExon;5UTR,Body,Body	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island	CHP2,CHP2,CHP2,CHP2;CHP2,CHP2;CHP2,CHP2,CHP2	NM_022097,NM_022097,NM_022097,NM_022097;NM_022097,NM_022097;NM_022097,NM_022097,NM_022097
16	28130367	28130653	2	cg04395184,cg26512406	5UTR;1stExon,5UTR;1stExon	N_Shore,Island	XPO6;XPO6,XPO6;XPO6	NM_015171;NM_015171,NM_015171;NM_015171
16	28855593	28855680	2	cg03660502,cg07322144	Body,Body	Island,Island	CD19,CD19	NM_001770,NM_001770
16	29374232	29374241	2	cg00406621,cg07363880	TSS1500;Body;TSS1500;Body;TSS1500;Body;TSS1500;Body,TSS1500;Body;TSS1500;Body;TSS1500;Body;TSS1500;Body	Island,Island	BOLA2;GIYD2;SULT1A4;GIYD1;BOLA2B;GIYD2;SULT1A3;GIYD1,BOLA2;GIYD2;SULT1A4;GIYD1;BOLA2B;GIYD2;SULT1A3;GIYD1	NM_001031827;NM_178044;NM_001017389;NM_001014999;NM_001039182;NM_024044;NM_003166;NM_001015000,NM_001031827;NM_178044;NM_001017389;NM_001014999;NM_001039182;NM_024044;NM_003166;NM_001015000
16	29664835	29664962	3	cg26285698,cg03750478,cg02319067	1stExon;5UTR,TSS200,TSS200	_,_	C16orf54;C16orf54,C16orf54,C16orf54	NM_175900;NM_175900,NM_175900,NM_175900	hyper.chimp
16	27186997	27187743	6	cg09327358,cg10512964,cg07446740,cg07521723,cg04039414,cg25324261	5UTR,5UTR,5UTR,TSS200,TSS200,TSS200	N_Shore,N_Shore,N_Shore,Island,Island,Island	NSMCE1,NSMCE1,NSMCE1,NSMCE1,NSMCE1,NSMCE1	NM_145080,NM_145080,NM_145080,NM_145080,NM_145080,NM_145080
16	27320960	27321405	3	cg08128577,cg26727816,cg19423311	TSS1500;TSS1500,TSS1500;TSS200,TSS1500;1stExon;5UTR	_,_	IL21R;IL21R,IL21R;IL21R,IL21R;IL21R;IL21R	NM_181079;NM_181078,NM_181079;NM_181078,NM_181079;NM_181078;NM_181078	hypo.chimp
16	28894146	28894706	4	cg10329001,cg11115702,cg02443658,cg26543908	Body;1stExon;1stExon;5UTR;1stExon,Body;1stExon;Body;1stExon;1stExon,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body	Island,S_Shore,S_Shore,S_Shore	SPNS1;SPNS1;SPNS1;SPNS1;SPNS1,SPNS1;SPNS1;SPNS1;SPNS1;SPNS1,SPNS1;SPNS1;SPNS1;SPNS1;SPNS1,SPNS1;SPNS1;SPNS1;SPNS1;SPNS1	NM_001142448;NM_001142449;NM_001142451;NM_001142450;NM_032038,NM_001142448;NM_001142449;NM_001142450;NM_001142451;NM_032038,NM_001142449;NM_001142448;NM_001142450;NM_001142451;NM_032038,NM_001142449;NM_001142448;NM_001142450;NM_001142451;NM_032038
16	29727930	29727961	2	cg27220660,cg03523538	Body;Body,Body;Body	S_Shore,S_Shore	MAZ;MAZ,MAZ;MAZ	NM_002383;NM_001042539,NM_002383;NM_001042539
16	29928007	29928344	2	cg01283141,cg04502620	Body,Body	N_Shelf,N_Shore	DOC2A,DOC2A	NM_003586,NM_003586
16	29982603	29982693	2	cg00583733,cg04416734	TSS1500;TSS1500;5UTR,TSS1500;TSS1500;5UTR	N_Shore,N_Shore	ALDOA;ALDOA;ALDOA,ALDOA;ALDOA;ALDOA	NM_001127617;NM_184043;NM_000034,NM_001127617;NM_184043;NM_000034
16	29993676	29994532	3	cg21742836,cg07753245,cg07437235	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	PPP4C,PPP4C,PPP4C	NM_002720,NM_002720,NM_002720
16	30480413	30480514	3	cg19622714,cg00301396,cg05308504	_,_	Island,Island,Island	_,_	_,_
16	30569035	30569209	3	cg03175771,cg07590196,cg06131802	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	PRR14,PRR14,PRR14	NM_024031,NM_024031,NM_024031
16	30579145	30579199	2	cg04232972,cg05468716	_,_	S_Shore,S_Shore	_,_	_,_
16	30820735	30820857	2	cg27355006,cg19364688	Body;Body,Body;Body	N_Shore,Island	CTF1;CTF1,CTF1;CTF1	NM_001142544;NM_001330,NM_001142544;NM_001330
16	30929873	30930022	2	cg25033993,cg05787209	TSS1500,TSS1500	_,_	STX1B,STX1B	NM_052874,NM_052874
16	31407492	31407940	2	cg18892212,cg00029825	Body,Body	Island,Island	SLC5A2,SLC5A2	NM_003041,NM_003041
16	48075585	48075915	2	cg00816080,cg09231171	_,_	_,_	_,_	_,_
16	49140774	49140942	2	cg00083833,cg16750777	Body,Body	Island,Island	NKD1,NKD1	NM_033119,NM_033119
16	49704357	49705904	4	cg04440885,cg10264687,cg04102325,cg10113194	_,_	N_Shore,N_Shore,Island,S_Shore	_,_	_,_
16	49731570	49731678	2	cg01679108,cg07726904	Body;Body,Body;Body	_,_	SALL1;SALL1,SALL1;SALL1	NM_002968;NM_001127892,NM_002968;NM_001127892
16	52785670	52786083	5	cg16500916,cg27520536,cg03687532,cg07506749,cg05332854	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_
16	52961909	52962210	4	cg03467555,cg03997105,cg02469838,cg00253379	_,_	_,_	_,_	_,_
16	53169065	53169223	3	cg04106196,cg02955287,cg05895353	_,_	_,_	_,_	_,_
16	53177470	53177606	3	cg03221837,cg00010954,cg05835346	_,_	_,_	_,_	_,_
16	53408965	53409478	2	cg08202972,cg27428708	_,_	_,_	_,_	_,_
16	56389731	56389810	2	cg26927427,cg04084026	TSS1500;5UTR;5UTR,TSS1500;5UTR;5UTR	N_Shelf,N_Shelf	KIFC3;KIFC3;KIFC3,KIFC3;KIFC3;KIFC3	NM_001130099;NM_005550;NM_001130100,NM_001130099;NM_005550;NM_001130100
16	56394193	56394615	4	cg06326971,cg07685869,cg27026192,cg07026490	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	Island,Island,Island,S_Shore	KIFC3;KIFC3,KIFC3;KIFC3,KIFC3;KIFC3,KIFC3;KIFC3	NM_005550;NM_001130100,NM_005550;NM_001130100,NM_005550;NM_001130100,NM_005550;NM_001130100
16	65140579	65141679	4	cg03448915,cg07127456,cg01758899,cg01931893	Body,Body,Body,5UTR;1stExon	N_Shore,N_Shore,Island,S_Shore	TK2,TK2,TK2,TK2;TK2	NM_004614,NM_004614,NM_004614,NM_004614;NM_004614	hypo.chimp
16	30113547	30113577	3	cg15415545,cg19450025,cg07049552	Body;TSS1500;Body;TSS1500;Body;TSS1500;TSS1500;Body,Body;TSS1500;Body;TSS1500;Body;TSS1500;TSS1500;Body,Body;TSS1500;Body;TSS1500;Body;TSS1500;TSS1500;Body	Island,Island,Island	GIYD1;SULT1A3;GIYD2;BOLA2B;GIYD1;BOLA2;SULT1A4;GIYD2,GIYD1;SULT1A3;GIYD2;BOLA2B;GIYD1;BOLA2;SULT1A4;GIYD2,GIYD1;SULT1A3;GIYD2;BOLA2B;GIYD1;BOLA2;SULT1A4;GIYD2	NM_001015000;NM_003166;NM_178044;NM_001039182;NM_001014999;NM_001031827;NM_001017389;NM_024044,NM_001015000;NM_003166;NM_178044;NM_001039182;NM_001014999;NM_001031827;NM_001017389;NM_024044,NM_001015000;NM_003166;NM_178044;NM_001039182;NM_001014999;NM_001031827;NM_001017389;NM_024044	hyper.chimp
16	30325865	30325875	2	cg05731156,cg01402814	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	ZNF771;ZNF771,ZNF771;ZNF771	NM_001142305;NM_016643,NM_001142305;NM_016643	hyper.chimp
16	30348434	30349312	7	cg07052606,cg01883025,cg06712181,cg02733650,cg17696109,cg25079743,cg03503297	Body,Body,5UTR;1stExon,5UTR;1stExon,TSS200,TSS1500,TSS1500	N_Shore,Island,Island,Island,Island,Island,S_Shore	DCTPP1,DCTPP1,DCTPP1;DCTPP1,DCTPP1;DCTPP1,DCTPP1,DCTPP1,DCTPP1	NM_024096,NM_024096,NM_024096;NM_024096,NM_024096;NM_024096,NM_024096,NM_024096,NM_024096	hyper.chimp
16	30960990	30961624	4	cg02264079,cg26456435,cg10977667,cg09860092	_,_	Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
16	31054183	31054700	4	cg04275947,cg13439730,cg27436259,cg01566323	Body,1stExon;5UTR,1stExon;5UTR,TSS200	_,_	PRSS8,PRSS8;PRSS8,PRSS8;PRSS8,PRSS8	NM_002773,NM_002773;NM_002773,NM_002773;NM_002773,NM_002773	hyper.chimp
16	31067355	31067421	2	cg04149015,cg04797061	Body,Body	Island,Island	PRSS36,PRSS36	NM_173502,NM_173502	hyper.chimp
16	31738480	31738621	2	cg09522056,cg08523444	_,_	Island,Island	_,_	_,_	hyper.chimp
16	45381556	45381644	2	cg00874817,cg09705457	_,_	Island,Island	_,_	_,_	hyper.chimp
16	46478792	46479101	2	cg05263113,cg07876131	_,_	_,_	_,_	_,_	hyper.chimp
16	49432641	49432808	3	cg08394412,cg04294437,cg05766489	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
16	50228858	50229064	2	cg07302051,cg16518996	_,_	_,_	_,_	_,_	hyper.chimp
16	53916856	53917834	4	cg06722193,cg01554410,cg06431877,cg02602550	Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore	IRX6,IRX6,IRX6,IRX6	NM_024335,NM_024335,NM_024335,NM_024335	hyper.chimp
16	53919048	53923522	13	cg02787087,cg03992149,cg05099576,cg08907834,cg04834436,cg01064265,cg07541744,cg00510598,cg02198701,cg05079049,cg05324194,cg05872614,cg09772792	Body,Body,Body,Body,Body,Body,Body,3UTR,3UTR,_	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,N_Shore,N_Shore,Island,Island,Island,Island	IRX6,IRX6,IRX6,IRX6,IRX6,IRX6,IRX6,IRX6,IRX6,_	NM_024335,NM_024335,NM_024335,NM_024335,NM_024335,NM_024335,NM_024335,NM_024335,NM_024335,_	hyper.chimp
16	55230141	55230172	2	cg02263813,cg00425710	1stExon;5UTR,1stExon	S_Shore,S_Shore	MT1A;MT1A,MT1A	NM_005946;NM_005946,NM_005946
16	55233690	55234195	2	cg07736335,cg07835270	TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	MT1DP,MT1DP;MT1DP	NR_027781,NR_003658;NR_027781
16	56328121	56328414	2	cg15153383,cg03029127	5UTR,5UTR	S_Shore,S_Shore	KATNB1,KATNB1	NM_005886,NM_005886
16	57106374	57106587	3	cg19824325,cg02549819,cg01472538	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,Island	SETD6;SETD6,SETD6;SETD6,SETD6;SETD6	NM_001160305;NM_024860,NM_001160305;NM_024860,NM_001160305;NM_024860
16	61000465	61000560	2	cg05332308,cg03630832	_,_	_,_	_,_	_,_
16	65525368	65527338	6	cg01328416,cg05899183,cg04338134,cg27163800,cg26785230,cg10436546	Body;TSS1500;TSS1500;Body,TSS1500;1stExon;TSS1500;1stExon;5UTR;5UTR,TSS1500;1stExon;TSS1500;1stExon,TSS1500;1stExon;TSS1500;1stExon,TSS1500;Body;TSS1500;Body,Body;Body	N_Shore,Island,N_Shore,N_Shore,Island,Island	FAM96B;CES2;CES2;FAM96B,FAM96B;CES2;FAM96B;CES2;CES2;CES2,FAM96B;CES2;FAM96B;CES2,FAM96B;CES2;FAM96B;CES2,FAM96B;CES2;FAM96B;CES2,CES2;CES2	NR_024525;NM_003869;NM_198061;NM_016062,NR_024525;NM_003869;NM_016062;NM_198061;NM_198061;NM_003869,NR_024525;NM_003869;NM_016062;NM_198061,NR_024525;NM_003869;NM_016062;NM_198061,NR_024525;NM_003869;NM_016062;NM_198061,NM_003869;NM_198061
16	65591938	65592074	2	cg02015909,cg07112260	Body,Body	N_Shore,Island	CES8,CES8	NM_173815,NM_173815
16	65870520	65871112	2	cg06297958,cg25545401	TSS1500;1stExon;5UTR;TSS200;5UTR;TSS1500,1stExon;5UTR;1stExon;5UTR;5UTR;5UTR;5UTR	Island,Island	PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4,PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4;PLEKHG4	NM_001129731;NM_015432;NM_001129727;NM_001129728;NM_015432;NM_001129729,NM_015432;NM_001129731;NM_001129731;NM_001129728;NM_001129729;NM_001129727;NM_015432	hyper.chimp
16	65517281	65517334	2	cg05544396,cg01266287	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	RRAD;RRAD,RRAD;RRAD	NM_004165;NM_001128850,NM_004165;NM_001128850	hypo.chimp
16	66239506	66241318	7	cg09583024,cg26295435,cg08314208,cg19582491,cg24536529,cg07125278,cg06138825	Body,Body,Body,Body,Body,Body,Body	Island,Island,Island,Island,Island,Island,Island	RLTPR,RLTPR,RLTPR,RLTPR,RLTPR,RLTPR,RLTPR	NM_001013838,NM_001013838,NM_001013838,NM_001013838,NM_001013838,NM_001013838,NM_001013838	hypo.chimp
16	66245854	66246197	2	cg03546673,cg07073135	Body,Body	S_Shore,S_Shore	RLTPR,RLTPR	NM_001013838,NM_001013838	hypo.chimp
16	66258425	66258879	4	cg03980541,cg06637893,cg00545966,cg26449586	1stExon;TSS1500,1stExon;TSS1500,Body;TSS1500,Body;TSS1500	Island,Island,Island,S_Shore	C16orf86;C16orf48,C16orf86;C16orf48,C16orf86;C16orf48,C16orf86;C16orf48	NM_001012984;NM_032140,NM_001012984;NM_032140,NM_001012984;NM_032140,NM_001012984;NM_032140	hyper.chimp
16	66434733	66434914	2	cg00496272,cg01083131	5UTR;1stExon,3UTR;5UTR;1stExon	S_Shore,S_Shore	CENPT;THAP11,THAP11;CENPT;THAP11	NM_025082;NM_020457,NM_020457;NM_025082;NM_020457
16	66476341	66476466	2	cg00511334,cg02215611	1stExon,Body	Island,S_Shore	NRN1L,NRN1L	NM_198443,NM_198443
16	67040442	67040695	3	cg06106242,cg19297232,cg17217677	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	SMPD3,SMPD3,SMPD3	NM_018667,NM_018667,NM_018667
16	67778168	67778227	2	cg00710506,cg08461397	TSS1500,TSS1500	N_Shore,N_Shore	SNTB2,SNTB2	NM_006750,NM_006750
16	67780074	67780440	2	cg27014354,cg06721231	Body,Body	S_Shore,S_Shore	SNTB2,SNTB2	NM_006750,NM_006750
16	68973365	68973602	2	cg00589006,cg26950652	Body,Body	Island,S_Shore	ST3GAL2,ST3GAL2	NM_006927,NM_006927
16	69181855	69181858	2	cg27665571,cg10485485	_,_	_,_	_,_	_,_
16	70645745	70646123	2	cg06172871,cg23815491	TSS1500;TSS1500,Body;Body	_,_	HP;HP,HP;HP	NM_005143;NM_001126102,NM_001126102;NM_005143
16	72074630	72074994	2	cg05306472,cg09573515	_,_	_,_	_,_	_,_
16	76613880	76614127	2	cg21048669,cg06095115	TSS200,1stExon	_,_	CLEC3A,CLEC3A	NM_005752,NM_005752
16	80037338	80038111	2	cg08811314,cg05083852	Body,Body	S_Shore,S_Shore	CMIP,CMIP	NM_198390,NM_198390
16	80602239	80602723	9	cg02283931,cg04886060,cg04586579,cg21649442,cg10147797,cg02703870,cg03629151,cg04821708,cg01645998	5UTR,5UTR,5UTR,5UTR,1stExon;5UTR,TSS200,TSS200,TSS200,TSS200	N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island	SDR42E1,SDR42E1,SDR42E1,SDR42E1,SDR42E1;SDR42E1,SDR42E1,SDR42E1,SDR42E1,SDR42E1	NM_145168,NM_145168,NM_145168,NM_145168,NM_145168;NM_145168,NM_145168,NM_145168,NM_145168,NM_145168	hypo.chimp
16	69949589	69949596	2	cg27304754,cg16893574	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	CALB2;CALB2;CALB2,CALB2;CALB2;CALB2	NR_027910;NM_001740;NM_007088,NR_027910;NM_001740;NM_007088	hyper.chimp
16	72888962	72889119	3	cg08496030,cg01522880,cg09313046	Body,Body,Body	S_Shore,S_Shore,S_Shore	PSMD7,PSMD7,PSMD7	NM_002811,NM_002811,NM_002811	hyper.chimp
16	73708112	73708334	4	cg07320140,cg24429836,cg09899215,cg03743982	1stExon;1stExon,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	S_Shore,S_Shore,S_Shore,S_Shore	LDHD;LDHD,LDHD;LDHD,LDHD;LDHD,LDHD;LDHD	NM_153486;NM_194436,NM_153486;NM_194436,NM_153486;NM_194436,NM_153486;NM_194436	hyper.chimp
16	74214152	74214348	2	cg13232900,cg10143108	5UTR,5UTR	N_Shore,N_Shore	ADAT1,ADAT1	NM_012091,NM_012091	hyper.chimp
16	79829581	79830001	3	cg26781524,cg22947000,cg17465631	TSS1500,TSS200,5UTR;1stExon	_,_	BCMO1,BCMO1,BCMO1;BCMO1	NM_017429,NM_017429,NM_017429;NM_017429
16	79994625	79994997	2	cg07806552,cg00929336	_,_	N_Shore,Island	_,_	_,_
16	80761892	80761902	2	cg16119274,cg04290162	TSS1500,TSS1500	S_Shore,S_Shore	MPHOSPH6,MPHOSPH6	NM_005792,NM_005792
16	83207831	83207916	2	cg03892543,cg03024660	Body,Body	N_Shore,N_Shore	COTL1,COTL1	NM_021149,NM_021149
16	83410192	83410667	3	cg09188304,cg07207789,cg08537215	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	CRISPLD2,CRISPLD2,CRISPLD2	NM_031476,NM_031476,NM_031476
16	84158037	84158140	2	cg03159676,cg16544989	_,_	_,_	_,_	_,_
16	84280195	84281040	2	cg27360527,cg19890739	TSS200,TSS1500	Island,S_Shore	GINS2,GINS2	NM_016095,NM_016095
16	84889081	84889162	2	cg26778630,cg05341384	_,_	_,_	_,_	_,_
16	84928510	84928749	3	cg09813874,cg16802855,cg03936135	Body,Body,Body	_,_	LOC732275,LOC732275,LOC732275	NR_024406,NR_024406,NR_024406
16	85083870	85085424	3	cg07605523,cg04242078,cg06596654	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_
16	85163868	85164424	2	cg04205744,cg06584784	_,_	N_Shelf,N_Shelf	_,_	_,_
16	85325067	85325258	2	cg06660976,cg00669347	_,_	_,_	_,_	_,_
16	85352040	85352991	2	cg06106883,cg05457730	_,_	_,_	_,_	_,_
16	86370159	86370570	2	cg01399981,cg05710032	_,_	N_Shore,Island	_,_	_,_
16	87231112	87231135	2	cg07794885,cg04810063	TSS1500,TSS1500	N_Shelf,N_Shelf	IL17C,IL17C	NM_013278,NM_013278
16	87232458	87233217	3	cg08155347,cg27132152,cg26686608	TSS200,1stExon;5UTR,Body	N_Shore,N_Shore,N_Shore	IL17C,IL17C;IL17C,IL17C	NM_013278,NM_013278;NM_013278,NM_013278	hyper.chimp
16	82586958	82587339	3	cg22167353,cg27642027,cg05769923	Body,Body,Body	Island,Island,S_Shore	NECAB2,NECAB2,NECAB2	NM_019065,NM_019065,NM_019065	hypo.chimp
16	82708747	82708801	2	cg04832210,cg04491089	TSS1500,TSS1500	S_Shore,S_Shore	MBTPS1,MBTPS1	NM_003791,NM_003791	hypo.chimp
16	83157552	83157969	3	cg06311920,cg09197397,cg06701800	3UTR,3UTR,Body	_,_	COTL1,COTL1,COTL1	NM_021149,NM_021149,NM_021149	hypo.chimp
16	83813806	83813924	2	cg06110458,cg07793033	_,_	_,_	_,_	_,_	hypo.chimp
16	83877372	83878383	8	cg06330735,cg27297318,cg08781365,cg09407650,cg01983293,cg27305903,cg09642525,cg01166892	_,_	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,S_Shore	_,_	_,_	hypo.chimp
16	84166057	84166572	5	cg10429508,cg07532353,cg03259887,cg27065717,cg01727408	_,_	_,_	_,_	_,_	hypo.chimp
16	84175707	84176164	3	cg07585257,cg07304551,cg04320635	_,_	_,_	_,_	_,_	hypo.chimp
16	86195500	86195881	2	cg04191403,cg10033488	Body,Body	S_Shore,S_Shore	JPH3,JPH3	NM_020655,NM_020655	hypo.chimp
16	86412737	86413951	3	cg01162224,cg10520099,cg00025439	_,_	_,_	_,_	_,_	hypo.chimp
16	86510111	86510563	2	cg06896988,cg02190618	Body,Body	S_Shelf,_	CA5A,CA5A	NM_001739,NM_001739	hypo.chimp
16	86975644	86975957	2	cg10219917,cg05726758	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
16	87360033	87360168	3	cg08798862,cg05635114,cg06247108	Body,Body,Body	_,_	FAM38A,FAM38A,FAM38A	NM_001142864,NM_001142864,NM_001142864	hypo.chimp
16	87396340	87396370	2	cg04376887,cg26787539	TSS1500,TSS1500	N_Shore,N_Shore	CDT1,CDT1	NM_030928,NM_030928	hypo.chimp
16	87642114	87642267	2	cg01786329,cg06751898	_,_	Island,Island	_,_	_,_	hyper.chimp
16	87914919	87915306	2	cg27300957,cg08311935	5UTR,5UTR	_,_	ANKRD11,ANKRD11	NM_013275,NM_013275	hypo.chimp
16	87968450	87968538	2	cg00770754,cg03163759	5UTR,5UTR	S_Shelf,S_Shelf	ANKRD11,ANKRD11	NM_013275,NM_013275	hypo.chimp
16	88100813	88101456	5	cg15206445,cg09560549,cg07474682,cg07924503,cg02244288	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,Island	SPG7;SPG7,SPG7;SPG7,SPG7;SPG7,SPG7;SPG7,SPG7;SPG7	NM_199367;NM_003119,NM_199367;NM_003119,NM_199367;NM_003119,NM_199367;NM_003119,NM_199367;NM_003119	hypo.chimp
16	88159156	88160094	4	cg05177932,cg06764173,cg08672296,cg17576316	_,_	N_Shore,N_Shore,N_Shore,Island	_,_	_,_	hyper.chimp
16	88217312	88218303	3	cg01079242,cg02393727,cg09869502	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	_,_	DPEP1;DPEP1,DPEP1;DPEP1,DPEP1;DPEP1	NM_001128141;NM_004413,NM_001128141;NM_004413,NM_001128141;NM_004413	hypo.chimp
16	88252416	88252592	3	cg07007621,cg27189395,cg04043919	Body;TSS1500;TSS1500,Body;TSS1500;TSS1500,Body;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	C16orf55;CHMP1A;CHMP1A,C16orf55;CHMP1A;CHMP1A,C16orf55;CHMP1A;CHMP1A	NM_153025;NM_002768;NM_001083314,NM_153025;NM_002768;NM_001083314,NM_153025;NM_002768;NM_001083314	hypo.chimp
16	88504168	88504289	2	cg06017697,cg04148285	Body,Body	N_Shore,N_Shore	TCF25,TCF25	NM_014972,NM_014972	hyper.chimp
16	88511748	88512018	3	cg09883524,cg23057051,cg14696348	TSS200,TSS200,5UTR;1stExon	N_Shore,N_Shore,N_Shore	MC1R,MC1R,MC1R;MC1R	NM_002386,NM_002386,NM_002386;NM_002386
16	88517801	88517994	2	cg09826306,cg07516275	Body,Body	Island,Island	TUBB3,TUBB3	NM_006086,NM_006086
17	183931	184131	4	cg25513659,cg12243007,cg15996459,cg24871089	5UTR,5UTR,5UTR,5UTR	N_Shore,N_Shore,N_Shore,N_Shore	RPH3AL,RPH3AL,RPH3AL,RPH3AL	NM_006987,NM_006987,NM_006987,NM_006987
17	602427	602443	2	cg17371350,cg23926615	TSS1500;TSS200,TSS1500;TSS200	Island,Island	ELP2P;GEMIN4,ELP2P;GEMIN4	NR_024120;NM_015721,NR_024120;NM_015721
17	882435	882516	2	cg23454284,cg10532807	Body;Body;Body,Body;Body;Body	S_Shore,S_Shore	ABR;ABR;ABR,ABR;ABR;ABR	NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746
17	1037041	1037076	2	cg23753807,cg06427816	1stExon;5UTR,1stExon;5UTR	_,_	ABR;ABR,ABR;ABR	NM_001159746;NM_001159746,NM_001159746;NM_001159746
17	1342614	1342873	4	cg08378788,cg20703671,cg09269848,cg22795769	1stExon;5UTR;TSS1500,TSS200;TSS1500,TSS200;TSS1500,TSS200;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	MYO1C;MYO1C;MYO1C,MYO1C;MYO1C,MYO1C;MYO1C,MYO1C;MYO1C	NM_001080779;NM_001080779;NM_033375,NM_001080779;NM_033375,NM_001080779;NM_033375,NM_001080779;NM_033375	hyper.chimp
16	88615989	88617048	7	cg09059767,cg15936718,cg08651584,cg05975219,cg04667467,cg03634997,cg16689434	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,N_Shore,Island,Island,Island,S_Shore	GAS8;GAS8,GAS8;GAS8,GAS8;GAS8,GAS8;GAS8,GAS8;GAS8,GAS8;GAS8,GAS8;GAS8	NM_001481;NR_023348,NM_001481;NR_023348,NR_023348;NM_001481,NR_023348;NM_001481,NM_001481;NR_023348,NM_001481;NR_023348,NM_001481;NR_023348	hypo.chimp
17	928268	928904	6	cg15485247,cg22789318,cg11829371,cg10629020,cg05825400,cg00905220	Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,Island,Island,S_Shore,S_Shore	ABR;ABR;ABR,ABR;ABR;ABR,ABR;ABR;ABR,ABR;ABR;ABR,ABR;ABR;ABR,ABR;ABR;ABR	NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746	hypo.chimp
17	930272	930934	2	cg02110776,cg12799029	Body;Body;Body,Body;Body;Body	S_Shore,S_Shelf	ABR;ABR;ABR,ABR;ABR;ABR	NM_021962;NM_001092;NM_001159746,NM_021962;NM_001092;NM_001159746	hypo.chimp
17	1031885	1032225	3	cg10687217,cg06767314,cg09909478	5UTR,5UTR,5UTR	S_Shore,S_Shore,S_Shore	ABR,ABR,ABR	NM_001159746,NM_001159746,NM_001159746
17	1080296	1080456	2	cg05856321,cg15257836	_,_	Island,Island	_,_	_,_
17	1312841	1312914	2	cg07203490,cg05981034	_,_	_,_	_,_	_,_
17	1495631	1495858	4	cg13937155,cg00869668,cg12485428,cg08677655	Body;Body;Body;Body;Body,5UTR;1stExon;5UTR;Body;1stExon;Body;5UTR;1stExon,TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200	S_Shore,S_Shore,S_Shore,S_Shore	SCARF1;SCARF1;SCARF1;SCARF1;SCARF1,SCARF1;SCARF1;SCARF1;SCARF1;SCARF1;SCARF1;SCARF1;SCARF1,SCARF1;SCARF1;SCARF1;SCARF1;SCARF1,SCARF1;SCARF1;SCARF1;SCARF1;SCARF1	NM_145352;NR_028075;NM_003693;NR_028076;NM_145350,NM_003693;NM_145352;NM_145352;NR_028076;NM_003693;NR_028075;NM_145350;NM_145350,NR_028076;NM_003693;NM_145352;NM_145350;NR_028075,NR_028076;NM_003693;NM_145352;NM_145350;NR_028075	hypo.chimp
17	1757931	1758375	4	cg15849368,cg00147244,cg04734712,cg14093065	_,_	N_Shore,N_Shore,Island,Island	_,_	_,_	hypo.chimp
17	1784537	1785014	2	cg06809823,cg15524101	_,3UTR	Island,N_Shore	_,RTN4RL1	_,NM_178568
17	1903418	1903441	2	cg01389917,cg18124917	_,_	Island,Island	_,_	_,_
17	2362368	2362370	2	cg15249062,cg03216991	TSS1500,TSS1500	S_Shore,S_Shore	METT10D,METT10D	NM_024086,NM_024086
17	3854098	3854990	5	cg09597638,cg11204139,cg09695851,cg21851534,cg21734707	_,3UTR,3UTR	N_Shore,Island,Island,Island,Island	_,ZZEF1,ZZEF1	_,NM_015113,NM_015113
17	4386143	4386372	3	cg05119290,cg25690958,cg13124801	Body,Body,Body	Island,Island,Island	SPNS2,SPNS2,SPNS2	NM_001124758,NM_001124758,NM_001124758
17	4580771	4581294	4	cg01715910,cg09832947,cg04815812,cg03933810	TSS1500,TSS1500,TSS1500,TSS200	N_Shore,N_Shore,N_Shore,N_Shore	MED11,MED11,MED11,MED11	NM_001001683,NM_001001683,NM_001001683,NM_001001683
17	4747751	4747844	2	cg26333802,cg05019311	TSS1500,TSS1500	S_Shore,S_Shore	CHRNE,CHRNE	NM_000080,NM_000080
17	4941527	4942005	3	cg07713929,cg06151243,cg08331138	_,_	Island,Island,S_Shore	_,_	_,_
17	7194064	7194213	2	cg25900902,cg07925670	Body,Body	Island,Island	ACAP1,ACAP1	NM_014716,NM_014716
17	7228376	7228725	3	cg25827022,cg16880424,cg20116579	Body,Body,Body	Island,Island,S_Shore	TNK1,TNK1,TNK1	NM_003985,NM_003985,NM_003985
17	8132919	8133077	2	cg26053771,cg20448053	3UTR;Body,3UTR;Body	Island,Island	SLC25A35;RANGRF,SLC25A35;RANGRF	NM_201520;NM_016492,NM_201520;NM_016492
17	8220419	8220833	4	cg06743588,cg17381632,cg25137908,cg15217011	_,_	N_Shore,Island,Island,Island	_,_	_,_
17	8279547	8279566	2	cg12173651,cg08852989	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	NDEL1;NDEL1,NDEL1;NDEL1	NM_001025579;NM_030808,NM_001025579;NM_030808
17	8676934	8677018	2	cg17279125,cg23009044	Body,Body	_,_	PIK3R6,PIK3R6	NM_001010855,NM_001010855
17	9006881	9007003	2	cg24060527,cg20705392	Body,Body	Island,Island	NTN1,NTN1	NM_004822,NM_004822
17	9083821	9084563	2	cg06818052,cg00864474	Body,3UTR	Island,Island	NTN1,NTN1	NM_004822,NM_004822	hyper.chimp
17	1901736	1902231	3	cg05945782,cg00572843,cg24045832	TSS1500,TSS1500,_	Island,Island,Island	MIR212,MIR212,_	NR_029625,NR_029625,_	hypo.chimp
17	1903708	1904772	6	cg01143579,cg14809226,cg04962428,cg04414274,cg21973370,cg10530104	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island	HIC1,HIC1,HIC1,HIC1,HIC1,HIC1	NM_006497,NM_006497,NM_006497,NM_006497,NM_006497,NM_006497	hypo.chimp
17	2252599	2252653	2	cg05205736,cg15806857	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
17	2442937	2443030	2	cg08696470,cg10911877	TSS1500,TSS1500	N_Shore,N_Shore	PAFAH1B1,PAFAH1B1	NM_000430,NM_000430	hypo.chimp
17	2539703	2540360	2	cg25397111,cg04421595	3UTR,3UTR	N_Shore,Island	KIAA0664,KIAA0664	NM_015229,NM_015229	hypo.chimp
17	3385953	3386122	3	cg07740110,cg04104776,cg09593454	Body,Body,Body	S_Shore,S_Shore,S_Shore	TRPV3,TRPV3,TRPV3	NM_145068,NM_145068,NM_145068	hypo.chimp
17	3421369	3421486	2	cg05051734,cg02902854	Body;Body;Body;Body,Body;Body;Body;Body	Island,Island	TRPV1;TRPV1;TRPV1;TRPV1,TRPV1;TRPV1;TRPV1;TRPV1	NM_080704;NM_018727;NM_080706;NM_080705,NM_080704;NM_018727;NM_080706;NM_080705	hypo.chimp
17	4790769	4791035	2	cg00586275,cg06308537	Body,Body	N_Shore,N_Shore	PFN1,PFN1	NM_005022,NM_005022	hypo.chimp
17	4813050	4813327	4	cg03443944,cg16045459,cg01912298,cg12815142	Body;Body;Body;Body;TSS1500,Body;Body;Body;Body;TSS1500,Body;Body;Body;Body;TSS1500,Body;Body;Body;Body;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore	CAMTA2;CAMTA2;CAMTA2;CAMTA2;SPAG7,CAMTA2;CAMTA2;CAMTA2;CAMTA2;SPAG7,CAMTA2;CAMTA2;CAMTA2;CAMTA2;SPAG7,CAMTA2;CAMTA2;CAMTA2;CAMTA2;SPAG7	NM_015099;NM_001171167;NM_001171166;NM_001171168;NM_004890,NM_015099;NM_001171167;NM_001171166;NM_001171168;NM_004890,NM_015099;NM_001171167;NM_001171166;NM_001171168;NM_004890,NM_015099;NM_001171167;NM_001171166;NM_001171168;NM_004890	hypo.chimp
17	4879376	4879663	2	cg02424123,cg08993385	5UTR;5UTR;1stExon;1stExon,TSS1500;TSS1500	_,_	GPR172B;GPR172B;GPR172B;GPR172B,GPR172B;GPR172B	NM_001104577;NM_017986;NM_001104577;NM_017986,NM_001104577;NM_017986	hypo.chimp
17	4922127	4922968	7	cg13758899,cg06944257,cg16656286,cg16732469,cg16551483,cg10507028,cg04862249	TSS1500,TSS200,TSS200,TSS200,5UTR;1stExon,5UTR,5UTR	Island,Island,Island,Island,Island,Island,S_Shore	ZFP3,ZFP3,ZFP3,ZFP3,ZFP3;ZFP3,ZFP3,ZFP3	NM_153018,NM_153018,NM_153018,NM_153018,NM_153018;NM_153018,NM_153018,NM_153018
17	6495926	6496308	3	cg25936839,cg24184221,cg21085035	5UTR;TSS1500;1stExon,TSS1500;1stExon,TSS1500;1stExon	Island,Island,Island	C17orf100;MED31;C17orf100,MED31;C17orf100,MED31;C17orf100	NM_001105520;NM_016060;NM_001105520,NM_016060;NM_001105520,NM_016060;NM_001105520	hypo.chimp
17	6599923	6600286	4	cg26502852,cg27146152,cg20803910,cg17753212	5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon,5UTR;5UTR;1stExon;1stExon,Body;Body	_,_	XAF1;XAF1;XAF1;XAF1,XAF1;XAF1;XAF1;XAF1,XAF1;XAF1;XAF1;XAF1,XAF1;XAF1	NM_017523;NM_199139;NM_199139;NM_017523,NM_017523;NM_199139;NM_199139;NM_017523,NM_017523;NM_199139;NM_199139;NM_017523,NM_017523;NM_199139	hypo.chimp
17	6737469	6738495	6	cg08366845,cg10331082,cg01484296,cg01758314,cg18007837,cg26334670	Body,Body,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,Island,S_Shore	ALOX12P2,ALOX12P2,ALOX12P2,ALOX12P2,ALOX12P2,ALOX12P2	NR_002710,NR_002710,NR_002710,NR_002710,NR_002710,NR_002710	hypo.chimp
17	6840589	6841080	3	cg25987502,cg08946332,cg22741997	Body,Body,Body	Island,Island,Island	ALOX12,ALOX12,ALOX12	NM_000697,NM_000697,NM_000697	hypo.chimp
17	6857592	6858338	6	cg02805822,cg07672449,cg03433699,cg14897188,cg07308381,cg10959726	Body;TSS1500;TSS1500;TSS1500,Body;TSS1500;TSS1500;TSS1500,Body;TSS1500;TSS1500;TSS1500,Body;TSS1500;TSS1500;TSS1500,Body;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;3UTR;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island	RNASEK;C17orf49;C17orf49;C17orf49,RNASEK;C17orf49;C17orf49;C17orf49,RNASEK;C17orf49;C17orf49;C17orf49,RNASEK;C17orf49;C17orf49;C17orf49,RNASEK;C17orf49;C17orf49;C17orf49,C17orf49;C17orf49;RNASEK;C17orf49	NM_001004333;NM_001142798;NM_174893;NM_001142799,NM_001004333;NM_001142798;NM_174893;NM_001142799,NM_001004333;NM_001142798;NM_174893;NM_001142799,NM_001004333;NM_001142798;NM_174893;NM_001142799,NM_001004333;NM_001142798;NM_174893;NM_001142799,NM_001142798;NM_174893;NM_001004333;NM_001142799
17	6859422	6859676	3	cg07058528,cg20878275,cg20805367	Body;Body;Body,Body;Body;Body,Body;Body;Body	S_Shore,S_Shore,S_Shore	C17orf49;C17orf49;C17orf49,C17orf49;C17orf49;C17orf49,C17orf49;C17orf49;C17orf49	NM_001142799;NM_001142798;NM_174893,NM_001142799;NM_001142798;NM_174893,NM_001142799;NM_001142798;NM_174893
17	6866727	6867466	2	cg15165676,cg10137837	TSS1500,5UTR	Island,Island	BCL6B,BCL6B	NM_181844,NM_181844	hypo.chimp
17	7064714	7065109	3	cg16168199,cg19217955,cg03508063	TSS1500;Body;Body,TSS1500;Body;Body,TSS1500;Body;Body	S_Shore,S_Shore,S_Shore	DLG4;ACADVL;ACADVL,DLG4;ACADVL;ACADVL,DLG4;ACADVL;ACADVL	NM_001365;NM_000018;NM_001033859,NM_001365;NM_000018;NM_001033859,NM_001365;NM_000018;NM_001033859	hypo.chimp
17	7168386	7168461	2	cg04821375,cg08793894	Body;Body,Body;Body	Island,S_Shore	NEURL4;NEURL4,NEURL4;NEURL4	NM_032442;NM_001005408,NM_032442;NM_001005408	hypo.chimp
17	7180367	7180947	4	cg13925686,cg13295242,cg11807006,cg25671438	TSS1500,TSS200,TSS200,Body	_,_	ACAP1,ACAP1,ACAP1,ACAP1	NM_014716,NM_014716,NM_014716,NM_014716	hypo.chimp
17	7239189	7239318	2	cg14604830,cg26114392	TSS1500,TSS1500	Island,S_Shore	PLSCR3,PLSCR3	NM_020360,NM_020360	hypo.chimp
17	7290725	7291137	4	cg21132352,cg17107156,cg01229452,cg19440264	Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore	CHRNB1,CHRNB1,CHRNB1,CHRNB1	NM_000747,NM_000747,NM_000747,NM_000747	hypo.chimp
17	7401209	7401996	3	cg17267493,cg13829089,cg00816039	Body;TSS1500;TSS1500;Body;TSS1500,TSS1500;TSS1500;3UTR;Body;TSS1500,TSS1500;TSS1500;Body;TSS1500	_,N_Shelf,N_Shelf	TNFSF12;TNFSF13;TNFSF13;TNFSF12-TNFSF13;TNFSF13,TNFSF13;TNFSF13;TNFSF12;TNFSF12-TNFSF13;TNFSF13,TNFSF13;TNFSF13;TNFSF12-TNFSF13;TNFSF13	NM_003809;NM_003808;NM_172088;NM_172089;NM_172087,NM_003808;NM_172088;NM_003809;NM_172089;NM_172087,NM_003808;NM_172088;NM_172089;NM_172087
17	7422727	7423710	2	cg10587621,cg05209483	3UTR;TSS1500;TSS1500,1stExon;5UTR;1stExon;5UTR	_,N_Shelf	EIF4A1;CD68;CD68,CD68;CD68;CD68;CD68	NM_001416;NM_001040059;NM_001251,NM_001251;NM_001251;NM_001040059;NM_001040059	hypo.chimp
17	7777258	7777329	2	cg13021301,cg01667702	TSS1500;1stExon;1stExon;TSS1500;TSS1500;TSS1500,TSS1500;1stExon;1stExon;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	TRAPPC1;CNTROB;CNTROB;TRAPPC1;TRAPPC1;TRAPPC1,TRAPPC1;CNTROB;CNTROB;TRAPPC1;TRAPPC1;TRAPPC1	NM_021210;NM_001037144;NM_053051;NR_030697;NM_001166621;NR_030684,NM_021210;NM_001037144;NM_053051;NR_030697;NM_001166621;NR_030684	hypo.chimp
17	8154247	8154538	2	cg05407338,cg19537511	TSS200,5UTR	_,_	ARHGEF15,ARHGEF15	NM_173728,NM_173728
17	8589287	8589729	2	cg27217253,cg22197033	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	CCDC42;CCDC42,CCDC42;CCDC42	NM_001158261;NM_144681,NM_001158261;NM_144681
17	9669983	9670062	3	cg01056568,cg20635146,cg22885891	TSS200,TSS200,TSS200	_,_	GLP2R,GLP2R,GLP2R	NM_004246,NM_004246,NM_004246
17	10573440	10573586	2	cg00549475,cg02025583	Body,Body	N_Shore,Island	TMEM220,TMEM220	NM_001004313,NM_001004313
17	10574865	10575679	2	cg11750736,cg01531763	TSS1500,TSS1500	S_Shore,S_Shore	TMEM220,TMEM220	NM_001004313,NM_001004313
17	14624333	14624374	2	cg19983403,cg01906054	_,_	_,_	_,_	_,_
17	17850960	17851099	3	cg03153397,cg22273231,cg02915739	Body;Body;Body;Body,Body;Body;Body;Body,Body;Body;Body;Body	Island,Island,Island	LRRC48;LRRC48;LRRC48;LRRC48,LRRC48;LRRC48;LRRC48;LRRC48,LRRC48;LRRC48;LRRC48;LRRC48	NM_001130090;NM_001130091;NM_001130092;NM_031294,NM_001130090;NM_001130091;NM_001130092;NM_031294,NM_001130090;NM_001130091;NM_001130092;NM_031294
17	18103040	18103097	2	cg18804206,cg19559213	TSS1500,TSS1500;TSS1500;TSS1500	Island,N_Shore	FLII,FLII;SMCR7;SMCR7	NM_002018,NM_002018;NM_001144900;NM_139162
17	19378481	19378813	3	cg26959235,cg12894055,cg10718608	Body,Body,Body	S_Shore,S_Shore,S_Shore	SLC47A1,SLC47A1,SLC47A1	NM_018242,NM_018242,NM_018242
17	19589310	19589564	6	cg15046965,cg23098051,cg11475454,cg06390079,cg05447343,cg01471036	5UTR;5UTR;5UTR;1stExon,1stExon;5UTR;TSS200;5UTR,1stExon;5UTR;TSS200;5UTR,1stExon;5UTR;TSS200;5UTR,5UTR;TSS200;TSS200,5UTR;TSS1500;TSS200	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	ALDH3A1;ALDH3A1;ALDH3A1;ALDH3A1,ALDH3A1;ALDH3A1;ALDH3A1;ALDH3A1,ALDH3A1;ALDH3A1;ALDH3A1;ALDH3A1,ALDH3A1;ALDH3A1;ALDH3A1;ALDH3A1,ALDH3A1;ALDH3A1;ALDH3A1,ALDH3A1;ALDH3A1;ALDH3A1	NM_000691;NM_001135168;NM_001135167;NM_001135168,NM_001135167;NM_000691;NM_001135168;NM_001135167,NM_001135167;NM_000691;NM_001135168;NM_001135167,NM_001135167;NM_000691;NM_001135168;NM_001135167,NM_000691;NM_001135168;NM_001135167,NM_000691;NM_001135168;NM_001135167	hypo.chimp
17	10393576	10394235	3	cg06220958,cg10072590,cg18432105	5UTR;5UTR,TSS1500;TSS1500,TSS1500;TSS1500	_,_	MYH2;MYH2,MYH2;MYH2,MYH2;MYH2	NM_017534;NM_001100112,NM_017534;NM_001100112,NM_017534;NM_001100112	hyper.chimp
17	10688850	10689198	2	cg01421539,cg26202898	_,_	_,_	_,_	_,_	hyper.chimp
17	12509224	12509349	3	cg05244778,cg02704217,cg12700853	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	MYOCD;MYOCD,MYOCD;MYOCD,MYOCD;MYOCD	NM_153604;NM_001146312,NM_153604;NM_001146312,NM_153604;NM_001146312	hyper.chimp
17	14153950	14154806	6	cg05871254,cg21982941,cg00437360,cg02112229,cg11351809,cg07073999	Body,Body,Body,Body,Body,Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	HS3ST3B1,HS3ST3B1,HS3ST3B1,HS3ST3B1,HS3ST3B1,HS3ST3B1	NM_006041,NM_006041,NM_006041,NM_006041,NM_006041,NM_006041	hyper.chimp
17	15789553	15790237	2	cg07651906,cg17580614	1stExon,Body	Island,Island	ADORA2B,ADORA2B	NM_000676,NM_000676	hyper.chimp
17	16224852	16225713	2	cg03919779,cg08434171	TSS1500,5UTR	Island,S_Shore	UBB,UBB	NM_018955,NM_018955
17	16428356	16428546	2	cg13352302,cg25837480	_,_	N_Shore,Island	_,_	_,_
17	16510894	16511208	2	cg04150790,cg22758454	_,_	Island,Island	_,_	_,_
17	17049571	17049964	2	cg26906998,cg01412970	Body,1stExon	Island,Island	PLD6,PLD6	NM_178836,NM_178836
17	18159554	18159846	3	cg04261877,cg00650006,cg25558099	5UTR;TSS1500;1stExon,5UTR;TSS1500;1stExon,TSS1500;1stExon	Island,Island,S_Shore	SMCR8;TOP3A;SMCR8,SMCR8;TOP3A;SMCR8,TOP3A;SMCR8	NM_144775;NM_004618;NM_144775,NM_144775;NM_004618;NM_144775,NM_004618;NM_144775
17	21296499	21296838	2	cg21644830,cg20273670	_,_	N_Shore,Island	_,_	_,_
17	21301028	21301334	3	cg23717752,cg17780687,cg00145103	_,_	_,_	_,_	_,_
17	21356006	21356120	2	cg18183174,cg19091902	_,_	Island,Island	_,_	_,_
17	22808083	22808841	2	cg10808102,cg15922057	_,_	Island,S_Shore	_,_	_,_
17	23578348	23578372	2	cg25191725,cg11231143	Body,Body	N_Shore,Island	PYY2,PYY2	NR_003064,NR_003064
17	23735520	23736539	6	cg07282816,cg02466246,cg14636922,cg03598754,cg01641371,cg24339470	Body,Body,Body,Body,Body,Body	Island,Island,Island,Island,Island,S_Shore	SARM1,SARM1,SARM1,SARM1,SARM1,SARM1	NM_015077,NM_015077,NM_015077,NM_015077,NM_015077,NM_015077
17	30470411	30470649	2	cg13337740,cg02740947	Body;Body;Body,Body;Body;Body	N_Shore,Island	RAD51L3;RAD51L3;RAD51L3,RAD51L3;RAD51L3;RAD51L3	NM_002878;NM_133629;NM_001142571,NM_002878;NM_133629;NM_001142571
17	30938066	30938516	2	cg00032246,cg03218192	TSS1500;TSS1500,1stExon;5UTR;5UTR;1stExon	_,_	AP2B1;AP2B1,AP2B1;AP2B1;AP2B1;AP2B1	NM_001030006;NM_001282,NM_001282;NM_001282;NM_001030006;NM_001030006
17	31281839	31282331	2	cg16574065,cg08012672	TSS1500;Body;1stExon;Body;1stExon;TSS1500;TSS1500;TSS1500;1stExon;TSS1500;1stExon;TSS1500;Body,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	Island,S_Shore	RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1,RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1;RDM1	NM_001163125;NR_027997;NM_001163120;NR_027998;NM_001163121;NR_027999;NM_001163122;NR_028000;NM_001034836;NM_001163124;NM_145654;NM_001163130;NR_027996,NM_001163125;NR_027996;NM_001163120;NR_027998;NM_001163121;NR_027999;NM_001163122;NM_001034836;NR_028000;NM_145654;NR_027997;NM_001163124;NM_001163130
17	31916047	31916063	2	cg14681207,cg04635138	TSS1500,TSS1500	N_Shore,N_Shore	ZNHIT3,ZNHIT3	NM_004773,NM_004773
17	33077540	33077556	2	cg07583394,cg26863324	1stExon;5UTR;1stExon,1stExon;5UTR;1stExon	Island,Island	DDX52;DDX52;DDX52,DDX52;DDX52;DDX52	NM_152300;NM_152300;NM_007010,NM_152300;NM_152300;NM_007010
17	33278365	33278576	2	cg20653009,cg01550307	Body,Body	_,_	LOC284100,LOC284100	NR_024178,NR_024178
17	34584451	34585057	3	cg16928257,cg18590335,cg26128121	3UTR,3UTR,Body	N_Shore,N_Shore,Island	CACNB1,CACNB1,CACNB1	NM_000723,NM_000723,NM_000723
17	34609487	34609549	3	cg21379885,cg11436260,cg01297101	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	RPL19,RPL19,RPL19	NM_000981,NM_000981,NM_000981
17	35073661	35074041	4	cg06247837,cg02082887,cg10986043,cg16027267	TSS1500;3UTR;3UTR;3UTR,TSS1500;3UTR;3UTR;3UTR,TSS1500,TSS1500	N_Shelf,N_Shelf,N_Shelf,N_Shelf	TCAP;STARD3;STARD3;STARD3,TCAP;STARD3;STARD3;STARD3,TCAP,TCAP	NM_003673;NM_006804;NM_001165938;NM_001165937,NM_003673;NM_006804;NM_001165938;NM_001165937,NM_003673,NM_003673
17	35149297	35149412	2	cg14398691,cg00735611	5UTR;5UTR,5UTR;5UTR	_,_	GRB7;GRB7,GRB7;GRB7	NM_005310;NM_001030002,NM_005310;NM_001030002
17	35628645	35628725	2	cg04873548,cg04977733	TSS1500,TSS1500	N_Shore,N_Shore	WIPF2,WIPF2	NM_133264,NM_133264
17	36896834	36896921	2	cg01020758,cg06972213	Body,Body	_,_	KRT36,KRT36	NM_003771,NM_003771
17	36931633	36931920	2	cg21513437,cg19514854	_,_	_,_	_,_	_,_
17	37034581	37034634	2	cg01809214,cg11344638	TSS200,TSS1500	_,_	KRT17,KRT17	NM_000422,NM_000422
17	37503725	37503815	2	cg16678099,cg07786776	_,_	N_Shore,Island	_,_	_,_
17	37718151	37718306	2	cg13467672,cg25500196	_,_	Island,Island	_,_	_,_
17	37862906	37863352	3	cg05299486,cg06927775,cg00706536	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	ATP6V0A1;ATP6V0A1;ATP6V0A1,ATP6V0A1;ATP6V0A1;ATP6V0A1,ATP6V0A1;ATP6V0A1;ATP6V0A1	NM_001130021;NM_001130020;NM_005177,NM_001130021;NM_001130020;NM_005177,NM_001130021;NM_001130020;NM_005177
17	37941122	37941356	2	cg14787477,cg16347155	TSS1500,TSS200	N_Shore,N_Shore	NAGLU,NAGLU	NM_000263,NM_000263
17	38179042	38179316	2	cg19567046,cg10361922	1stExon,Body	_,_	VPS25,VPS25	NM_032353,NM_032353
17	38574562	38574744	2	cg16463564,cg15191021	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	NBR1;NBR1,NBR1;NBR1	NM_031862;NM_031858,NM_031862;NM_031858
17	38793508	38793928	5	cg23758822,cg08469632,cg04017458,cg04277193,cg08992324	_,_	N_Shore,N_Shore,Island,Island,Island	_,_	_,_
17	39350057	39350767	2	cg20359349,cg06971418	TSS200,Body	_,_	C17orf88,C17orf88	NR_026770,NR_026770
17	40123239	40124029	2	cg23162554,cg12393668	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	CCDC43;CCDC43,CCDC43;CCDC43	NM_144609;NM_001099225,NM_144609;NM_001099225
17	40580333	40580365	2	cg01835665,cg11068337	TSS200,TSS200	N_Shore,N_Shore	HEXIM1,HEXIM1	NM_006460,NM_006460
17	42755747	42756832	8	cg17124509,cg22643313,cg19079546,cg07515367,cg20046964,cg26284982,cg21383652,cg08085267	TSS1500,TSS1500,TSS1500,TSS200,TSS200,TSS200,1stExon;5UTR,5UTR	N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	C17orf57,C17orf57,C17orf57,C17orf57,C17orf57,C17orf57,C17orf57;C17orf57,C17orf57	NM_152347,NM_152347,NM_152347,NM_152347,NM_152347,NM_152347,NM_152347;NM_152347,NM_152347
17	43469236	43469614	3	cg03569507,cg21384971,cg24389730	Body,Body;Body,TSS200;Body	N_Shore,Island,Island	COPZ2,COPZ2;MIR152,MIR152;COPZ2	NM_016429,NM_016429;NR_029687,NR_029687;NM_016429
17	44022682	44022811	4	cg21242356,cg01351315,cg25960038,cg09595185	TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	N_Shore,N_Shore,N_Shore,N_Shore	LOC404266;LOC404266,LOC404266;LOC404266,LOC404266;LOC404266,LOC404266;LOC404266	NR_033201;NR_033202,NR_033201;NR_033202,NR_033201;NR_033202,NR_033201;NR_033202
17	45000608	45000753	2	cg18588024,cg27490916	_,_	Island,Island	_,_	_,_
17	46053760	46053798	2	cg19763471,cg14457311	Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body,Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body;Body	_,_	CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G,CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G;CACNA1G	NM_198384;NM_198379;NM_198380;NM_198377;NM_198385;NM_018896;NM_198396;NM_198386;NM_198376;NM_198388;NM_198383;NM_198382;NM_198378;NM_198387,NM_198384;NM_198379;NM_198380;NM_198377;NM_198385;NM_018896;NM_198396;NM_198386;NM_198376;NM_198388;NM_198383;NM_198382;NM_198378;NM_198387
17	46597713	46597783	2	cg06877848,cg09317772	TSS200;TSS1500;TSS1500;Body;TSS1500,TSS200;TSS1500;TSS1500;Body;TSS1500	N_Shore,N_Shore	NME2;NME2;NME2;NME1-NME2;NME2,NME2;NME2;NME2;NME1-NME2;NME2	NM_001018137;NM_002512;NM_001018138;NM_001018136;NM_001018139,NM_001018137;NM_002512;NM_001018138;NM_001018136;NM_001018139
17	51183386	51183849	3	cg12744185,cg21218636,cg15695648	1stExon;5UTR;1stExon;5UTR,1stExon;1stExon;5UTR,Body;5UTR	N_Shore,Island,S_Shore	PCTP;PCTP;PCTP;PCTP,PCTP;PCTP;PCTP,PCTP;PCTP	NM_021213;NM_021213;NM_001102402;NM_001102402,NM_021213;NM_001102402;NM_001102402,NM_021213;NM_001102402
17	53784566	53784877	2	cg22481606,cg00101115	TSS200,TSS1500	Island,Island	SUPT4H1,SUPT4H1	NM_003168,NM_003168
17	55573425	55573632	3	cg05164758,cg19816930,cg01069941	_,_	Island,Island,Island	_,_	_,_
17	56909454	56909528	2	cg00197058,cg18223453	Body,Body	_,_	TBX4,TBX4	NM_018488,NM_018488
17	58181992	58182138	2	cg21464975,cg19420604	Body;Body,Body;Body	_,_	MARCH10;MARCH10,MARCH10;MARCH10	NM_001100875;NM_152598,NM_001100875;NM_152598
17	59274426	59274464	2	cg02127607,cg19143629	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	SMARCD2;SMARCD2,SMARCD2;SMARCD2	NM_001098426;NM_003077,NM_001098426;NM_003077
17	59312488	59313148	2	cg00640147,cg02856727	Body;Body;Body;Body,TSS200;TSS200;TSS200;TSS200	_,_	GH2;GH2;GH2;GH2,GH2;GH2;GH2;GH2	NM_022557;NM_022556;NM_002059;NM_022558,NM_022556;NM_002059;NM_022558;NM_022557
17	59694758	59694760	2	cg10166044,cg18312782	TSS1500,TSS1500	S_Shore,S_Shore	TEX2,TEX2	NM_018469,NM_018469
17	60402220	60402800	2	cg14687540,cg24085207	TSS200,TSS1500	Island,S_Shore	FLJ32065,FLJ32065	NR_026903,NR_026903
17	68700649	68700661	2	cg03668386,cg06936436	TSS200,TSS200	Island,Island	COG1,COG1	NM_018714,NM_018714
17	69710961	69710968	2	cg14173624,cg25985778	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	RPL38;RPL38,RPL38;RPL38	NM_000999;NM_001035258,NM_000999;NM_001035258
17	69861949	69862176	3	cg05571310,cg17912283,cg24432245	Body,Body,Body	Island,Island,Island	KIF19,KIF19,KIF19	NM_153209,NM_153209,NM_153209
17	70584834	70585473	2	cg00218893,cg20322832	_,_	N_Shore,Island	_,_	_,_
17	71034134	71034193	2	cg08827674,cg15758175	5UTR;5UTR;5UTR,5UTR;5UTR;5UTR	Island,S_Shore	LLGL2;LLGL2;LLGL2,LLGL2;LLGL2;LLGL2	NM_001015002;NM_004524;NM_001031803,NM_001015002;NM_004524;NM_001031803
17	71095434	71096212	7	cg25032094,cg00204465,cg06390536,cg22287064,cg03744440,cg04738888,cg08781140	TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,Body	Island,Island,Island,Island,Island,Island,Island	MYO15B,MYO15B,MYO15B,MYO15B,MYO15B,MYO15B,MYO15B	NR_003587,NR_003587,NR_003587,NR_003587,NR_003587,NR_003587,NR_003587
17	71335949	71335991	2	cg12407791,cg07010633	Body,Body	_,_	UNC13D,UNC13D	NM_199242,NM_199242
17	72654713	72655195	2	cg09232069,cg00618183	Body;Body;Body;Body,Body;Body;Body;Body	_,_	SEC14L1;SEC14L1;SEC14L1;SEC14L1,SEC14L1;SEC14L1;SEC14L1;SEC14L1	NM_001143999;NM_003003;NM_001143998;NM_001039573,NM_001143999;NM_003003;NM_001143998;NM_001039573
17	72795534	72795574	2	cg13342364,cg21733927	TSS200;Body,1stExon;5UTR;Body	_,_	SEPT9;SEPT9,SEPT9;SEPT9;SEPT9	NM_001113492;NM_001113491,NM_001113492;NM_001113492;NM_001113491	hyper.chimp
17	19592245	19592849	6	cg00516966,cg25145360,cg27329371,cg15726326,cg00855466,cg27451508	5UTR;1stExon,TSS200,TSS200,TSS1500,TSS1500,TSS1500	S_Shelf,S_Shelf,S_Shelf,S_Shelf,S_Shelf,S_Shelf	ALDH3A1;ALDH3A1,ALDH3A1,ALDH3A1,ALDH3A1,ALDH3A1,ALDH3A1	NM_000691;NM_000691,NM_000691,NM_000691,NM_000691,NM_000691,NM_000691
17	20887903	20888242	2	cg22748407,cg10779317	TSS1500,TSS1500	S_Shore,S_Shore	USP22,USP22	NM_015276,NM_015276
17	23144282	23144497	2	cg18091275,cg05765580	Body,Body	N_Shore,Island	NOS2,NOS2	NM_000625,NM_000625
17	23601840	23602004	3	cg23756173,cg02434314,cg12765382	_,_	Island,Island,Island	_,_	_,_
17	24336981	24337625	3	cg04723680,cg17523868,cg20619808	Body;Body,Body;Body,Body;Body	N_Shore,Island,S_Shore	SEZ6;SEZ6,SEZ6;SEZ6,SEZ6;SEZ6	NM_001098635;NM_178860,NM_001098635;NM_178860,NM_001098635;NM_178860
17	25586268	25587426	4	cg05951817,cg22584138,cg03363743,cg18584905	5UTR,5UTR,5UTR,TSS1500	N_Shore,N_Shore,Island,S_Shore	SLC6A4,SLC6A4,SLC6A4,SLC6A4	NM_001045,NM_001045,NM_001045,NM_001045	hypo.chimp
17	26057101	26057230	2	cg06205172,cg06041805	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
17	27267941	27267973	2	cg13347577,cg27562980	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
17	27693455	27693589	2	cg26216891,cg17055821	TSS200,TSS1500	S_Shore,S_Shore	C17orf75,C17orf75	NM_022344,NM_022344	hypo.chimp
17	27795045	27795074	2	cg20190559,cg09309269	TSS1500,TSS1500	N_Shore,Island	PSMD11,PSMD11	NM_002815,NM_002815	hypo.chimp
17	30313438	30313577	2	cg26989374,cg06580033	1stExon;TSS1500,1stExon;TSS1500	S_Shore,S_Shore	ZNF830;CCT6B,ZNF830;CCT6B	NM_052857;NM_006584,NM_052857;NM_006584	hypo.chimp
17	30592711	30592904	2	cg05897169,cg13451886	TSS1500,TSS1500	N_Shore,N_Shore	SLFN5,SLFN5	NM_144975,NM_144975	hypo.chimp
17	30866368	30866414	2	cg21390082,cg18470427	Body,Body	_,_	SLFN12L,SLFN12L	NM_001145027,NM_001145027	hypo.chimp
17	31893853	31894825	5	cg18954504,cg09655666,cg13313813,cg05735782,cg21433231	_,_	N_Shore,Island,Island,Island,Island	_,_	_,_	hypo.chimp
17	32316106	32316560	2	cg01826319,cg22651493	_,_	_,_	_,_	_,_	hypo.chimp
17	33831216	33831426	2	cg07036914,cg24113950	_,_	S_Shore,S_Shelf	_,_	_,_	hypo.chimp
17	34333826	34333899	2	cg15295469,cg25416319	_,_	_,_	_,_	_,_	hypo.chimp
17	34973439	34973535	2	cg19439043,cg17288560	_,_	_,_	_,_	_,_	hypo.chimp
17	35007386	35007749	2	cg07381634,cg14318197	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
17	35046554	35046846	2	cg00871133,cg11693508	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200	N_Shore,Island	STARD3;STARD3;STARD3,STARD3;STARD3;STARD3	NM_006804;NM_001165938;NM_001165937,NM_006804;NM_001165937;NM_001165938	hypo.chimp
17	35076306	35077157	2	cg12610859,cg12894984	3UTR,TSS1500	N_Shore,N_Shore	TCAP,PNMT	NM_003673,NM_002686
17	35425056	35425223	2	cg23207054,cg21432842	TSS200;TSS200;TSS200,1stExon;5UTR;5UTR;1stExon;5UTR;1stExon	_,_	CSF3;CSF3;CSF3,CSF3;CSF3;CSF3;CSF3;CSF3;CSF3	NM_000759;NM_172219;NM_172220,NM_172220;NM_172220;NM_000759;NM_172219;NM_172219;NM_000759	hypo.chimp
17	35975201	35975414	2	cg17067993,cg07388018	5UTR;1stExon,TSS200	_,_	CCR7;CCR7,CCR7	NM_001838;NM_001838,NM_001838
17	36981888	36981980	2	cg23377607,cg08110688	TSS200,TSS200	_,_	KRT9,KRT9	NM_000226,NM_000226
17	37372863	37373373	2	cg23866755,cg16563470	Body,Body	N_Shore,Island	CNP,CNP	NM_033133,NM_033133
17	37518152	37518387	3	cg10708793,cg16762195,cg07058109	5UTR;1stExon,TSS200,TSS200	_,_	DHX58;DHX58,DHX58,DHX58	NM_024119;NM_024119,NM_024119,NM_024119	hypo.chimp
17	37599805	37599974	3	cg06306927,cg23509272,cg17050693	TSS200;5UTR;5UTR;5UTR,TSS200;5UTR;5UTR;5UTR,TSS200;5UTR;1stExon;1stExon;5UTR;1stExon;5UTR	_,_	GHDC;GHDC;GHDC;GHDC,GHDC;GHDC;GHDC;GHDC,GHDC;GHDC;GHDC;GHDC;GHDC;GHDC;GHDC	NR_024573;NM_032484;NM_001142623;NM_001142622,NR_024573;NM_032484;NM_001142623;NM_001142622,NR_024573;NM_032484;NM_032484;NM_001142623;NM_001142623;NM_001142622;NM_001142622
17	38059032	38059394	2	cg02481789,cg08034070	_,_	N_Shore,Island	_,_	_,_
17	38079324	38079506	2	cg24375399,cg06654691	Body,Body	N_Shelf,N_Shore	PLEKHH3,PLEKHH3	NM_024927,NM_024927
17	38089613	38089651	2	cg09776463,cg03989507	Body,Body	Island,Island	CNTNAP1,CNTNAP1	NM_003632,NM_003632
17	38238300	38238979	2	cg06088282,cg17460285	TSS1500;TSS1500,5UTR;1stExon;5UTR;1stExon	N_Shore,Island	PSME3;PSME3,PSME3;PSME3;PSME3;PSME3	NM_176863;NM_005789,NM_005789;NM_176863;NM_176863;NM_005789
17	38385078	38385492	2	cg11492403,cg02980075	TSS1500;Body;Body;Body;Body,TSS1500;5UTR;1stExon;Body;Body;Body	N_Shore,N_Shore	RUNDC1;AARSD1;AARSD1;AARSD1;AARSD1,RUNDC1;AARSD1;AARSD1;AARSD1;AARSD1;AARSD1	NM_173079;NM_025267;NM_001142654;NM_001142653;NM_001136042,NM_173079;NM_025267;NM_025267;NM_001142654;NM_001142653;NM_001136042	hypo.chimp
17	38531661	38532548	20	cg26276233,cg14947218,cg16006004,cg18372208,cg14687474,cg25288140,cg19454999,cg11529738,cg26370022,cg24900425,cg19442659,cg27581762,cg10609677,cg05815247,cg06973652,cg25738236,cg11964474,cg20185525,cg26879546,cg04251543	TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500;TSS1500,Body	Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1;BRCA1,BRCA1;NBR2;BRCA1;BRCA1;BRCA1,NBR2	NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299;NR_027676,NM_007300;NR_003108;NM_007294;NM_007297;NM_007299,NR_003108	hypo.chimp
17	39078651	39078753	2	cg05156120,cg11262216	Body;Body;Body,Body;Body;Body	N_Shore,Island	MEOX1;MEOX1;MEOX1,MEOX1;MEOX1;MEOX1	NM_013999;NM_001040002;NM_004527,NM_013999;NM_001040002;NM_004527	hypo.chimp
17	39213173	39213240	2	cg20203041,cg14039779	TSS1500;TSS200,TSS1500;TSS200	S_Shore,S_Shore	DUSP3;C17orf105,DUSP3;C17orf105	NM_004090;NM_001136483,NM_004090;NM_001136483	hypo.chimp
17	39386765	39387031	2	cg12350592,cg13145229	5UTR,5UTR	S_Shore,S_Shore	PYY,PYY	NM_004160,NM_004160	hypo.chimp
17	39603222	39603884	5	cg14455421,cg26852159,cg22998028,cg16988970,cg21038703	TSS1500,TSS1500,TSS200,TSS200,1stExon	_,_	ASB16,ASB16,ASB16,ASB16,ASB16	NM_080863,NM_080863,NM_080863,NM_080863,NM_080863	hypo.chimp
17	39788014	39788567	2	cg05622422,cg04972513	Body,Body	Island,S_Shore	FAM171A2,FAM171A2	NM_198475,NM_198475	hypo.chimp
17	40381111	40381181	2	cg17123029,cg17704343	TSS1500,TSS1500	S_Shore,S_Shore	KIF18B,KIF18B	NM_001080443,NM_001080443	hypo.chimp
17	40695527	40696026	2	cg26532627,cg10327769	Body;Body;TSS1500,Body;Body;TSS1500	Island,S_Shore	LOC100133991;LOC100133991;C17orf46,LOC100133991;LOC100133991;C17orf46	NR_024435;NR_024434;NM_152343,NR_024435;NR_024434;NM_152343	hypo.chimp
17	40828218	40830170	5	cg18410271,cg00715050,cg23375583,cg10447539,cg23629029	3UTR;3UTR,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,Island,Island,Island,S_Shore	ARHGAP27;ARHGAP27,ARHGAP27;ARHGAP27,ARHGAP27;ARHGAP27,ARHGAP27;ARHGAP27,ARHGAP27;ARHGAP27	NM_199282;NM_001159330,NM_199282;NM_001159330,NM_199282;NM_001159330,NM_199282;NM_001159330,NM_199282;NM_001159330	hypo.chimp
17	41216448	41216454	2	cg12577105,cg18757974	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	Island,Island	CRHR1;CRHR1;CRHR1;CRHR1,CRHR1;CRHR1;CRHR1;CRHR1	NM_004382;NM_001145148;NM_001145146;NM_001145147,NM_004382;NM_001145148;NM_001145146;NM_001145147	hypo.chimp
17	42253784	42254393	2	cg08703522,cg15125338	_,_	S_Shore,S_Shelf	_,_	_,_	hypo.chimp
17	42409459	42410317	2	cg23825231,cg24703533	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
17	43165409	43165425	2	cg03396557,cg19172222	TSS200,TSS200	N_Shore,N_Shore	TBX21,TBX21	NM_013351,NM_013351	hypo.chimp
17	43373653	43374183	6	cg22996004,cg00177698,cg23667362,cg10154655,cg09418612,cg24140204	TSS1500,TSS200,5UTR;1stExon,1stExon,1stExon,Body	_,_	PNPO,PNPO,PNPO;PNPO,PNPO,PNPO,PNPO	NM_018129,NM_018129,NM_018129;NM_018129,NM_018129,NM_018129,NM_018129
17	43402759	43403072	2	cg03723356,cg14210494	TSS1500,TSS1500	N_Shore,Island	CDK5RAP3,CDK5RAP3	NM_176096,NM_176096
17	43963276	43963873	3	cg26634219,cg24900666,cg22296593	TSS200,TSS200,TSS1500	Island,Island,S_Shore	HOXB1,HOXB1,HOXB1	NM_002144,NM_002144,NM_002144
17	44040291	44040441	2	cg18773260,cg22622477	Body,Body	Island,Island	HOXB7,HOXB7	NM_004502,NM_004502
17	44468060	44468595	5	cg15940260,cg23596986,cg00441918,cg24876164,cg17629148	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,Island,Island,S_Shore	IGF2BP1;IGF2BP1,IGF2BP1;IGF2BP1,IGF2BP1;IGF2BP1,IGF2BP1;IGF2BP1,IGF2BP1;IGF2BP1	NM_006546;NM_001160423,NM_006546;NM_001160423,NM_006546;NM_001160423,NM_006546;NM_001160423,NM_006546;NM_001160423
17	44795171	44795202	2	cg24048517,cg13382694	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	ZNF652;ZNF652,ZNF652;ZNF652	NM_014897;NM_001145365,NM_014897;NM_001145365
17	45219576	45220452	2	cg18062588,cg20185454	TSS1500,TSS1500	N_Shore,N_Shore	MYST2,MYST2	NM_007067,NM_007067
17	45406088	45406690	2	cg18877667,cg04131405	Body;Body,3UTR;3UTR	S_Shore,S_Shore	DLX4;DLX4,DLX4;DLX4	NM_138281;NM_001934,NM_138281;NM_001934
17	45509060	45509355	2	cg23602058,cg21767759	Body;Body,Body;Body	_,_	ITGA3;ITGA3,ITGA3;ITGA3	NM_005501;NM_002204,NM_005501;NM_002204
17	45560410	45560557	2	cg21483922,cg15444626	5UTR,5UTR	N_Shore,N_Shore	SAMD14,SAMD14	NM_174920,NM_174920
17	45703058	45703085	2	cg20221707,cg05874348	TSS1500,TSS1500	N_Shelf,N_Shelf	TMEM92,TMEM92	NM_001168215,NM_001168215
17	45805909	45806818	3	cg23756381,cg07327144,cg24102491	5UTR;5UTR;TSS1500,5UTR;5UTR;TSS1500,5UTR;5UTR;TSS1500	S_Shore,S_Shore,S_Shore	EME1;EME1;MRPL27,EME1;EME1;MRPL27,EME1;EME1;MRPL27	NM_152463;NM_001166131;NM_016504,NM_152463;NM_001166131;NM_016504,NM_152463;NM_001166131;NM_016504
17	45858162	45859156	2	cg23674344,cg06520003	TSS1500,Body	Island,S_Shore	ACSF2,ACSF2	NM_025149,NM_025149
17	45910609	45911016	2	cg00119314,cg24151267	TSS1500,TSS200	N_Shore,Island	RSAD1,RSAD1	NM_018346,NM_018346
17	53681509	53682260	2	cg07845581,cg04524173	Body;Body;Body,Body;Body;Body	N_Shore,Island	LPO;LPO;LPO,LPO;LPO;LPO	NM_006151;NR_027647;NM_001160102,NM_006151;NR_027647;NM_001160102
17	53763687	53763803	2	cg15035143,cg00176888	TSS200,TSS200	_,_	MIR142,MIR142	NR_029683,NR_029683
17	54124759	54125423	5	cg25339112,cg01430588,cg05214530,cg27221688,cg14066645	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS200;TSS1500;TSS200,TSS1500;TSS200;TSS1500;TSS200,TSS1500;TSS200;TSS1500;TSS200,TSS1500;Body;TSS1500;Body	N_Shore,N_Shore,Island,Island,S_Shore	TEX14;RAD51C;TEX14;RAD51C,TEX14;RAD51C;TEX14;RAD51C,TEX14;RAD51C;TEX14;RAD51C,TEX14;RAD51C;TEX14;RAD51C,TEX14;RAD51C;TEX14;RAD51C	NM_198393;NM_058216;NM_031272;NM_002876,NM_198393;NM_002876;NM_031272;NM_058216,NM_198393;NM_002876;NM_031272;NM_058216,NM_198393;NM_002876;NM_031272;NM_058216,NM_198393;NM_058216;NM_031272;NM_002876
17	54762600	54762718	2	cg24865110,cg12080306	TSS1500,TSS1500	N_Shore,N_Shore	YPEL2,YPEL2	NM_001005404,NM_001005404
17	55273282	55273464	2	cg04276626,cg07181702	TSS200,Body	_,_	MIR21,MIR21	NR_029493,NR_029493
17	58872086	58872221	2	cg19683800,cg10782218	TSS200;5UTR;5UTR,TSS1500;5UTR;5UTR	S_Shelf,S_Shelf	CYB561;CYB561;CYB561,CYB561;CYB561;CYB561	NM_001017917;NM_001017916;NM_001915,NM_001017917;NM_001017916;NM_001915
17	60965685	60966029	2	cg06405341,cg11096905	Body,Body	S_Shore,S_Shore	AXIN2,AXIN2	NM_004655,NM_004655
17	60984930	60984998	2	cg06875131,cg11122009	Body,Body	N_Shore,N_Shore	AXIN2,AXIN2	NM_004655,NM_004655
17	62256124	62256646	2	cg08594207,cg20242280	_,_	_,_	_,_	_,_
17	63705424	63705732	2	cg11967431,cg24261529	TSS1500,TSS1500	Island,Island	LOC440461,LOC440461	NR_027283,NR_027283
17	68047755	68047794	2	cg23258611,cg23398508	_,_	N_Shore,N_Shore	_,_	_,_
17	69250934	69250980	2	cg22175814,cg05112555	_,_	_,_	_,_	_,_
17	69719190	69719917	3	cg27225658,cg02186277,cg23632849	Body,TSS1500;Body,TSS1500;Body	N_Shore,N_Shore,N_Shore	MGC16275,TTYH2;MGC16275,TTYH2;MGC16275	NR_026914,NM_032646;NR_026914,NM_032646;NR_026914
17	70092496	70092676	4	cg25593391,cg05101846,cg21293117,cg12311094	TSS200;Body,TSS200;Body,TSS200;Body,5UTR;1stExon;Body	_,_	C17orf77;CD300LD,C17orf77;CD300LD,C17orf77;CD300LD,C17orf77;C17orf77;CD300LD	NM_152460;NM_001115152,NM_152460;NM_001115152,NM_152460;NM_001115152,NM_152460;NM_152460;NM_001115152	hypo.chimp
17	70350414	70351084	2	cg12190341,cg13335974	Body,Body	Island,Island	GRIN2C,GRIN2C	NM_000835,NM_000835	hypo.chimp
17	70567470	70567782	2	cg10016358,cg26475911	Body,Body	_,_	KCTD2,KCTD2	NM_015353,NM_015353	hypo.chimp
17	71405019	71405229	3	cg26780705,cg26965547,cg15238200	TSS1500,TSS1500,TSS1500	Island,Island,S_Shore	TRIM65,TRIM65,TRIM65	NM_173547,NM_173547,NM_173547	hypo.chimp
17	71581864	71582026	2	cg14165663,cg27494087	TSS1500,TSS1500	N_Shore,Island	GALR2,GALR2	NM_003857,NM_003857	hypo.chimp
17	71649951	71649991	2	cg16672637,cg16861241	TSS1500,TSS1500	S_Shore,S_Shore	FOXJ1,FOXJ1	NM_001454,NM_001454	hypo.chimp
17	71975155	71975362	3	cg16081441,cg09382492,cg22572454	TSS200;Body,Body;1stExon;5UTR,Body;1stExon;5UTR	_,_	AANAT;AANAT,AANAT;AANAT;AANAT,AANAT;AANAT;AANAT	NM_001088;NM_001166579,NM_001166579;NM_001088;NM_001088,NM_001166579;NM_001088;NM_001088	hypo.chimp
17	72827081	72827098	2	cg04650676,cg03568017	5UTR;TSS200;Body,5UTR;TSS200;Body	_,_	SEPT9;SEPT9;SEPT9,SEPT9;SEPT9;SEPT9	NM_001113492;NM_006640;NM_001113491,NM_001113492;NM_006640;NM_001113491	hyper.chimp
17	73184018	73184164	2	cg00011616,cg08638514	_,_	_,_	_,_	_,_	hypo.chimp
17	73300960	73301124	3	cg22243109,cg02962952,cg05501509	_,_	Island,Island,Island	_,_	_,_	hypo.chimp
17	73310200	73310347	2	cg22764700,cg03226114	_,_	_,_	_,_	_,_	hyper.chimp
17	73391864	73391903	2	cg20523169,cg05264101	TSS200,TSS200	N_Shelf,N_Shelf	FLJ45079,FLJ45079	NR_028337,NR_028337	hyper.chimp
17	73395141	73395944	4	cg24093538,cg26411280,cg23483512,cg19122720	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_	hyper.chimp
17	73548630	73548959	5	cg12700283,cg00423030,cg04268643,cg04498014,cg07787614	5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,Island,Island,Island,S_Shore	TNRC6C;TNRC6C,TNRC6C;TNRC6C,TNRC6C;TNRC6C,TNRC6C;TNRC6C,TNRC6C;TNRC6C	NM_018996;NM_001142640,NM_018996;NM_001142640,NM_018996;NM_001142640,NM_018996;NM_001142640,NM_018996;NM_001142640	hypo.chimp
17	73648115	73648619	3	cg24109860,cg14210726,cg09413013	Body,Body,Body	Island,Island,Island	TMC8,TMC8,TMC8	NM_152468,NM_152468,NM_152468	hyper.chimp
17	73695236	73695676	2	cg02441982,cg21940220	Body;TSS1500;Body;Body,Body;TSS1500;Body;Body	S_Shore,S_Shore	AFMID;TK1;AFMID;AFMID,AFMID;TK1;AFMID;AFMID	NM_001010982;NM_003258;NM_001145526;NR_027083,NM_001010982;NM_003258;NM_001145526;NR_027083	hyper.chimp
17	73738330	73739276	2	cg09445803,cg04920452	TSS1500,Body	N_Shore,N_Shore	LOC283999,LOC283999	NM_001145529,NM_001145529	hypo.chimp
17	73775632	73775807	3	cg14245202,cg07669223,cg25791868	_,_	_,_	_,_	_,_	hypo.chimp
17	74006612	74006666	2	cg27052709,cg15106561	Body,Body	N_Shelf,N_Shelf	DNAH17,DNAH17	NM_173628,NM_173628	hyper.chimp
17	74309798	74309902	2	cg17278466,cg15465367	Body,Body	Island,Island	USP36,USP36	NM_025090,NM_025090	hypo.chimp
17	74487840	74487862	2	cg22713958,cg25178683	TSS200,TSS1500	_,_	LGALS3BP,LGALS3BP	NM_005567,NM_005567	hypo.chimp
17	74645372	74645754	2	cg06789856,cg18995143	5UTR,5UTR	N_Shore,Island	HRNBP3,HRNBP3	NM_001082575,NM_001082575	hypo.chimp
17	74990195	74990408	3	cg14587335,cg20214871,cg16329014	TSS200,TSS200,TSS1500	_,_	HRNBP3,HRNBP3,HRNBP3	NM_001082575,NM_001082575,NM_001082575	hypo.chimp
17	75520461	75521330	2	cg20359363,cg19791271	_,_	S_Shore,S_Shelf	_,_	_,_	hyper.chimp
17	75537870	75537909	2	cg21811911,cg04791718	Body,Body	N_Shore,N_Shore	TBC1D16,TBC1D16	NM_019020,NM_019020	hypo.chimp
17	75566842	75566885	2	cg06856735,cg07506081	Body,Body	Island,Island	TBC1D16,TBC1D16	NM_019020,NM_019020	hypo.chimp
17	75689505	75689515	2	cg25471787,cg20269976	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	Island,Island	GAA;GAA;GAA,GAA;GAA;GAA	NM_001079803;NM_000152;NM_001079804,NM_001079803;NM_000152;NM_001079804	hyper.chimp
17	76032384	76033021	6	cg25447164,cg16980380,cg06443034,cg25741116,cg12301563,cg09387382	_,_	N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
17	76390392	76390409	2	cg05548508,cg13098428	Body;Body,Body;Body	Island,Island	RPTOR;RPTOR,RPTOR;RPTOR	NM_001163034;NM_020761,NM_001163034;NM_020761	hypo.chimp
17	76683451	76683556	2	cg06578276,cg14611816	Body;Body;Body;Body,Body;Body;Body;Body	_,_	BAIAP2;BAIAP2;BAIAP2;BAIAP2,BAIAP2;BAIAP2;BAIAP2;BAIAP2	NM_017450;NM_006340;NM_001144888;NM_017451,NM_017450;NM_006340;NM_001144888;NM_017451	hyper.chimp
17	76709777	76710413	2	cg20541344,cg17279079	Body,Body	Island,Island	AATK,AATK	NM_001080395,NM_001080395	hyper.chimp
17	76846924	76847203	2	cg18025838,cg01521080	Body;Body,Body;Body	N_Shelf,N_Shelf	SLC38A10;SLC38A10,SLC38A10;SLC38A10	NM_001037984;NM_138570,NM_001037984;NM_138570	hypo.chimp
17	76873282	76874294	6	cg27062060,cg15215033,cg08224920,cg14345572,cg16863795,cg20552468	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	N_Shore,N_Shore,Island,Island,Island,S_Shore	SLC38A10;SLC38A10,SLC38A10;SLC38A10,SLC38A10;SLC38A10,SLC38A10;SLC38A10,SLC38A10;SLC38A10,SLC38A10;SLC38A10	NM_001037984;NM_138570,NM_001037984;NM_138570,NM_001037984;NM_138570,NM_001037984;NM_138570,NM_001037984;NM_138570,NM_001037984;NM_138570	hypo.chimp
17	76897690	76897985	5	cg08832744,cg17702370,cg04655662,cg11556592,cg17393016	TSS200,TSS200,TSS200,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	C17orf55,C17orf55,C17orf55,C17orf55,C17orf55	NM_178519,NM_178519,NM_178519,NM_178519,NM_178519	hyper.chimp
17	76918029	76919015	2	cg09888026,cg15913671	5UTR,5UTR;1stExon	_,_	TMEM105,TMEM105;TMEM105	NM_178520,NM_178520;NM_178520	hyper.chimp
17	77008058	77008277	2	cg13710969,cg02447879	Body,Body	Island,Island	BAHCC1,BAHCC1	NM_001080519,NM_001080519	hyper.chimp
17	77063122	77063535	3	cg01696226,cg06204745,cg16296754	_,_	Island,Island,N_Shore	_,_	_,_	hypo.chimp
17	77065520	77065762	2	cg21334048,cg26887266	_,_	Island,Island	_,_	_,_	hyper.chimp
17	77074063	77074085	2	cg08515891,cg01755100	_,_	S_Shelf,S_Shelf	_,_	_,_	hyper.chimp
17	77114618	77115221	2	cg07707031,cg00344577	3UTR;3UTR,_	Island,S_Shore	FSCN2;FSCN2,_	NM_012418;NM_001077182,_	hyper.chimp
17	77131058	77131532	4	cg05348708,cg27107970,cg11217218,cg25202280	TSS1500;TSS1500,TSS1500;TSS1500,_	S_Shore,S_Shore,S_Shore,S_Shore	C17orf70;C17orf70,C17orf70;C17orf70,_	NM_025161;NM_001109760,NM_025161;NM_001109760,_	hypo.chimp
17	77242740	77243067	3	cg03764274,cg16776874,cg01863510	Body;TSS1500,Body;TSS1500,Body;TSS1500	N_Shore,N_Shore,N_Shore	C17orf90;CCDC137,C17orf90;CCDC137,C17orf90;CCDC137	NM_001039842;NM_199287,NM_001039842;NM_199287,NM_001039842;NM_199287	hypo.chimp
17	77244609	77245478	3	cg20859348,cg23715667,cg08348427	TSS1500;Body,TSS1500;Body,TSS1500;Body	Island,S_Shore,S_Shore	C17orf90;CCDC137,C17orf90;CCDC137,C17orf90;CCDC137	NM_001039842;NM_199287,NM_001039842;NM_199287,NM_001039842;NM_199287	hypo.chimp
17	77420921	77421171	2	cg11326429,cg06457408	Body,5UTR	Island,N_Shore	ARHGDIA,ARHGDIA	NM_004309,NM_004309
17	77543350	77543655	3	cg09939549,cg04784499,cg11511084	Body,Body,Body	N_Shelf,N_Shore,N_Shore	ASPSCR1,ASPSCR1,ASPSCR1	NM_024083,NM_024083,NM_024083
17	77726121	77726189	2	cg22167267,cg14673194	Body,Body	_,_	CCDC57,CCDC57	NM_198082,NM_198082
17	77884394	77885271	3	cg02441711,cg02787991,cg23979458	5UTR,5UTR,TSS200	Island,Island,Island	SECTM1,SECTM1,SECTM1	NM_003004,NM_003004,NM_003004
17	77921734	77922003	3	cg26172666,cg02780787,cg17842879	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_
17	77944321	77944746	4	cg06615521,cg01386314,cg19496976,cg00164301	3UTR;Body,3UTR;Body,3UTR;Body,3UTR;Body	S_Shore,S_Shore,S_Shore,S_Shore	C17orf101;C17orf101,C17orf101;C17orf101,C17orf101;C17orf101,C17orf101;C17orf101	NM_175902;NM_024648,NM_175902;NM_024648,NM_175902;NM_024648,NM_175902;NM_024648
17	77965782	77965788	2	cg21525032,cg07929164	Body;Body,Body;Body	N_Shore,N_Shore	C17orf101;C17orf101,C17orf101;C17orf101	NM_175902;NM_024648,NM_175902;NM_024648
17	78000320	78000668	2	cg22595391,cg09419005	Body;Body;Body,5UTR;5UTR;5UTR	N_Shore,N_Shore	C17orf62;C17orf62;C17orf62,C17orf62;C17orf62;C17orf62	NM_001100407;NM_001033046;NM_001100408,NM_001033046;NM_001100408;NM_001100407	hypo.chimp
17	77453101	77453239	5	cg23448635,cg13655341,cg03160815,cg22700854,cg08983961	TSS1500,TSS1500,TSS1500,TSS200,TSS200	Island,Island,Island,Island,Island	NPB,NPB,NPB,NPB,NPB	NM_148896,NM_148896,NM_148896,NM_148896,NM_148896	hyper.chimp
17	77616305	77616476	2	cg10000250,cg25093320	5UTR,5UTR	Island,Island	DUS1L,DUS1L	NM_022156,NM_022156	hyper.chimp
17	77779369	77779625	4	cg18345635,cg14417329,cg08296680,cg14654468	TSS1500;TSS1500,TSS200;TSS1500,TSS200;TSS1500,TSS1500;5UTR;1stExon	N_Shore,Island,Island,Island	SLC16A3;SLC16A3,SLC16A3;SLC16A3,SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3	NM_001042422;NM_004207,NM_001042422;NM_004207,NM_001042422;NM_004207,NM_004207;NM_001042422;NM_001042422
17	77782105	77783418	7	cg15862406,cg09147131,cg25804541,cg19590707,cg10377245,cg23224090,cg18083597	5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR,TSS200;5UTR;5UTR,TSS200;5UTR;5UTR,TSS200;5UTR;5UTR	Island,Island,Island,Island,Island,S_Shore,S_Shore	SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3	NM_001042422;NM_001042423;NM_004207,NM_001042422;NM_001042423;NM_004207,NM_001042422;NM_001042423;NM_004207,NM_001042422;NM_001042423;NM_004207,NM_001042423;NM_001042422;NM_004207,NM_001042423;NM_001042422;NM_004207,NM_001042423;NM_001042422;NM_004207
17	77787841	77787865	2	cg07466788,cg15437741	Body;Body;Body,Body;Body;Body	Island,Island	SLC16A3;SLC16A3;SLC16A3,SLC16A3;SLC16A3;SLC16A3	NM_004207;NM_001042423;NM_001042422,NM_004207;NM_001042423;NM_001042422
17	77890417	77890448	3	cg21325715,cg17864646,cg07058988	_,_	_,_	_,_	_,_
17	78286365	78287128	2	cg03077331,cg21697134	TSS1500,Body	Island,S_Shore	FN3K,FN3K	NM_022158,NM_022158
17	78301568	78302439	3	cg03115019,cg02398342,cg00960700	Body,TSS1500;3UTR,TSS1500	Island,N_Shore,Island	FN3K,TBCD;FN3K,TBCD	NM_022158,NM_005993;NM_022158,NM_005993	hyper.chimp
17	78010537	78010579	2	cg05003417,cg09673444	5UTR;Body;Body;Body,5UTR;Body;Body;Body	Island,S_Shore	NARF;NARF;NARF;NARF,NARF;NARF;NARF;NARF	NM_001038618;NM_001083608;NM_031968;NM_012336,NM_001038618;NM_001083608;NM_031968;NM_012336	hypo.chimp
17	78047900	78048103	2	cg25198941,cg16060163	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
17	78200200	78200236	2	cg27136344,cg10281770	TSS1500,TSS1500	S_Shore,S_Shore	WDR45L,WDR45L	NM_019613,NM_019613	hypo.chimp
17	78218174	78218307	3	cg18965659,cg12564108,cg09029293	Body,Body,Body	S_Shelf,S_Shelf,S_Shelf	RAB40B,RAB40B,RAB40B	NM_006822,NM_006822,NM_006822	hypo.chimp
17	78326245	78326456	3	cg19893067,cg18183042,cg11183935	Body,Body,Body	_,_	TBCD,TBCD,TBCD	NM_005993,NM_005993,NM_005993	hyper.chimp
17	78391237	78391272	2	cg07114009,cg10828599	Body;TSS200,Body;TSS200	_,_	TBCD;ZNF750,TBCD;ZNF750	NM_005993;NM_024702,NM_005993;NM_024702	hypo.chimp
17	78537379	78537482	3	cg19934381,cg14621217,cg01780009	Body,Body,Body	_,_	B3GNTL1,B3GNTL1,B3GNTL1	NM_001009905,NM_001009905,NM_001009905	hypo.chimp
17	78632615	78632695	2	cg20024403,cg00236576	Body,Body	Island,Island	METRNL,METRNL	NM_001004431,NM_001004431	hyper.chimp
18	63037	63562	3	cg14856082,cg17271683,cg12063583	_,_	N_Shore,Island,Island	_,_	_,_	hypo.chimp
18	2897240	2897347	2	cg23405696,cg13765206	Body,Body	Island,Island	EMILIN2,EMILIN2	NM_032048,NM_032048	hyper.chimp
18	3761110	3761151	2	cg00495303,cg25439807	Body;Body,Body;Body	N_Shore,N_Shore	DLGAP1;DLGAP1,DLGAP1;DLGAP1	NM_001003809;NM_004746,NM_001003809;NM_004746	hyper.chimp
18	5881602	5882245	5	cg12899381,cg00058163,cg26438105,cg27093273,cg17586988	1stExon,1stExon,TSS200,TSS200,TSS200	Island,S_Shore,S_Shore,S_Shore,S_Shore	TMEM200C,TMEM200C,TMEM200C,TMEM200C,TMEM200C	NM_001080209,NM_001080209,NM_001080209,NM_001080209,NM_001080209	hypo.chimp
18	8357052	8357098	2	cg11222672,cg13026370	TSS200;Body;Body,TSS200;Body;Body	N_Shore,N_Shore	LOC100192426;PTPRM;PTPRM,LOC100192426;PTPRM;PTPRM	NR_024419;NM_002845;NM_001105244,NR_024419;NM_002845;NM_001105244	hyper.chimp
18	9464143	9464707	3	cg21923525,cg13993179,cg15982419	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	RALBP1,RALBP1,RALBP1	NM_006788,NM_006788,NM_006788	hypo.chimp
18	11141283	11141764	2	cg00432659,cg12569880	_,_	S_Shore,S_Shore	_,_	_,_	hypo.chimp
18	13791010	13791271	3	cg27153492,cg05490993,cg00963654	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
18	18989646	18989670	2	cg13313047,cg24964110	Body;Body;TSS200,Body;Body;TSS200	_,_	CABLES1;CABLES1;CABLES1,CABLES1;CABLES1;CABLES1	NM_001100619;NR_023359;NM_138375,NM_001100619;NR_023359;NM_138375	hypo.chimp
18	20260087	20261269	3	cg19830372,cg13981356,cg03614916	TSS1500,TSS1500,Body	N_Shore,Island,S_Shore	IMPACT,IMPACT,IMPACT	NM_018439,NM_018439,NM_018439	hyper.chimp
18	21967624	21968082	7	cg25983544,cg06377543,cg00262344,cg15865827,cg22027766,cg01070760,cg21248196	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,5UTR;1stExon;5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;5UTR;1stExon;1stExon;5UTR,1stExon;1stExon;1stExon,Body;Body;Body	N_Shore,N_Shore,Island,Island,Island,S_Shore,S_Shore	PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8;PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8;PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8,PSMA8;PSMA8;PSMA8	NM_144662;NM_001025097;NM_001025096,NM_144662;NM_001025097;NM_001025096,NM_144662;NM_001025097;NM_001025096,NM_001025097;NM_144662;NM_144662;NM_001025096;NM_001025097;NM_001025096,NM_001025097;NM_144662;NM_144662;NM_001025096;NM_001025097;NM_001025096,NM_144662;NM_001025096;NM_001025097,NM_001025096;NM_001025097;NM_144662	hyper.chimp
18	22380070	22380359	2	cg19738924,cg00044299	5UTR;Body;5UTR,5UTR;Body;5UTR	N_Shore,N_Shore	KCTD1;KCTD1;KCTD1,KCTD1;KCTD1;KCTD1	NM_001136205;NM_001142730;NM_198991,NM_001136205;NM_001142730;NM_198991	hypo.chimp
18	41609412	41609987	4	cg25416153,cg18088442,cg21691166,cg16245698	_,_	Island,Island,Island,S_Shore	_,_	_,_	hypo.chimp
18	41672146	41673499	4	cg02351804,cg21529528,cg11029191,cg07869839	Body,Body,Body,Body	Island,Island,Island,S_Shore	SIGLEC15,SIGLEC15,SIGLEC15,SIGLEC15	NM_213602,NM_213602,NM_213602,NM_213602	hypo.chimp
18	41905684	41906452	2	cg22038796,cg26226511	Body,TSS1500	N_Shore,Island	PSTPIP2,PSTPIP2	NM_024430,NM_024430	hyper.chimp
18	42749669	42749874	2	cg00416882,cg21075378	Body;Body,Body;Body	N_Shore,N_Shore	PIAS2;PIAS2,PIAS2;PIAS2	NM_173206;NM_004671,NM_173206;NM_004671	hypo.chimp
18	42880896	42881438	2	cg00557175,cg20916427	Body,3UTR	_,_	KATNAL2,KATNAL2	NM_031303,NM_031303
18	50776363	50776442	2	cg07058998,cg16583884	TSS200;5UTR,TSS200;5UTR	N_Shore,N_Shore	CCDC68;CCDC68,CCDC68;CCDC68	NM_001143829;NM_025214,NM_001143829;NM_025214
18	52457259	52457435	2	cg00152799,cg24431033	TSS1500;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	TXNL1;TXNL1,TXNL1;TXNL1	NR_024546;NM_004786,NR_024546;NM_004786
18	56190912	56191193	3	cg13365022,cg18233497,cg13645651	1stExon;5UTR,1stExon;5UTR,TSS1500	_,_	MC4R;MC4R,MC4R;MC4R,MC4R	NM_005912;NM_005912,NM_005912;NM_005912,NM_005912
18	58203028	58203444	4	cg19524723,cg22205276,cg17804850,cg25740602	Body,3UTR,3UTR,3UTR	Island,Island,Island,S_Shore	TNFRSF11A,TNFRSF11A,TNFRSF11A,TNFRSF11A	NM_003839,NM_003839,NM_003839,NM_003839	hypo.chimp
18	46079002	46079361	5	cg14822719,cg21429408,cg05872236,cg00095165,cg06566034	_,_	N_Shore,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
18	52939967	52940191	2	cg25767345,cg13690424	_,_	Island,Island	_,_	_,_	hyper.chimp
18	53440795	53440813	2	cg21911276,cg20711496	TSS1500,TSS1500	S_Shore,S_Shore	NARS,NARS	NM_004539,NM_004539	hyper.chimp
18	59754659	59755347	5	cg02875788,cg02373380,cg19766763,cg12366685,cg03671431	_,_	Island,Island,Island,Island,S_Shore	_,_	_,_	hyper.chimp
18	59767472	59767842	3	cg13871400,cg26385283,cg03987884	TSS200,5UTR,5UTR	_,_	HMSD,HMSD,HMSD	NM_001123366,NM_001123366,NM_001123366	hyper.chimp
18	65221025	65221441	3	cg20103519,cg13890379,cg20169576	Body,Body,Body	Island,S_Shore,S_Shore	DOK6,DOK6,DOK6	NM_152721,NM_152721,NM_152721	hypo.chimp
18	72369890	72370257	2	cg17222996,cg00220661	Body,Body	_,_	LOC284276,LOC284276	NR_015417,NR_015417	hypo.chimp
18	73089617	73090151	3	cg17154602,cg18461021,cg19705131	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	GALR1,GALR1,GALR1	NM_001480,NM_001480,NM_001480	hypo.chimp
18	74367253	74367360	2	cg16113156,cg01267532	_,_	Island,Island	_,_	_,_	hyper.chimp
18	74740307	74740731	2	cg07320941,cg24663798	_,_	Island,Island	_,_	_,_	hypo.chimp
18	75477627	75478107	3	cg19109570,cg10929690,cg22048216	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
18	75643909	75644154	2	cg27463447,cg15999750	_,_	Island,Island	_,_	_,_	hypo.chimp
18	76018606	76019579	4	cg19815565,cg13590055,cg21237861,cg07500432	Body;Body;3UTR,Body;Body;3UTR,Body;Body;Body,Body;Body;Body	N_Shore,Island,Island,Island	LOC100130522;LOC100130522;PARD6G,LOC100130522;LOC100130522;PARD6G,PARD6G;LOC100130522;LOC100130522,PARD6G;LOC100130522;LOC100130522	NR_028340;NR_028339;NM_032510,NR_028340;NR_028339;NM_032510,NM_032510;NR_028340;NR_028339,NM_032510;NR_028340;NR_028339	hypo.chimp
18	76105036	76105228	2	cg01781417,cg07235805	Body,Body	Island,Island	PARD6G,PARD6G	NM_032510,NM_032510	hypo.chimp
19	217712	218602	2	cg23278040,cg14324693	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
19	241595	242315	5	cg22173141,cg03521736,cg16691033,cg02935627,cg12272837	Body;Body;5UTR,Body;1stExon;5UTR,Body;5UTR;TSS200,5UTR;1stExon;TSS200,5UTR;1stExon;TSS200	Island,Island,Island,Island,Island	PPAP2C;PPAP2C;PPAP2C,PPAP2C;PPAP2C;PPAP2C,PPAP2C;PPAP2C;PPAP2C,PPAP2C;PPAP2C;PPAP2C,PPAP2C;PPAP2C;PPAP2C	NM_177543;NM_003712;NM_177526,NM_003712;NM_177543;NM_177526,NM_003712;NM_177526;NM_177543,NM_177526;NM_003712;NM_177543,NM_177526;NM_003712;NM_177543
19	502401	502536	2	cg06423211,cg22603450	_,_	Island,Island	_,_	_,_
19	654757	655580	2	cg00565991,cg14667585	_,_	_,N_Shelf	_,_	_,_
19	1015218	1016728	3	cg12082025,cg13761375,cg18073514	Body,Body,TSS1500	Island,Island,N_Shore	ABCA7,ABCA7,HMHA1	NM_019112,NM_019112,NM_012292
19	1226448	1226466	2	cg26652302,cg24057176	TSS200,TSS200	Island,Island	C19orf24,C19orf24	NM_017914,NM_017914
19	1276052	1276099	2	cg26569518,cg14699651	_,_	Island,Island	_,_	_,_
19	1406356	1407157	3	cg26495575,cg06615719,cg21153658	Body,Body,Body	Island,Island,Island	APC2,APC2,APC2	NM_005883,NM_005883,NM_005883
19	1416556	1416962	2	cg12154045,cg22560193	Body,Body	Island,Island	APC2,APC2	NM_005883,NM_005883
19	1740460	1740618	2	cg02618733,cg17771569	Body,Body	Island,Island	ATP8B3,ATP8B3	NM_138813,NM_138813
19	1746983	1747985	4	cg11109122,cg08316083,cg19499085,cg25275011	Body,Body,Body,Body	Island,Island,Island,Island	ATP8B3,ATP8B3,ATP8B3,ATP8B3	NM_138813,NM_138813,NM_138813,NM_138813
19	1992955	1992960	2	cg26647303,cg00434573	Body;Body,Body;Body	Island,Island	MKNK2;MKNK2,MKNK2;MKNK2	NM_199054;NM_017572,NM_199054;NM_017572
19	2253401	2253871	3	cg19241679,cg11891591,cg25238537	5UTR,5UTR,5UTR	N_Shore,Island,Island	LINGO3,LINGO3,LINGO3	NM_001101391,NM_001101391,NM_001101391	hyper.chimp
19	446355	447239	2	cg06706875,cg26525091	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	MADCAM1;MADCAM1,MADCAM1;MADCAM1	NM_130762;NM_130760,NM_130762;NM_130760	hypo.chimp
19	475336	475608	2	cg13456654,cg19206078	_,_	Island,S_Shore	_,_	_,_	hypo.chimp
19	539447	540070	3	cg25367758,cg16010433,cg24158205	TSS1500,TSS1500,TSS1500	Island,Island,N_Shore	HCN2,HCN2,HCN2	NM_001194,NM_001194,NM_001194	hypo.chimp
19	561955	562506	3	cg06509837,cg06597652,cg26580869	Body,Body,Body	N_Shore,Island,Island	HCN2,HCN2,HCN2	NM_001194,NM_001194,NM_001194	hypo.chimp
19	659469	659568	2	cg04427490,cg16019612	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island	PALM;PALM,PALM;PALM	NM_001040134;NM_002579,NM_001040134;NM_002579	hypo.chimp
19	810545	810680	2	cg12505153,cg08828286	TSS200,1stExon;5UTR	N_Shore,N_Shore	CFD,CFD;CFD	NM_001928,NM_001928;NM_001928
19	947220	947631	3	cg04687439,cg01380607,cg26547384	_,_	Island,Island,Island	_,_	_,_
19	1158124	1158644	3	cg04583149,cg17151991,cg18405140	1stExon,Body,Body	Island,Island,S_Shore	STK11,STK11,STK11	NM_000455,NM_000455,NM_000455
19	1219008	1219838	2	cg12012524,cg21481141	TSS1500;Body;TSS1500;TSS1500,TSS1500;Body;TSS1500;TSS1500	Island,Island	CIRBP;C19orf23;CIRBP;CIRBP,CIRBP;C19orf23;CIRBP;CIRBP	NM_001280;NR_027271;NR_023313;NR_023312,NM_001280;NR_027271;NR_023313;NR_023312
19	1225794	1226167	2	cg13795840,cg06653052	Body;Body;TSS1500,TSS1500	Island,Island	CIRBP;CIRBP;C19orf24,C19orf24	NR_023313;NR_023312;NM_017914,NM_017914
19	1443038	1443043	2	cg22759185,cg02674804	Body,Body	S_Shore,S_Shore	REEP6,REEP6	NM_138393,NM_138393
19	1461584	1461692	2	cg17147471,cg15002904	Body,Body	Island,Island	ADAMTSL5,ADAMTSL5	NM_213604,NM_213604
19	2379350	2379567	3	cg26149485,cg03870261,cg25629768	3UTR;TSS1500,3UTR;TSS1500,3UTR;TSS1500	Island,Island,Island	LMNB2;TIMM13,LMNB2;TIMM13,LMNB2;TIMM13	NM_032737;NM_012458,NM_032737;NM_012458,NM_032737;NM_012458	hypo.chimp
19	2439464	2439560	2	cg12959079,cg26348487	_,_	Island,Island	_,_	_,_	hypo.chimp
19	2444740	2446334	3	cg24101337,cg01515960,cg23254497	_,_	N_Shore,Island,S_Shore	_,_	_,_	hypo.chimp
19	2497598	2497844	2	cg10181414,cg19851563	5UTR,5UTR	N_Shore,Island	GNG7,GNG7	NM_052847,NM_052847	hyper.chimp
19	2601727	2601826	3	cg03070741,cg01250212,cg27324541	5UTR,5UTR,5UTR	Island,Island,Island	GNG7,GNG7,GNG7	NM_052847,NM_052847,NM_052847
19	3309039	3309182	2	cg25485392,cg03583050	_,TSS1500	N_Shore,N_Shore	_,NFIC	_,NM_205843
19	3490097	3490158	2	cg17427615,cg00491548	Body;TSS200;3UTR,Body;3UTR;1stExon;5UTR	_,_	C19orf28;C19orf71;C19orf28,C19orf28;C19orf28;C19orf71;C19orf71	NM_001042680;NM_001135580;NM_021731,NM_001042680;NM_021731;NM_001135580;NM_001135580	hypo.chimp
19	3557463	3557501	2	cg15861540,cg04985611	5UTR;5UTR,5UTR;5UTR	Island,Island	TBXA2R;TBXA2R,TBXA2R;TBXA2R	NM_201636;NM_001060,NM_201636;NM_001060	hyper.chimp
19	3622903	3623087	2	cg09547756,cg01070272	Body,Body	Island,Island	PIP5K1C,PIP5K1C	NM_012398,NM_012398	hypo.chimp
19	3712197	3712825	3	cg18661237,cg07963189,cg18410885	TSS1500;5UTR,TSS1500;TSS200,TSS1500;TSS200	N_Shore,Island,Island	MRPL54;APBA3,MRPL54;APBA3,MRPL54;APBA3	NM_172251;NM_004886,NM_172251;NM_004886,NM_172251;NM_004886
19	3935058	3935323	2	cg10340117,cg18474153	Body;TSS1500,Body	N_Shore,N_Shore	EEF2;SNORD37,EEF2	NM_001961;NR_002602,NM_001961
19	4180293	4180509	2	cg19582265,cg19529363	TSS1500,TSS200	_,_	EBI3,EBI3	NM_005755,NM_005755
19	4227778	4228322	2	cg01308806,cg01328833	_,TSS1500	N_Shelf,N_Shore	_,SHD	_,NM_020209
19	4517677	4518641	2	cg24947324,cg26721868	_,_	Island,S_Shore	_,_	_,_
19	4736298	4736374	2	cg04512892,cg14818248	_,_	Island,Island	_,_	_,_
19	4860175	4860193	2	cg14993439,cg01977762	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	UHRF1;UHRF1,UHRF1;UHRF1	NM_001048201;NM_013282,NM_001048201;NM_013282
19	6446952	6446957	2	cg12625263,cg18671984	Body;TSS200,Body;TSS200	Island,Island	TUBB4;MIR220B,TUBB4;MIR220B	NM_006087;NR_030585,NM_006087;NR_030585
19	6453763	6453938	2	cg04738552,cg15677294	TSS1500,TSS1500	S_Shore,S_Shore	TUBB4,TUBB4	NM_006087,NM_006087
19	6664227	6664292	3	cg26556328,cg15202908,cg03189871	Body,Body,Body	S_Shelf,S_Shelf,S_Shelf	C3,C3,C3	NM_000064,NM_000064,NM_000064
19	7175513	7175713	2	cg09779027,cg00428638	Body;Body,Body;Body	_,_	INSR;INSR,INSR;INSR	NM_000208;NM_001079817,NM_000208;NM_001079817
19	7834546	7834773	2	cg03509094,cg22501922	Body;Body,3UTR;3UTR	Island,S_Shore	EVI5L;EVI5L,EVI5L;EVI5L	NM_145245;NM_001159944,NM_001159944;NM_145245
19	8507136	8507186	2	cg05621962,cg23446438	Body,Body	N_Shore,Island	MYO1F,MYO1F	NM_012335,NM_012335
19	9807388	9807560	2	cg25074458,cg02615157	Body,Body	Island,S_Shore	PIN1,PIN1	NM_006221,NM_006221
19	10266955	10267145	2	cg15194935,cg23936587	Body,Body	Island,Island	ICAM5,ICAM5	NM_003259,NM_003259
19	11378079	11378436	3	cg24937727,cg02774542,cg00767042	Body;Body,Body;Body,Body;Body	Island,Island,S_Shore	RGL3;RGL3,RGL3;RGL3,RGL3;RGL3	NM_001161616;NM_001035223,NM_001161616;NM_001035223,NM_001161616;NM_001035223
19	11452185	11452998	4	cg22159514,cg00112685,cg17478228,cg16667279	Body;Body,Body;Body,5UTR;1stExon;1stExon;5UTR,TSS200;TSS200	Island,Island,Island,Island	ELAVL3;ELAVL3,ELAVL3;ELAVL3,ELAVL3;ELAVL3;ELAVL3;ELAVL3,ELAVL3;ELAVL3	NM_032281;NM_001420,NM_032281;NM_001420,NM_001420;NM_032281;NM_001420;NM_032281,NM_001420;NM_032281
19	11785686	11786679	3	cg22922242,cg08047426,cg17936725	TSS1500,TSS1500,Body	N_Shore,N_Shore,S_Shore	ZNF440,ZNF440,ZNF440	NM_152357,NM_152357,NM_152357
19	12568809	12569229	4	cg07931792,cg01871581,cg17284236,cg06912922	Body,Body,Body,Body	Island,Island,Island,S_Shore	ZNF490,ZNF490,ZNF490,ZNF490	NM_020714,NM_020714,NM_020714,NM_020714
19	12642085	12642150	2	cg08654020,cg12078933	TSS1500;Body;Body;Body,TSS1500;Body;Body;Body	Island,S_Shore	C19orf56;MORG1;MORG1;MORG1,C19orf56;MORG1;MORG1;MORG1	NM_016145;NM_001099737;NR_029375;NM_032332,NM_016145;NM_001099737;NR_029375;NM_032332
19	12754057	12754288	2	cg26268866,cg17728851	_,_	N_Shore,Island	_,_	_,_
19	12807093	12807465	2	cg24076083,cg10812508	1stExon;5UTR,TSS1500	S_Shore,S_Shore	RTBDN;RTBDN,RTBDN	NM_031429;NM_031429,NM_031429	hypo.chimp
19	4289769	4289852	3	cg05517572,cg01549069,cg12229841	1stExon;5UTR;5UTR;1stExon,1stExon;5UTR;5UTR;1stExon,TSS200;TSS200	_,_	STAP2;STAP2;STAP2;STAP2,STAP2;STAP2;STAP2;STAP2,STAP2;STAP2	NM_001013841;NM_017720;NM_001013841;NM_017720,NM_001013841;NM_017720;NM_001013841;NM_017720,NM_017720;NM_001013841	hyper.chimp
19	4482638	4482790	2	cg24291974,cg22452122	Body,Body	Island,Island	PLIN5,PLIN5	NM_001013706,NM_001013706	hyper.chimp
19	5753267	5753444	2	cg24060040,cg03635300	_,_	Island,Island	_,_	_,_	hyper.chimp
19	6432945	6432951	2	cg08936307,cg21986966	TSS200,TSS200	_,_	DENND1C,DENND1C	NM_024898,NM_024898	hyper.chimp
19	6687708	6688003	2	cg15689224,cg27066829	5UTR;Body,5UTR;1stExon;Body	N_Shore,N_Shore	GPR108;GPR108,GPR108;GPR108;GPR108	NM_020171;NM_001080452,NM_020171;NM_020171;NM_001080452	hyper.chimp
19	6690184	6690268	3	cg03070187,cg02085507,cg08565675	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	TRIP10,TRIP10,TRIP10	NM_004240,NM_004240,NM_004240	hyper.chimp
19	7020202	7020301	2	cg15257469,cg24806966	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200	N_Shore,N_Shore	ZNF557;ZNF557;ZNF557,ZNF557;ZNF557;ZNF557	NM_024341;NM_001044388;NM_001044387,NM_001044387;NM_001044388;NM_024341	hyper.chimp
19	7700247	7700952	2	cg19283928,cg09772661	3UTR,Body	N_Shore,Island	CLEC4G,CLEC4G	NM_198492,NM_198492
19	7758120	7758739	3	cg26004707,cg12105671,cg01895740	TSS1500,TSS200,Body	N_Shore,N_Shore,N_Shore	CLEC4GP1,CLEC4GP1,CLEC4GP1	NR_002931,NR_002931,NR_002931
19	7873913	7873946	2	cg23850205,cg27497751	TSS1500,TSS1500	N_Shore,N_Shore	MAP2K7,MAP2K7	NM_145185,NM_145185
19	8415335	8415471	3	cg09456184,cg15697254,cg17477756	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	HNRNPM;HNRNPM,HNRNPM;HNRNPM,HNRNPM;HNRNPM	NM_005968;NM_031203,NM_005968;NM_031203,NM_005968;NM_031203
19	10573866	10573874	2	cg19392998,cg26489057	TSS1500,TSS1500	N_Shore,N_Shore	SLC44A2,SLC44A2	NM_001145056,NM_001145056
19	11550488	11550880	9	cg27542552,cg08599448,cg02874942,cg00487737,cg01602621,cg03302259,cg26570683,cg00481884,cg03719155	TSS1500;5UTR;5UTR;5UTR;1stExon,TSS1500;5UTR;TSS200;5UTR,TSS1500;5UTR;TSS200;5UTR,TSS1500;5UTR;1stExon;TSS200;5UTR;1stExon,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200	Island,Island,Island,Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	ACP5;ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5,ACP5;ACP5;ACP5;ACP5	NM_001611;NM_001111036;NM_001111034;NM_001111035;NM_001111034,NM_001611;NM_001111036;NM_001111034;NM_001111035,NM_001611;NM_001111036;NM_001111034;NM_001111035,NM_001611;NM_001111036;NM_001111036;NM_001111034;NM_001111035;NM_001111035,NM_001111034;NM_001611;NM_001111035;NM_001111036,NM_001111034;NM_001611;NM_001111035;NM_001111036,NM_001111034;NM_001611;NM_001111035;NM_001111036,NM_001111034;NM_001611;NM_001111035;NM_001111036,NM_001111034;NM_001611;NM_001111035;NM_001111036	hyper.chimp
19	11569137	11569328	2	cg27594834,cg19636366	TSS200,1stExon;5UTR	N_Shore,Island	ZNF627,ZNF627;ZNF627	NM_145295,NM_145295;NM_145295
19	11645344	11646337	10	cg00777011,cg05950877,cg25394203,cg26590664,cg21771200,cg15209566,cg02274869,cg10123421,cg24159514,cg27426146	TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,Body,Body,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,S_Shore	ZNF833,ZNF833,ZNF833,ZNF833,ZNF833,ZNF833,ZNF833,ZNF833,ZNF833,ZNF833	NR_028594,NR_028594,NR_028594,NR_028594,NR_028594,NR_028594,NR_028594,NR_028594,NR_028594,NR_028594
19	11665727	11666721	2	cg01558916,cg09838285	_,_	N_Shore,Island	_,_	_,_
19	11769503	11769712	2	cg18255008,cg23673107	TSS1500,TSS1500	N_Shore,N_Shore	ZNF491,ZNF491	NM_152356,NM_152356
19	11895589	11895925	3	cg24371216,cg21526173,cg20921874	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	ZNF700,ZNF700,ZNF700	NM_144566,NM_144566,NM_144566
19	12064066	12064644	2	cg09489445,cg01404753	TSS200,Body	Island,S_Shore	ZNF788,ZNF788	NR_027049,NR_027049
19	12112560	12112917	2	cg07757083,cg26901111	TSS1500,TSS1500	S_Shore,S_Shore	ZNF20,ZNF20	NM_021143,NM_021143
19	12628784	12629390	2	cg27493965,cg10776061	Body,Body	Island,S_Shore	MAN2B1,MAN2B1	NM_000528,NM_000528
19	12800446	12800587	2	cg18395558,cg09463900	Body;Body,Body;Body	Island,Island	RTBDN;RTBDN,RTBDN;RTBDN	NM_001080997;NM_031429,NM_001080997;NM_031429
19	13877603	13877729	3	cg14269716,cg21517055,cg09479389	5UTR;TSS1500,5UTR;TSS1500,5UTR;TSS1500	N_Shore,Island,Island	C19orf57;CC2D1A,C19orf57;CC2D1A,C19orf57;CC2D1A	NM_024323;NM_017721,NM_024323;NM_017721,NM_024323;NM_017721	hyper.chimp
19	12810372	12811850	3	cg26223654,cg14032244,cg08897044	5UTR;1stExon,Body,Body	Island,N_Shore,N_Shore	MAST1;MAST1,MAST1,MAST1	NM_014975;NM_014975,NM_014975,NM_014975
19	12863493	12863784	3	cg17414007,cg11863417,cg21050076	Body;Body,Body;Body,Body;Body	Island,Island,S_Shore	GCDH;GCDH,GCDH;GCDH,GCDH;GCDH	NM_000159;NM_013976,NM_000159;NM_013976,NM_000159;NM_013976
19	13076292	13076387	3	cg22463795,cg22436086,cg15123730	_,_	Island,Island,Island	_,_	_,_
19	13595932	13596020	3	cg12501546,cg26914865,cg17676631	_,_	_,_	_,_	_,_
19	13776583	13776689	3	cg25742801,cg13926358,cg10546977	Body,Body,Body	N_Shore,Island,Island	ZSWIM4,ZSWIM4,ZSWIM4	NM_023072,NM_023072,NM_023072
19	13845990	13846587	2	cg00716579,cg24482288	TSS1500;TSS1500,TSS200;Body	S_Shore,S_Shore	MIR181C;MIR181D,MIR181D;MIR181C	NR_029613;NR_030179,NR_030179;NR_029613
19	13925176	13925254	2	cg11453058,cg26969888	5UTR;1stExon;Body;1stExon;5UTR,TSS200;Body;TSS200	S_Shore,S_Shore	PODNL1;PODNL1;DCAF15;PODNL1;PODNL1,PODNL1;DCAF15;PODNL1	NM_001146254;NM_001146255;NM_138353;NM_001146254;NM_001146255,NM_001146255;NM_138353;NM_001146254
19	14090385	14090581	2	cg06614951,cg08072992	TSS1500,TSS1500	S_Shore,S_Shore	PRKACA,PRKACA	NM_002730,NM_002730
19	14554699	14554814	3	cg17701035,cg17934790,cg09472159	TSS200,TSS200,TSS200	_,_	CLEC17A,CLEC17A,CLEC17A	NM_207390,NM_207390,NM_207390
19	15389530	15389589	2	cg14588779,cg08097581	Body,Body	N_Shore,N_Shore	AKAP8L,AKAP8L	NM_014371,NM_014371
19	16050360	16050693	2	cg06590173,cg27377863	Body;Body,Body;Body	S_Shore,S_Shore	TPM4;TPM4,TPM4;TPM4	NM_001145160;NM_003290,NM_001145160;NM_003290
19	17766332	17766718	5	cg23771661,cg04517722,cg21960279,cg16744531,cg16024904	TSS1500,TSS1500,TSS1500,TSS1500,TSS200	N_Shore,Island,Island,Island,Island	B3GNT3,B3GNT3,B3GNT3,B3GNT3,B3GNT3	NM_014256,NM_014256,NM_014256,NM_014256,NM_014256
19	17803221	17803411	4	cg27309110,cg06655414,cg11085762,cg11624708	Body,Body,Body,Body	Island,Island,Island,Island	JAK3,JAK3,JAK3,JAK3	NM_000215,NM_000215,NM_000215,NM_000215
19	17834494	17835377	2	cg18610071,ch.19.17835377R	Body;Body;Body,_	S_Shelf,S_Shelf	RPL18AP3;SNORA68;RPL18A,_	NR_001593;NR_000012;NM_000980,_
19	17905416	17905745	2	cg25590734,cg07930940	5UTR;TSS1500,5UTR;TSS1500	S_Shore,S_Shore	CCDC124;CCDC124,CCDC124;CCDC124	NM_001136203;NM_138442,NM_001136203;NM_138442
19	17970045	17970226	2	cg15473218,cg20733663	Body,3UTR	Island,Island	KCNN1,KCNN1	NM_002248,NM_002248	hypo.chimp
19	14748150	14748827	2	cg26735598,cg00770155	Body;Body;Body;Body;Body;Body;Body,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR	_,_	EMR2;EMR2;EMR2;EMR2;EMR2;EMR2;EMR2,EMR2;EMR2;EMR2;EMR2;EMR2;EMR2;EMR2	NM_013447;NM_152921;NM_152917;NM_152919;NM_152920;NM_152918;NM_152916,NM_152919;NM_152917;NM_152921;NM_013447;NM_152920;NM_152918;NM_152916
19	15142357	15142517	2	cg02294312,cg21726593	Body,Body	Island,Island	NOTCH3,NOTCH3	NM_000435,NM_000435
19	15644239	15644848	3	cg14711976,cg23080427,cg04608829	TSS1500,TSS1500,TSS200	_,_	CYP4F12,CYP4F12,CYP4F12	NM_023944,NM_023944,NM_023944
19	15700006	15700556	2	cg03142364,cg26863013	1stExon,1stExon	Island,S_Shore	OR10H2,OR10H2	NM_013939,NM_013939
19	16298362	16299063	3	cg18473733,cg02668248,cg18530114	Body,Body,3UTR	Island,Island,Island	KLF2,KLF2,KLF2	NM_016270,NM_016270,NM_016270	hyper.chimp
19	17265960	17265977	2	cg01853216,cg14325436	Body,Body	Island,Island	ABHD8,ABHD8	NM_024527,NM_024527	hyper.chimp
19	17391319	17391662	2	cg02217814,cg26933453	TSS1500,TSS1500	N_Shore,Island	FAM125A,FAM125A	NM_138401,NM_138401	hyper.chimp
19	17819736	17819961	7	cg05635754,cg27035251,cg17423207,cg08130179,cg21988119,cg02285920,cg03491584	5UTR,5UTR;1stExon,TSS200,TSS200,TSS200,TSS200,TSS200	Island,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	JAK3,JAK3;JAK3,JAK3,JAK3,JAK3,JAK3,JAK3	NM_000215,NM_000215;NM_000215,NM_000215,NM_000215,NM_000215,NM_000215,NM_000215	hyper.chimp
19	18145235	18145321	2	cg07533630,cg01485548	TSS1500,TSS1500	N_Shore,N_Shore	IFI30,IFI30	NM_006332,NM_006332	hypo.chimp
19	18357921	18358201	7	cg19479654,cg02780743,cg16929104,cg21211585,cg08162780,cg12008047,cg03207391	TSS200,TSS200,TSS200,1stExon;5UTR,1stExon,1stExon,1stExon	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island	GDF15,GDF15,GDF15,GDF15;GDF15,GDF15,GDF15,GDF15	NM_004864,NM_004864,NM_004864,NM_004864;NM_004864,NM_004864,NM_004864,NM_004864
19	18360098	18360688	3	cg10047740,cg01077846,cg25460262	Body,Body,Body	Island,Island,Island	GDF15,GDF15,GDF15	NM_004864,NM_004864,NM_004864
19	18369115	18369620	3	cg03540731,cg11207353,cg15719255	1stExon;5UTR,TSS200,TSS1500	_,_	LRRC25;LRRC25,LRRC25,LRRC25	NM_145256;NM_145256,NM_145256,NM_145256	hypo.chimp
19	18390121	18390339	2	cg00751072,cg09516349	TSS1500;TSS1500,TSS1500;TSS1500	Island,Island	SSBP4;SSBP4,SSBP4;SSBP4	NM_032627;NM_001009998,NM_032627;NM_001009998	hypo.chimp
19	18410689	18411061	2	cg01065977,cg23468959	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	ISYNA1;ISYNA1;ISYNA1,ISYNA1;ISYNA1;ISYNA1	NM_016368;NM_001170938;NM_001170939,NM_016368;NM_001170938;NM_001170939	hyper.chimp
19	18450848	18450894	2	cg21499869,cg06747543	Body,Body	_,_	ELL,ELL	NM_006532,NM_006532	hypo.chimp
19	18566946	18567136	2	cg13407975,cg18376352	Body,Body	Island,Island	CRLF1,CRLF1	NM_004750,NM_004750	hypo.chimp
19	18740431	18740450	3	cg11669998,cg24085885,cg02705909	Body;Body,Body;Body,Body;Body	_,_	CRTC1;CRTC1,CRTC1;CRTC1,CRTC1;CRTC1	NM_015321;NM_001098482,NM_015321;NM_001098482,NM_015321;NM_001098482	hyper.chimp
19	18749799	18750003	2	cg15190383,cg05365033	3UTR;3UTR,3UTR;3UTR	Island,S_Shore	CRTC1;CRTC1,CRTC1;CRTC1	NM_015321;NM_001098482,NM_015321;NM_001098482	hyper.chimp
19	19142461	19142474	2	cg01726393,cg26152485	Body;5UTR;TSS1500;Body,Body;5UTR;TSS1500;Body	Island,Island	LOC729991-MEF2B;LOC729991-MEF2B;MEF2B;LOC729991-MEF2B,LOC729991-MEF2B;LOC729991-MEF2B;MEF2B;LOC729991-MEF2B	NR_027308;NM_005919;NM_001145785;NR_027307,NR_027308;NM_005919;NM_001145785;NR_027307	hypo.chimp
19	19183527	19184330	2	cg21204606,cg15976079	TSS1500,5UTR	N_Shore,S_Shore	NCAN,NCAN	NM_004386,NM_004386
19	19500553	19501075	6	cg12861170,cg22782873,cg10172584,cg15839431,cg11244672,cg20098710	TSS200,TSS200,TSS200,TSS200,Body,Body	Island,Island,Island,Island,Island,Island	YJEFN3,YJEFN3,YJEFN3,YJEFN3,YJEFN3,YJEFN3	NM_198537,NM_198537,NM_198537,NM_198537,NM_198537,NM_198537
19	19504011	19504534	2	cg08623644,cg09935271	Body,Body	N_Shore,S_Shore	YJEFN3,YJEFN3	NM_198537,NM_198537
19	23069863	23069876	2	ch.19.23069863R,ch.19.23069876R	_,_	_,_	_,_	_,_
19	24024043	24024269	2	ch.19.931598F,ch.19.931611R	_,_	_,_	_,_	_,_
19	34898457	34898791	2	cg06440065,cg01756756	TSS200;TSS1500,TSS1500;TSS1500	S_Shore,S_Shore	C19orf12;C19orf12,C19orf12;C19orf12	NM_031448;NM_001031726,NM_031448;NM_001031726
19	36944376	36944416	3	cg03093230,cg04743883,cg27027478	_,_	_,_	_,_	_,_
19	37528137	37528194	2	cg26813693,cg02282382	TSS1500;TSS1500,TSS200;TSS200	N_Shore,Island	ZNF507;ZNF507,ZNF507;ZNF507	NM_001136156;NM_014910,NM_001136156;NM_014910
19	37859893	37860286	2	cg23499126,cg22606262	3UTR;1stExon,3UTR;1stExon	Island,S_Shore	RGS9BP;RGS9BP,RGS9BP;RGS9BP	NM_207391;NM_207391,NM_207391;NM_207391
19	38052872	38052967	2	cg05467458,cg16861209	TSS1500;TSS1500,TSS1500;TSS1500	_,_	SLC7A9;SLC7A9,SLC7A9;SLC7A9	NM_001126335;NM_014270,NM_001126335;NM_014270
19	40212686	40212894	2	cg00568555,cg02017041	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	SCN1B;SCN1B,SCN1B;SCN1B	NM_001037;NM_199037,NM_001037;NM_199037
19	40222094	40223830	8	cg08380252,cg25341560,cg11749828,cg24715735,cg06151964,cg02060639,cg21484586,cg06672753	Body;TSS1500;TSS1500,3UTR;TSS1500;TSS1500,3UTR;TSS1500;TSS1500,TSS200;TSS200,1stExon;5UTR;1stExon;5UTR,5UTR;5UTR,5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,Island	SCN1B;HPN;HPN,SCN1B;HPN;HPN,SCN1B;HPN;HPN,HPN;HPN,HPN;HPN;HPN;HPN,HPN;HPN,HPN;HPN,HPN;HPN	NM_001037;NM_182983;NM_002151,NM_001037;NM_182983;NM_002151,NM_001037;NM_182983;NM_002151,NM_182983;NM_002151,NM_002151;NM_002151;NM_182983;NM_182983,NM_002151;NM_182983,NM_002151;NM_182983,NM_002151;NM_182983
19	40693737	40693835	2	cg24892948,cg19785918	TSS1500;Body;Body;TSS1500;Body;Body,TSS1500;Body;Body;TSS1500;Body;Body	_,_	DMKN;DMKN;DMKN;DMKN;DMKN;DMKN,DMKN;DMKN;DMKN;DMKN;DMKN;DMKN	NM_001126059;NM_033317;NM_001126056;NM_001126061;NM_001126058;NM_001126057,NM_001126059;NM_033317;NM_001126056;NM_001126061;NM_001126058;NM_001126057
19	40696472	40697087	3	cg17662083,cg15078284,cg09342697	TSS200;TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	_,_	DMKN;DMKN;DMKN;DMKN,DMKN;DMKN;DMKN;DMKN,DMKN;DMKN;DMKN;DMKN	NM_001126056;NM_001126057;NM_001126058;NM_033317,NM_033317;NM_001126057;NM_001126058;NM_001126056,NM_033317;NM_001126057;NM_001126058;NM_001126056
19	41034565	41035370	3	cg19498228,cg21459969,cg14327228	1stExon,TSS1500,TSS1500	_,N_Shelf,N_Shelf	NPHS1,NPHS1,NPHS1	NM_004646,NM_004646,NM_004646
19	41081340	41081673	3	cg18444673,cg16875629,cg27297851	5UTR,5UTR,5UTR	N_Shore,Island,Island	NFKBID,NFKBID,NFKBID	NM_139239,NM_139239,NM_139239	hypo.chimp
19	19705224	19705368	3	cg08522143,cg00876449,cg14010379	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	ZNF14,ZNF14,ZNF14	NM_021030,NM_021030,NM_021030	hyper.chimp
19	21438287	21438621	4	cg18692149,cg01048962,cg23026602,cg02997983	_,_	Island,Island,S_Shore,S_Shore	_,_	_,_	hyper.chimp
19	21449490	21449766	3	cg18399075,cg21651328,cg07800665	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
19	21742036	21742318	4	cg03300705,cg23187015,cg24102457,cg08313242	Body,TSS200,TSS200,TSS200	Island,S_Shore,S_Shore,S_Shore	ZNF100,ZNF100,ZNF100,ZNF100	NM_173531,NM_173531,NM_173531,NM_173531	hyper.chimp
19	21810378	21810934	7	cg24886770,cg02612618,cg14252602,cg24324871,cg13604887,cg19063564,cg18875716	Body,Body,Body,Body,5UTR;1stExon,TSS200,TSS200	N_Shore,Island,Island,Island,S_Shore,S_Shore,S_Shore	ZNF43,ZNF43,ZNF43,ZNF43,ZNF43;ZNF43,ZNF43,ZNF43	NM_003423,NM_003423,NM_003423,NM_003423,NM_003423;NM_003423,NM_003423,NM_003423
19	21826258	21826639	4	cg07655636,cg03803071,cg07620039,cg21537383	_,_	Island,Island,Island,Island	_,_	_,_
19	22779666	22780282	2	cg17959416,cg26870536	_,_	N_Shelf,N_Shore	_,_	_,_
19	23091906	23092083	2	cg21769640,cg08301572	_,_	Island,S_Shore	_,_	_,_
19	32976331	32977148	8	cg21616552,cg17155612,cg03170611,cg22473312,cg08220598,cg17871739,cg24415565,cg03751272	Body,Body,Body,Body,TSS200,TSS200,TSS200,TSS1500	N_Shore,Island,Island,Island,Island,Island,Island,S_Shore	LOC148189,LOC148189,LOC148189,LOC148189,LOC148189,LOC148189,LOC148189,LOC148189	NR_027301,NR_027301,NR_027301,NR_027301,NR_027301,NR_027301,NR_027301,NR_027301
19	35902296	35902890	2	cg15465219,cg14761773	_,_	N_Shore,S_Shore	_,_	_,_
19	38154075	38154880	2	cg26741350,cg00891608	Body;TSS1500,TSS200;TSS200	N_Shore,Island	CCDC123;C19orf40,C19orf40;CCDC123	NM_032816;NM_152266,NM_152266;NM_032816
19	38704859	38704957	2	cg06546607,cg23010452	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	PEPD;PEPD;PEPD,PEPD;PEPD;PEPD	NM_001166057;NM_001166056;NM_000285,NM_001166057;NM_001166056;NM_000285
19	38866847	38867394	9	cg13954131,cg19541912,cg11351746,cg24739326,cg22200289,cg27111678,cg05230054,cg13959523,cg20439889	5UTR;5UTR;TSS1500,5UTR;5UTR;TSS1500,5UTR;TSS200;5UTR,5UTR;TSS200;5UTR,5UTR;TSS200;5UTR,5UTR;TSS200;5UTR,5UTR;TSS200;5UTR,5UTR;5UTR;1stExon;5UTR,5UTR;5UTR;1stExon;5UTR	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island	CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8,CHST8;CHST8;CHST8;CHST8,CHST8;CHST8;CHST8;CHST8	NM_001127895;NM_001127896;NM_022467,NM_001127895;NM_001127896;NM_022467,NM_001127895;NM_022467;NM_001127896,NM_001127895;NM_022467;NM_001127896,NM_001127895;NM_022467;NM_001127896,NM_001127895;NM_022467;NM_001127896,NM_001127895;NM_022467;NM_001127896,NM_022467;NM_001127895;NM_022467;NM_001127896,NM_022467;NM_001127895;NM_022467;NM_001127896
19	39002465	39003402	6	cg08321942,cg11907262,cg15437053,cg01151135,cg04539503,cg18311360	_,_	N_Shore,Island,Island,Island,Island,S_Shore	_,_	_,_
19	39547555	39547979	2	cg26986236,cg19214477	TSS1500,5UTR;1stExon	N_Shore,Island	GPI,GPI;GPI	NM_000175,NM_000175;NM_000175	hyper.chimp
19	39778493	39778693	2	cg14810329,cg12115438	TSS1500,TSS1500	_,_	SCGBL,SCGBL	NM_001025591,NM_001025591	hyper.chimp
19	40021481	40022083	4	cg26346108,cg22351833,cg01413790,cg11701869	_,_	N_Shore,Island,Island,S_Shore	_,_	_,_	hyper.chimp
19	40088043	40088508	3	cg00515457,cg06193578,cg11599207	_,_	Island,Island,S_Shore	_,_	_,_	hyper.chimp
19	40324404	40324607	2	cg05216501,cg17682828	Body;Body,Body;TSS1500;Body	Island,N_Shore	FXYD1;FXYD1,FXYD1;FXYD7;FXYD1	NM_005031;NM_021902,NM_005031;NM_022006;NM_021902	hyper.chimp
19	40407780	40407816	2	cg07819892,cg08833636	Body,Body	Island,Island	FAM187B,FAM187B	NM_152481,NM_152481	hyper.chimp
19	40511615	40511825	2	cg15001615,cg19977428	TSS1500,TSS200	_,_	CD22,CD22	NM_001771,NM_001771	hyper.chimp
19	41026765	41027160	3	cg19060383,cg09510559,cg25537669	Body,Body,Body	N_Shore,Island,Island	NPHS1,NPHS1,NPHS1	NM_004646,NM_004646,NM_004646	hyper.chimp
19	41191506	41191679	3	cg17659920,cg18059891,cg21550442	5UTR;1stExon,TSS200,TSS200	N_Shore,N_Shore,N_Shore	C19orf46;C19orf46,C19orf46,C19orf46	NM_001039876;NM_001039876,NM_001039876,NM_001039876
19	41514151	41514512	4	cg23054584,cg24027100,cg21808240,cg02810156	_,_	N_Shore,Island,Island,Island	_,_	_,_
19	41755996	41756726	2	cg15681038,cg26798850	1stExon;5UTR;5UTR;5UTR,TSS1500;5UTR;5UTR	Island,S_Shore	ZNF529;ZNF529;ZNF529;ZNF529,ZNF529;ZNF529;ZNF529	NM_020951;NM_020951;NM_001145650;NM_001145649,NM_020951;NM_001145650;NM_001145649	hyper.chimp
19	42517147	42517848	2	cg26734888,cg23448505	TSS1500,5UTR	Island,S_Shore	HKR1,HKR1	NM_181786,NM_181786
19	42553386	42554112	4	cg06610641,cg07856758,cg22460206,cg08574346	TSS1500,TSS1500,TSS1500,5UTR	N_Shore,N_Shore,Island,S_Shore	ZNF527,ZNF527,ZNF527,ZNF527	NM_032453,NM_032453,NM_032453,NM_032453	hyper.chimp
19	43405082	43405132	2	cg06942742,cg15072680	Body;5UTR;Body,Body;5UTR;Body	Island,Island	DPF1;DPF1;DPF1,DPF1;DPF1;DPF1	NM_001135155;NM_001135156;NM_004647,NM_001135155;NM_001135156;NM_004647	hypo.chimp
19	43486394	43486891	7	cg27174108,cg07665060,cg03049863,cg11708454,cg11272232,cg00412772,cg22014579	TSS1500;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR,TSS1500;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR,3UTR;3UTR;3UTR;3UTR;3UTR;3UTR;TSS200;3UTR,3UTR;3UTR;3UTR;3UTR;3UTR;3UTR;TSS200;3UTR,3UTR;3UTR;1stExon;3UTR;3UTR;3UTR;3UTR;3UTR;5UTR,3UTR;3UTR;1stExon;3UTR;3UTR;3UTR;3UTR;3UTR;5UTR,Body;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR;3UTR	_,_	C19orf33;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B,C19orf33;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B,YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;C19orf33;YIF1B,YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;C19orf33;YIF1B,YIF1B;YIF1B;C19orf33;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;C19orf33,YIF1B;YIF1B;C19orf33;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;C19orf33,C19orf33;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B;YIF1B	NM_033520;NM_001145462;NM_001039673;NM_033557;NM_001145463;NM_001145461;NM_001039671;NM_001039672,NM_033520;NM_001145462;NM_001039673;NM_033557;NM_001145463;NM_001145461;NM_001039671;NM_001039672,NM_001145462;NM_001039673;NM_033557;NM_001145463;NM_001145461;NM_001039671;NM_033520;NM_001039672,NM_001145462;NM_001039673;NM_033557;NM_001145463;NM_001145461;NM_001039671;NM_033520;NM_001039672,NM_001039672;NM_001145462;NM_033520;NM_033557;NM_001039673;NM_001039671;NM_001145461;NM_001145463;NM_033520,NM_001039672;NM_001145462;NM_033520;NM_033557;NM_001039673;NM_001039671;NM_001145461;NM_001145463;NM_033520,NM_033520;NM_001145462;NM_001039673;NM_033557;NM_001145463;NM_001145461;NM_001039671;NM_001039672
19	43567934	43569714	7	cg03609062,cg01275006,cg14299480,cg17068631,cg00038736,cg25820703,cg15027300	Body,Body,Body,Body,Body,Body,Body	Island,Island,Island,Island,Island,Island,Island	GGN,GGN,GGN,GGN,GGN,GGN,GGN	NM_152657,NM_152657,NM_152657,NM_152657,NM_152657,NM_152657,NM_152657
19	43608578	43608779	2	cg23072008,cg09941112	1stExon;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;5UTR;5UTR;1stExon;1stExon;5UTR,1stExon;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;1stExon;5UTR;5UTR;5UTR;1stExon;1stExon;5UTR	_,_	RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4,RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4;RASGRP4	NM_001146202;NM_001146204;NM_001146203;NM_170604;NM_001146207;NM_001146206;NM_001146206;NM_001146205;NM_001146205;NM_001146202;NM_001146204;NM_001146203;NM_001146207;NM_170604,NM_001146202;NM_001146204;NM_001146203;NM_170604;NM_001146207;NM_001146206;NM_001146206;NM_001146205;NM_001146205;NM_001146202;NM_001146204;NM_001146203;NM_001146207;NM_170604
19	43635174	43635260	2	cg03708907,cg27321311	Body;Body,Body;Body	N_Shore,Island	RYR1;RYR1,RYR1;RYR1	NM_000540;NM_001042723,NM_000540;NM_001042723
19	43800369	43800916	3	cg15679651,cg24337786,cg00233307	1stExon;1stExon;TSS1500,TSS200;TSS1500;TSS200,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	MAP4K1;MAP4K1;EIF3K,MAP4K1;EIF3K;MAP4K1,MAP4K1;EIF3K;MAP4K1	NM_001042600;NM_007181;NM_013234,NM_007181;NM_013234;NM_001042600,NM_007181;NM_013234;NM_001042600
19	44115310	44115486	2	cg05627561,cg24681573	3UTR;3UTR;3UTR,3UTR;3UTR;3UTR	S_Shore,S_Shelf	MRPS12;MRPS12;MRPS12,MRPS12;MRPS12;MRPS12	NM_021107;NM_033363;NM_033362,NM_021107;NM_033363;NM_033362
19	45168159	45168263	2	cg25163134,cg17757000	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	PSMC4;PSMC4,PSMC4;PSMC4	NM_006503;NM_153001,NM_006503;NM_153001
19	45794631	45794698	2	cg06399029,cg10146402	TSS1500;Body,TSS1500;Body	N_Shore,Island	LTBP4;LTBP4,LTBP4;LTBP4	NM_001042544;NM_003573,NM_001042544;NM_003573
19	45797995	45798191	4	cg10253929,cg22046408,cg18878134,cg12486308	TSS1500;Body;Body,TSS1500;Body;Body,TSS1500;Body;Body,TSS1500;Body;Body	Island,Island,Island,Island	LTBP4;LTBP4;LTBP4,LTBP4;LTBP4;LTBP4,LTBP4;LTBP4;LTBP4,LTBP4;LTBP4;LTBP4	NM_001042545;NM_001042544;NM_003573,NM_001042545;NM_001042544;NM_003573,NM_001042545;NM_001042544;NM_003573,NM_001042545;NM_001042544;NM_003573
19	46528790	46528963	3	cg04614483,cg11037750,cg09926389	3UTR,Body,Body	N_Shore,Island,Island	TGFB1,TGFB1,TGFB1	NM_000660,NM_000660,NM_000660	hypo.chimp
19	44035185	44035414	3	cg17152154,cg25383505,cg16464322	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	HNRNPL,HNRNPL,HNRNPL	NM_001005335,NM_001005335,NM_001005335	hyper.chimp
19	44052153	44052170	2	cg02711397,cg09474229	Body,Body	Island,Island	RINL,RINL	NM_198445,NM_198445	hyper.chimp
19	44430504	44431055	3	cg13486805,cg02672759,cg00675721	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
19	46904341	46904434	2	cg24814257,cg20690737	TSS200,5UTR;1stExon	_,_	CEACAM5,CEACAM5;CEACAM5	NM_004363,NM_004363;NM_004363
19	46950176	46951075	2	cg03337035,cg02400565	TSS1500,TSS200	_,_	CEACAM6,CEACAM6	NM_002483,NM_002483
19	47328465	47329645	4	cg07716663,cg01027750,cg22054191,cg07667560	5UTR;1stExon,TSS200,TSS1500,TSS1500	N_Shore,N_Shore,Island,S_Shore	POU2F2;POU2F2,POU2F2,POU2F2,POU2F2	NM_002698;NM_002698,NM_002698,NM_002698,NM_002698	hyper.chimp
19	47498999	47499027	2	cg20715295,cg08400147	TSS1500;5UTR;TSS1500;TSS1500,TSS1500;5UTR;TSS1500;TSS1500	S_Shore,S_Shore	PAFAH1B3;PRR19;PAFAH1B3;PAFAH1B3,PAFAH1B3;PRR19;PAFAH1B3;PAFAH1B3	NM_002573;NM_199285;NM_001145939;NM_001145940,NM_002573;NM_199285;NM_001145939;NM_001145940	hypo.chimp
19	47502857	47502875	2	cg14242928,cg01127878	5UTR,5UTR	Island,Island	PRR19,PRR19	NM_199285,NM_199285	hypo.chimp
19	47509821	47510321	2	cg13834567,cg08207466	Body,Body	Island,S_Shore	TMEM145,TMEM145	NM_173633,NM_173633	hypo.chimp
19	47608472	47608806	3	cg27556150,cg22704780,cg18567268	Body,Body,Body	S_Shore,S_Shore,S_Shelf	LIPE,LIPE,LIPE	NM_005357,NM_005357,NM_005357	hypo.chimp
19	47618914	47619126	2	cg16517523,cg24276035	Body,Body	N_Shore,Island	LIPE,LIPE	NM_005357,NM_005357	hyper.chimp
19	48661490	48661609	2	cg25340403,cg07643267	1stExon,1stExon;5UTR	S_Shore,S_Shore	LYPD3,LYPD3;LYPD3	NM_014400,NM_014400;NM_014400
19	49455819	49456443	5	cg15904523,cg07894352,cg01278873,cg14531862,cg08662052	TSS200,TSS200,1stExon;5UTR,5UTR,5UTR	Island,Island,Island,Island,S_Shore	ZNF233,ZNF233,ZNF233;ZNF233,ZNF233,ZNF233	NM_181756,NM_181756,NM_181756;NM_181756,NM_181756,NM_181756	hyper.chimp
19	48697648	48697988	4	cg21611230,cg25067547,cg09416588,cg22234855	Body,Body,Body,Body	N_Shore,Island,Island,Island	PHLDB3,PHLDB3,PHLDB3,PHLDB3	NM_198850,NM_198850,NM_198850,NM_198850	hypo.chimp
19	48731567	48731710	3	cg22159528,cg10571104,cg01080902	Body,Body,3UTR	Island,Island,S_Shore	ZNF575,ZNF575,ZNF575	NM_174945,NM_174945,NM_174945
19	50286250	50286510	3	cg18383668,cg08436089,cg03270332	3UTR;3UTR;3UTR,3UTR;3UTR;3UTR,3UTR;3UTR;3UTR	Island,Island,Island	GEMIN7;GEMIN7;GEMIN7,GEMIN7;GEMIN7;GEMIN7,GEMIN7;GEMIN7;GEMIN7	NM_001007269;NM_001007270;NM_024707,NM_001007269;NM_001007270;NM_024707,NM_001007269;NM_001007270;NM_024707	hypo.chimp
19	50196082	50196230	2	cg02727285,cg06716283	TSS1500,TSS1500	N_Shore,N_Shore	RELB,RELB	NM_006509,NM_006509	hyper.chimp
19	50347963	50349110	4	cg15661473,cg18585988,cg21574675,cg24122218	Body,Body,Body,Body	Island,Island,Island,S_Shore	NKPD1,NKPD1,NKPD1,NKPD1	NM_198478,NM_198478,NM_198478,NM_198478	hyper.chimp
19	50962162	50962252	2	cg27181142,cg25686087	Body,Body	Island,Island	SIX5,SIX5	NM_175875,NM_175875	hypo.chimp
19	51424060	51424191	2	cg00871055,cg17523945	TSS1500,TSS1500	_,_	IGFL1,IGFL1	NM_198541,NM_198541	hyper.chimp
19	51623909	51624148	3	cg23660248,cg01999026,cg20079139	_,_	Island,Island,Island	_,_	_,_	hyper.chimp
19	52922674	52923311	2	cg02718229,cg12489353	Body,Body	S_Shore,S_Shore	EHD2,EHD2	NM_014601,NM_014601	hypo.chimp
19	53306585	53307118	2	cg15109207,cg15154232	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	_,_	PLA2G4C;PLA2G4C;PLA2G4C,PLA2G4C;PLA2G4C;PLA2G4C	NM_001159323;NM_003706;NM_001159322,NM_001159323;NM_003706;NM_001159322	hypo.chimp
19	53520205	53520224	2	cg13633756,cg19805953	TSS1500,TSS1500	S_Shelf,S_Shelf	EMP3,EMP3	NM_001425,NM_001425	hypo.chimp
19	53608916	53609628	2	cg05346491,cg10161743	Body,Body	N_Shore,N_Shore	GRIN2D,GRIN2D	NM_000836,NM_000836	hypo.chimp
19	53751325	53751614	2	cg04714466,cg02314896	Body,Body	N_Shelf,N_Shore	SULT2B1,SULT2B1	NM_177973,NM_177973	hypo.chimp
19	53753488	53753514	2	cg05018821,cg07869434	Body,Body	Island,Island	SULT2B1,SULT2B1	NM_177973,NM_177973	hypo.chimp
19	53814399	53814825	2	cg23398323,cg12253200	TSS200;5UTR;1stExon,TSS1500;5UTR	Island,S_Shore	RPL18;SPHK2;SPHK2,RPL18;SPHK2	NM_000979;NM_020126;NM_020126,NM_000979;NM_020126	hyper.chimp
19	53890328	53890841	2	cg22654949,cg20441902	TSS1500;TSS1500,TSS200;TSS200	N_Shore,N_Shore	FUT2;FUT2,FUT2;FUT2	NM_000511;NM_001097638,NM_001097638;NM_000511	hypo.chimp
19	54149477	54149667	2	cg27565645,cg14833160	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	BAX;BAX;BAX;BAX;BAX,BAX;BAX;BAX;BAX;BAX	NM_138764;NM_004324;NM_138763;NM_138761;NR_027882,NM_138764;NM_004324;NM_138763;NM_138761;NR_027882	hyper.chimp
19	54253130	54253406	2	cg18167829,cg16599136	_,_	Island,Island	_,_	_,_	hypo.chimp
19	54259812	54259848	2	cg13977597,cg01377911	TSS1500,TSS1500	_,_	NTF4,NTF4	NM_006179,NM_006179	hypo.chimp
19	54328082	54328406	3	cg08319905,cg07586008,cg17292758	Body,Body,Body	Island,Island,Island	PPFIA3,PPFIA3,PPFIA3	NM_003660,NM_003660,NM_003660	hypo.chimp
19	54350609	54350725	2	cg21697944,cg27016307	TSS200,TSS1500	N_Shelf,N_Shore	HRC,HRC	NM_002152,NM_002152	hyper.chimp
19	54360541	54361093	2	cg09511741,cg03716852	Body,Body	N_Shore,Island	TRPM4,TRPM4	NM_017636,NM_017636	hypo.chimp
19	54535377	54535734	3	cg17393635,cg16423910,cg01468567	Body;Body,3UTR;3UTR,3UTR	Island,Island,S_Shore	CD37;CD37,CD37;CD37,TEAD2	NM_001040031;NM_001774,NM_001040031;NM_001774,NM_003598
19	54692398	54692672	2	cg10384569,cg11271593	Body;TSS1500,Body;TSS200	S_Shore,S_Shore	RPS11;SNORD35B,RPS11;SNORD35B	NM_001015;NR_001285,NM_001015;NR_001285
19	54883251	54883912	2	cg19309676,cg00569418	TSS1500;Body;Body;Body,1stExon;5UTR	Island,N_Shore	C19orf76;PRMT1;PRMT1;PRMT1,C19orf76;C19orf76	NM_001101340;NM_198318;NM_198319;NM_001536,NM_001101340;NM_001101340	hypo.chimp
19	54631585	54631694	2	cg14767950,cg00392377	Body,Body	Island,Island	SLC17A7,SLC17A7	NM_020309,NM_020309	hyper.chimp
19	54669059	54669078	2	cg17798978,cg01667384	TSS1500,TSS1500	_,_	FLT3LG,FLT3LG	NM_001459,NM_001459	hyper.chimp
19	54865384	54865497	2	cg14678021,cg19721730	Body;Body,Body;Body	Island,Island	BCL2L12;BCL2L12,BCL2L12;BCL2L12	NM_001040668;NM_138639,NM_001040668;NM_138639	hyper.chimp
19	54941276	54941739	6	cg22525294,cg26744682,cg15177613,cg03337057,cg13221404,cg14969099	Body,Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,Island,S_Shore	TSKS,TSKS,TSKS,TSKS,TSKS,TSKS	NM_021733,NM_021733,NM_021733,NM_021733,NM_021733,NM_021733	hypo.chimp
19	54997154	54997884	2	cg14557787,cg22465479	Body;Body,Body;Body	S_Shore,S_Shelf	AP2A1;AP2A1,AP2A1;AP2A1	NM_014203;NM_130787,NM_014203;NM_130787	hypo.chimp
19	55085066	55085809	2	cg03608628,cg03166835	Body;Body,Body;Body	Island,Island	IL4I1;IL4I1,IL4I1;IL4I1	NM_152899;NM_172374,NM_152899;NM_172374	hyper.chimp
19	55245494	55246322	7	cg26353468,cg21634218,cg26257814,cg07655045,cg27397787,cg22531183,cg18756179	TSS1500,TSS1500,TSS1500,TSS200,TSS200,Body,Body	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island,S_Shore	FLJ26850,FLJ26850,FLJ26850,FLJ26850,FLJ26850,FLJ26850,FLJ26850	NR_027257,NR_027257,NR_027257,NR_027257,NR_027257,NR_027257,NR_027257	hypo.chimp
19	55627850	55627984	5	cg00655982,cg18559348,cg17871610,cg09281364,cg22196260	TSS200,TSS200,TSS200,TSS200,1stExon;5UTR	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	MYBPC2,MYBPC2,MYBPC2,MYBPC2,MYBPC2;MYBPC2	NM_004533,NM_004533,NM_004533,NM_004533,NM_004533;NM_004533
19	55861472	55863956	5	cg17826344,cg13740815,cg08447324,cg01427575,cg18411150	Body,Body,Body,Body,Body	Island,Island,Island,Island,S_Shore	SHANK1,SHANK1,SHANK1,SHANK1,SHANK1	NM_016148,NM_016148,NM_016148,NM_016148,NM_016148
19	56163623	56163854	2	cg19014858,cg04516952	5UTR;1stExon;5UTR;1stExon;5UTR,5UTR;1stExon;5UTR;1stExon;5UTR	_,_	KLK6;KLK6;KLK6;KLK6;KLK6,KLK6;KLK6;KLK6;KLK6;KLK6	NM_001012965;NM_001012965;NM_002774;NM_001012964;NM_001012964,NM_001012965;NM_001012965;NM_002774;NM_001012964;NM_001012964
19	56196046	56196328	2	cg25753693,cg08473487	Body;Body;Body;Body,5UTR;5UTR;5UTR;5UTR	N_Shore,N_Shore	KLK8;KLK8;KLK8;KLK8,KLK8;KLK8;KLK8;KLK8	NM_007196;NM_144506;NM_144507;NM_144505,NM_144507;NM_007196;NM_144506;NM_144505
19	56521796	56523086	5	cg18363918,cg15985184,cg07382943,cg06667574,cg08874512	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore	IGLON5,IGLON5,IGLON5,IGLON5,IGLON5	NM_001101372,NM_001101372,NM_001101372,NM_001101372,NM_001101372
19	56537258	56537753	3	cg07056626,cg15718494,cg04944904	TSS200,TSS1500,TSS1500	S_Shore,S_Shore,S_Shelf	VSIG10L,VSIG10L,VSIG10L	NM_001163922,NM_001163922,NM_001163922
19	56887311	56887371	2	cg03010301,cg05493001	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	_,_	MIR125A;MIR99B;NCRNA00085;MIRLET7E,MIR125A;MIR99B;NCRNA00085;MIRLET7E	NR_029693;NR_029843;NR_024330;NR_029482,NR_029693;NR_029843;NR_024330;NR_029482
19	57082622	57083601	4	cg06878361,cg16731240,cg13393830,cg25361850	Body;5UTR;5UTR,TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,Island,S_Shore,S_Shore	ZNF577;ZNF577;ZNF577,ZNF577;ZNF577;ZNF577,ZNF577;ZNF577;ZNF577,ZNF577;ZNF577;ZNF577	NR_024181;NM_001135590;NM_032679,NR_024181;NM_032679;NM_001135590,NR_024181;NM_001135590;NM_032679,NR_024181;NM_001135590;NM_032679
19	57366889	57368256	3	cg08203569,cg20034712,ch.19.1716179R	TSS200,TSS1500,_	S_Shore,S_Shore,S_Shore	ZNF836,ZNF836,_	NM_001102657,NM_001102657,_
19	57885114	57885936	2	cg06596975,cg10871876	Body,TSS1500	Island,S_Shore	ZNF83,ZNF83	NR_003936,NR_003936
19	58354492	58354770	2	cg15584946,cg19722781	TSS1500,TSS1500	S_Shore,S_Shore	ZNF347,ZNF347	NM_032584,NM_032584
19	59186305	59187193	3	cg22025854,cg21154793,cg00369333	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200	N_Shore,N_Shore,N_Shore	CACNG6;CACNG6;CACNG6,CACNG6;CACNG6;CACNG6,CACNG6;CACNG6;CACNG6	NM_145815;NM_145814;NM_031897,NM_145815;NM_145814;NM_031897,NM_145814;NM_031897;NM_145815
19	59309621	59309743	3	cg05925291,cg16659026,cg25795456	TSS1500;Body,TSS1500;Body,TSS1500;Body	N_Shore,N_Shore,N_Shore	PRPF31;TFPT,PRPF31;TFPT,PRPF31;TFPT	NM_015629;NM_013342,NM_015629;NM_013342,NM_015629;NM_013342
19	59591590	59591909	3	cg00562265,cg00741012,cg20087757	_,_	_,_	_,_	_,_
19	59619824	59619997	2	cg21287054,cg15972301	Body;Body,Body;Body	Island,Island	TTYH1;TTYH1,TTYH1;TTYH1	NM_020659;NM_001005367,NM_020659;NM_001005367
19	59676084	59676517	2	cg03620376,cg09227563	5UTR;1stExon,TSS1500	S_Shore,S_Shore	CDC42EP5;CDC42EP5,CDC42EP5	NM_145057;NM_145057,NM_145057	hypo.chimp
19	56106982	56107910	5	cg01480771,cg13793157,cg10078829,cg19010054,cg17355294	TSS1500,TSS1500,TSS1500,_	N_Shore,N_Shore,N_Shore,Island,Island	KLK4,KLK4,KLK4,_	NM_004917,NM_004917,NM_004917,_	hyper.chimp
19	56178921	56179406	7	cg19471655,cg06258834,cg06707544,cg26241993,cg15732230,cg27497839,cg27021492	5UTR;1stExon;TSS200,5UTR;1stExon;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS1500,TSS200;TSS1500,TSS1500;TSS1500	_,_	KLK7;KLK7;KLK7,KLK7;KLK7;KLK7,KLK7;KLK7,KLK7;KLK7,KLK7;KLK7,KLK7;KLK7,KLK7;KLK7	NM_005046;NM_005046;NM_139277,NM_005046;NM_005046;NM_139277,NM_005046;NM_139277,NM_005046;NM_139277,NM_005046;NM_139277,NM_005046;NM_139277,NM_005046;NM_139277	hyper.chimp
19	56197319	56198170	3	cg13388253,cg26749518,cg22898362	TSS1500;TSS1500;TSS1500;TSS1500,3UTR;TSS1500;TSS1500;TSS1500;TSS1500,3UTR;TSS1500;TSS1500;TSS1500;TSS1500	N_Shore,Island,Island	KLK8;KLK8;KLK8;KLK8,KLK9;KLK8;KLK8;KLK8;KLK8,KLK9;KLK8;KLK8;KLK8;KLK8	NM_007196;NM_144506;NM_144505;NM_144507,NM_012315;NM_007196;NM_144506;NM_144505;NM_144507,NM_012315;NM_007196;NM_144506;NM_144505;NM_144507	hyper.chimp
19	56550020	56550088	2	cg17110052,cg22469897	TSS200;Body,TSS200;Body	_,_	ETFB;ETFB,ETFB;ETFB	NM_001014763;NM_001985,NM_001014763;NM_001985	hyper.chimp
19	57687459	57688429	4	cg03774704,cg15235999,cg01310750,cg12157673	5UTR,5UTR,5UTR,5UTR	N_Shore,Island,Island,S_Shore	ZNF578,ZNF578,ZNF578,ZNF578	NM_001099694,NM_001099694,NM_001099694,NM_001099694	hyper.chimp
19	57730957	57731555	3	cg10244368,cg20618441,cg10583893	5UTR,5UTR,5UTR	Island,Island,Island	ZNF808,ZNF808,ZNF808	NM_001039886,NM_001039886,NM_001039886
19	57765146	57765232	2	cg04768713,cg11904204	TSS200,TSS200	Island,Island	ZNF701,ZNF701	NM_018260,NM_018260
19	57930149	57931012	4	cg13338350,cg27182293,cg09135866,cg04293891	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200,TSS200;TSS1500;TSS200,TSS1500;TSS1500;TSS1500	Island,Island,Island,S_Shore	ZNF611;ZNF611;ZNF611,ZNF611;ZNF611;ZNF611,ZNF611;ZNF611;ZNF611,ZNF611;ZNF611;ZNF611	NM_001161501;NM_001161499;NM_001161500,NM_001161501;NM_001161499;NM_001161500,NM_001161499;NM_001161501;NM_001161500,NM_001161499;NM_001161500;NM_001161501
19	58503516	58503910	3	cg05890785,cg02002583,cg26841967	_,_	Island,Island,S_Shore	_,_	_,_
19	58524250	58524305	2	cg16255914,cg14964512	_,_	Island,Island	_,_	_,_
19	59172763	59173432	4	cg05659242,cg04674383,cg17780246,cg13400168	Body,Body,Body,Body	N_Shore,N_Shore,Island,Island	CACNG8,CACNG8,CACNG8,CACNG8	NM_031895,NM_031895,NM_031895,NM_031895
19	59207057	59207153	3	cg15802263,cg12186618,cg06802488	Body;Body;Body,Body;Body;Body,Body;Body;Body	Island,Island,Island	CACNG6;CACNG6;CACNG6,CACNG6;CACNG6;CACNG6,CACNG6;CACNG6;CACNG6	NM_145814;NM_145815;NM_031897,NM_145814;NM_145815;NM_031897,NM_145814;NM_145815;NM_031897
19	59360042	59360416	4	cg12559208,cg22710065,cg05529181,cg03198578	Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,S_Shore	TMC4;TMC4,TMC4;TMC4,TMC4;TMC4,TMC4;TMC4	NM_144686;NM_001145303,NM_144686;NM_001145303,NM_144686;NM_001145303,NM_144686;NM_001145303
19	59368806	59369044	5	cg00816880,cg27375206,cg21062059,cg12967864,cg25736482	TSS200;TSS200,TSS200;TSS200,3UTR;3UTR;TSS1500;3UTR;TSS1500,3UTR;3UTR;TSS1500;3UTR;TSS1500,3UTR;3UTR;TSS1500;3UTR;TSS1500	_,_	TMC4;TMC4,TMC4;TMC4,MBOAT7;MBOAT7;TMC4;MBOAT7;TMC4,MBOAT7;MBOAT7;TMC4;MBOAT7;TMC4,MBOAT7;MBOAT7;TMC4;MBOAT7;TMC4	NM_144686;NM_001145303,NM_144686;NM_001145303,NM_001146083;NM_001146056;NM_144686;NM_024298;NM_001145303,NM_001146083;NM_001146056;NM_144686;NM_024298;NM_001145303,NM_001146083;NM_001146056;NM_144686;NM_024298;NM_001145303	hyper.chimp
19	60006354	60006880	3	cg13444135,cg01454237,cg03247919	TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200,5UTR;1stExon;5UTR;5UTR;1stExon;1stExon	_,_	KIR2DL4;KIR2DL4;KIR2DL4,KIR2DL4;KIR2DL4;KIR2DL4,KIR2DL4;KIR2DL4;KIR2DL4;KIR2DL4;KIR2DL4;KIR2DL4	NM_001080770;NM_001080772;NM_002255,NM_002255;NM_001080770;NM_001080772,NM_001080770;NM_002255;NM_002255;NM_001080772;NM_001080772;NM_001080770
19	60383639	60383676	2	cg10080004,cg11896550	TSS200,TSS200	S_Shore,S_Shore	SYT5,SYT5	NM_003180,NM_003180
19	60679178	60679227	3	cg03015952,cg12989534,cg01290153	TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore	ZNF628,ZNF628,ZNF628	NM_033113,NM_033113,NM_033113
19	60686504	60687663	4	cg03487507,cg00931339,cg12127719,cg23258940	Body,TSS1500;Body,TSS1500;Body,TSS1500;3UTR	Island,Island,Island,Island	ZNF628,NAT14;ZNF628,NAT14;ZNF628,NAT14;ZNF628	NM_033113,NM_020378;NM_033113,NM_020378;NM_033113,NM_020378;NM_033113	hypo.chimp
19	60319540	60319550	2	cg26358497,cg07580783	Body,Body	N_Shore,N_Shore	PPP1R12C,PPP1R12C	NM_017607,NM_017607	hyper.chimp
19	60579516	60579968	7	cg04264070,cg15986919,cg25921357,cg04800569,cg15520962,cg19910200,cg08806681	TSS1500,TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	TMEM190,TMEM190,TMEM190,TMEM190,TMEM190,TMEM190,TMEM190	NM_139172,NM_139172,NM_139172,NM_139172,NM_139172,NM_139172,NM_139172	hyper.chimp
19	60690302	60690544	2	cg03645984,cg17379828	3UTR;TSS1500,3UTR;TSS1500	S_Shore,N_Shore	NAT14;SSC5D,NAT14;SSC5D	NM_020378;NM_001144950,NM_020378;NM_001144950	hyper.chimp
19	60855854	60856278	2	cg14202186,cg08217733	Body;TSS1500;TSS1500,3UTR;TSS1500;TSS1500	Island,Island	CCDC106;U2AF2;U2AF2,CCDC106;U2AF2;U2AF2	NM_013301;NM_001012478;NM_007279,NM_013301;NM_001012478;NM_007279
19	60907238	60907387	2	cg10606127,cg19196221	_,_	Island,Island	_,_	_,_
19	61379176	61379200	2	cg18604823,cg08043592	TSS200;TSS200,1stExon;5UTR;1stExon;5UTR	_,_	GALP;GALP,GALP;GALP;GALP;GALP	NM_001145546;NM_033106,NM_001145546;NM_001145546;NM_033106;NM_033106
19	61680017	61681552	12	cg24196126,cg05508084,cg24732137,cg24464397,cg26612735,cg00502665,cg08687005,cg15805104,cg07967091,cg03289872,cg08063125,cg24411929	5UTR;Body,5UTR;Body,5UTR;Body;1stExon,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island,Island	ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667,ZNF667;ZNF667	NM_022103;NR_030740,NM_022103;NR_030740,NM_022103;NR_030740;NM_022103,NR_030740;NM_022103,NR_030740;NM_022103,NR_030740;NM_022103,NR_030740;NM_022103,NR_030740;NM_022103,NR_030740;NM_022103,NM_022103;NR_030740,NM_022103;NR_030740,NM_022103;NR_030740	hypo.chimp
19	61040554	61040701	2	cg02861926,cg22747516	TSS1500;5UTR,TSS1500;5UTR	_,_	NLRP11;NLRP4,NLRP11;NLRP4	NM_145007;NM_134444,NM_145007;NM_134444	hyper.chimp
19	61571019	61572200	11	cg17524924,cg01510051,cg10638415,cg21493505,cg06942685,cg15708153,cg18787401,cg26309134,cg27477373,cg08697092,cg18471660	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200,TSS1500;TSS1500;TSS200;TSS200,TSS200;Body;Body;TSS200,TSS200;Body;Body;TSS200,TSS200;Body;Body;TSS200,TSS200;Body;Body;TSS200,Body;Body;Body;Body,Body;Body;Body;Body	N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,Island,Island,S_Shore	ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542,ZNF542;ZNF542;ZNF542;ZNF542	NR_024056;NR_024057;NR_024055;NR_003127,NR_024056;NR_024057;NR_024055;NR_003127,NR_024056;NR_024057;NR_024055;NR_003127,NR_024056;NR_024057;NR_024055;NR_003127,NR_024056;NR_024057;NR_024055;NR_003127,NR_024056;NR_003127;NR_024055;NR_024057,NR_024056;NR_003127;NR_024055;NR_024057,NR_024056;NR_003127;NR_024055;NR_024057,NR_024056;NR_003127;NR_024055;NR_024057,NR_003127;NR_024055;NR_024056;NR_024057,NR_003127;NR_024055;NR_024056;NR_024057	hyper.chimp
19	61710426	61711770	7	cg00711090,cg14277392,cg11539780,cg19811761,cg19358877,cg24713204,cg02823803	TSS1500,TSS1500,TSS200,TSS200,1stExon;5UTR,5UTR,5UTR	N_Shore,Island,Island,Island,Island,Island,S_Shore	ZNF471,ZNF471,ZNF471,ZNF471,ZNF471;ZNF471,ZNF471,ZNF471	NM_020813,NM_020813,NM_020813,NM_020813,NM_020813;NM_020813,NM_020813,NM_020813
19	61841248	61841442	3	cg07962143,cg02940165,cg14627089	_,_	Island,Island,Island	_,_	_,_
19	61874828	61875080	2	cg08158952,cg01501009	Body,Body	Island,Island	ZNF835,ZNF835	NM_001005850,NM_001005850
19	62041016	62044619	21	cg15473155,cg19041006,cg17663463,cg19771589,cg01656470,cg27519373,cg10719746,cg20897667,cg02478023,cg22354595,cg15777825,cg10204755,cg12205903,cg26349266,cg13369939,cg20628335,cg22294267,cg19098268,cg24844423,cg06652523,cg26917367	5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,TSS1500;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,TSS1500;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,TSS1500;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,TSS1500;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR;5UTR,1stExon;5UTR;1stExon;5UTR;1stExon;1stExon;5UTR;TSS1500;5UTR;5UTR;5UTR;1stExon;1stExon;5UTR;1stExon,1stExon;5UTR;1stExon;5UTR;1stExon;1stExon;5UTR;TSS1500;5UTR;5UTR;5UTR;1stExon;1stExon;5UTR;1stExon,1stExon;5UTR;1stExon;5UTR;1stExon;1stExon;5UTR;TSS1500;5UTR;5UTR;5UTR;1stExon;1stExon;5UTR;1stExon,1stExon;5UTR;1stExon;5UTR;1stExon;1stExon;5UTR;5UTR;5UTR;5UTR;1stExon;TSS200;1stExon;5UTR;1stExon,TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;TSS200;Body,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;Body;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;Body;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;TSS1500;Body;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,N_Shore,N_Shore,Island,Island,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island,S_Shore,S_Shore,S_Shore	PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,MIMT1;PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,MIMT1;PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,MIMT1;PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,MIMT1;PEG3;PEG3;ZIM2;PEG3;PEG3;ZIM2;ZIM2,ZIM2;PEG3;ZIM2;ZIM2;PEG3;PEG3;PEG3;MIMT1;ZIM2;PEG3;PEG3;PEG3;ZIM2;ZIM2;PEG3,ZIM2;PEG3;ZIM2;ZIM2;PEG3;PEG3;PEG3;MIMT1;ZIM2;PEG3;PEG3;PEG3;ZIM2;ZIM2;PEG3,ZIM2;PEG3;ZIM2;ZIM2;PEG3;PEG3;PEG3;MIMT1;ZIM2;PEG3;PEG3;PEG3;ZIM2;ZIM2;PEG3,ZIM2;PEG3;ZIM2;ZIM2;PEG3;PEG3;PEG3;ZIM2;PEG3;PEG3;PEG3;MIMT1;ZIM2;ZIM2;PEG3,ZIM2;ZIM2;PEG3;MIMT1;PEG3;PEG3;PEG3;ZIM2,ZIM2;ZIM2;PEG3;MIMT1;PEG3;PEG3;PEG3;ZIM2,ZIM2;ZIM2;PEG3;MIMT1;PEG3;PEG3;PEG3;ZIM2,ZIM2;ZIM2;PEG3;PEG3;PEG3;PEG3;ZIM2;MIMT1,PEG3;PEG3;ZIM2;ZIM2;PEG3;ZIM2;MIMT1;PEG3,PEG3;PEG3;ZIM2;ZIM2;PEG3;ZIM2;MIMT1;PEG3,PEG3;PEG3;ZIM2;ZIM2;PEG3;ZIM2;MIMT1;PEG3	NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NR_024059;NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NR_024059;NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NR_024059;NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NR_024059;NM_001146184;NM_001146185;NM_001146326;NM_006210;NM_001146187;NM_001146327;NM_015363,NM_001146326;NM_001146184;NM_015363;NM_001146327;NM_006210;NM_001146187;NM_001146185;NR_024059;NM_001146326;NM_001146187;NM_006210;NM_001146184;NM_001146327;NM_015363;NM_001146185,NM_001146326;NM_001146184;NM_015363;NM_001146327;NM_006210;NM_001146187;NM_001146185;NR_024059;NM_001146326;NM_001146187;NM_006210;NM_001146184;NM_001146327;NM_015363;NM_001146185,NM_001146326;NM_001146184;NM_015363;NM_001146327;NM_006210;NM_001146187;NM_001146185;NR_024059;NM_001146326;NM_001146187;NM_006210;NM_001146184;NM_001146327;NM_015363;NM_001146185,NM_001146326;NM_001146184;NM_015363;NM_001146327;NM_006210;NM_001146187;NM_001146185;NM_001146326;NM_001146187;NM_006210;NM_001146184;NR_024059;NM_001146327;NM_015363;NM_001146185,NM_015363;NM_001146327;NM_001146184;NR_024059;NM_001146187;NM_001146185;NM_006210;NM_001146326,NM_015363;NM_001146327;NM_001146184;NR_024059;NM_001146187;NM_001146185;NM_006210;NM_001146326,NM_015363;NM_001146327;NM_001146184;NR_024059;NM_001146187;NM_001146185;NM_006210;NM_001146326,NM_015363;NM_001146327;NM_001146184;NM_001146187;NM_001146185;NM_006210;NM_001146326;NR_024059,NM_001146184;NM_001146185;NM_001146326;NM_001146327;NM_006210;NM_015363;NR_024059;NM_001146187,NM_001146184;NM_001146185;NM_001146326;NM_001146327;NM_006210;NM_015363;NR_024059;NM_001146187,NM_001146184;NM_001146185;NM_001146326;NM_001146327;NM_006210;NM_015363;NR_024059;NM_001146187
19	62302501	62302511	2	cg26682068,cg06558502	_,_	Island,Island	_,_	_,_
19	62394136	62394509	9	cg18344466,cg17670646,cg24716275,cg10368128,cg16636110,cg27176357,cg08047939,cg02779761,cg20715764	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS200	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,Island	ZNF264,ZNF264,ZNF264,ZNF264,ZNF264,ZNF264,ZNF264,ZNF264,ZNF264	NM_003417,NM_003417,NM_003417,NM_003417,NM_003417,NM_003417,NM_003417,NM_003417,NM_003417
19	63553514	63553875	2	cg03630821,cg25623524	Body,TSS1500;Body	Island,Island	A1BG,NCRNA00181;A1BG	NM_130786,NR_015380;NM_130786
20	348361	348412	2	cg02185402,cg09713225	Body;Body,Body;Body	Island,Island	RBCK1;RBCK1,RBCK1;RBCK1	NM_031229;NM_006462,NM_031229;NM_006462
20	540164	540957	2	cg00983437,cg09537533	TSS1500,_	S_Shore,S_Shore	TCF15,_	NM_004609,_
20	1113228	1113435	2	cg05283538,cg02305853	TSS200,TSS1500	N_Shore,Island	C20orf46,C20orf46	NM_018354,NM_018354
20	1922738	1922878	2	cg10058920,cg00683788	TSS200,TSS200	_,_	PDYN,PDYN	NM_024411,NM_024411
20	2308385	2308880	3	cg19391247,cg06261066,cg21692246	TSS1500,TSS1500,TSS1500	_,_	TGM6,TGM6,TGM6	NM_198994,NM_198994,NM_198994
20	2582697	2582775	2	cg13272108,cg05205351	Body;TSS200;Body;TSS1500,Body;TSS200;Body;TSS1500	S_Shore,S_Shore	NOP56;SNORD110;NOP56;SNORA51,NOP56;SNORD110;NOP56;SNORA51	NM_006392;NR_003078;NR_027700;NR_002981,NM_006392;NR_003078;NR_027700;NR_002981
20	3137311	3137711	3	cg13361665,cg06083669,cg24854787	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	ITPA;ITPA,ITPA;ITPA,ITPA;ITPA	NM_033453;NM_181493,NM_033453;NM_181493,NM_033453;NM_181493
20	3592151	3592300	3	cg06919203,cg18184975,cg20442941	TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500	S_Shelf,S_Shelf,S_Shelf	GFRA4;GFRA4,GFRA4;GFRA4,GFRA4;GFRA4	NM_022139;NM_145762,NM_022139;NM_145762,NM_145762;NM_022139
20	4743621	4743919	4	cg03605116,cg12389461,cg02052933,cg16385758	5UTR;5UTR,5UTR;TSS200,5UTR;TSS200,5UTR;TSS200	_,_	RASSF2;RASSF2,RASSF2;RASSF2,RASSF2;RASSF2,RASSF2;RASSF2	NM_014737;NM_170774,NM_014737;NM_170774,NM_014737;NM_170774,NM_014737;NM_170774	hypo.chimp
19	61998452	61998893	3	cg16008476,cg11740068,cg06244906	Body;Body;Body,Body;Body;Body,Body;Body;Body	N_Shore,Island,S_Shore	ZIM2;ZIM2;ZIM2,ZIM2;ZIM2;ZIM2,ZIM2;ZIM2;ZIM2	NM_001146326;NM_001146327;NM_015363,NM_001146326;NM_001146327;NM_015363,NM_001146326;NM_001146327;NM_015363	hyper.chimp
19	62638099	62638120	2	cg13383851,cg25946320	TSS1500,TSS1500	N_Shore,N_Shore	ZNF749,ZNF749	NM_001023561,NM_001023561	hyper.chimp
19	62680839	62680994	4	cg24911359,cg03553544,cg03526224,cg21489303	TSS200;TSS200,TSS200;TSS200,TSS200;TSS200,TSS1500;TSS1500	_,_	ZNF772;ZNF772,ZNF772;ZNF772,ZNF772;ZNF772,ZNF772;ZNF772	NM_001144068;NM_001024596,NM_001144068;NM_001024596,NM_001144068;NM_001024596,NM_001024596;NM_001144068	hyper.chimp
19	63643246	63643697	7	cg19776201,cg12042659,cg03735888,cg05249988,cg24366702,cg00868383,cg07878486	1stExon;5UTR,TSS200,TSS200,TSS200,TSS200,TSS1500,TSS1500	Island,Island,Island,Island,Island,Island,Island	ZNF132;ZNF132,ZNF132,ZNF132,ZNF132,ZNF132,ZNF132,ZNF132	NM_003433;NM_003433,NM_003433,NM_003433,NM_003433,NM_003433,NM_003433,NM_003433
19	63717157	63717385	3	cg13539205,cg25458175,cg18521743	3UTR,Body,Body	Island,Island,Island	ZBTB45,ZBTB45,ZBTB45	NM_032792,NM_032792,NM_032792	hyper.chimp
20	219672	219741	2	cg13639341,cg25960834	TSS1500,TSS1500	S_Shore,S_Shore	C20orf96,C20orf96	NM_153269,NM_153269	hyper.chimp
20	2465085	2465231	3	cg12233487,cg07506055,cg03243506	TSS200,TSS200,TSS200	_,_	TMC2,TMC2,TMC2	NM_080751,NM_080751,NM_080751	hyper.chimp
20	2744872	2745501	2	cg04405075,cg27609986	TSS200,Body	_,_	LOC100288797,LOC100288797	NM_001167670,NM_001167670	hyper.chimp
20	3674190	3674328	2	cg02796390,cg23203969	Body,Body	_,N_Shelf	HSPA12B,HSPA12B	NM_052970,NM_052970	hyper.chimp
20	4614747	4614787	2	cg09173587,cg03704756	TSS200;TSS1500;TSS200;TSS200;TSS200,TSS200;TSS1500;TSS200;TSS200;TSS200	N_Shore,N_Shore	PRNP;PRNP;PRNP;PRNP;PRNP,PRNP;PRNP;PRNP;PRNP;PRNP	NM_000311;NM_001080123;NM_183079;NM_001080121;NM_001080122,NM_000311;NM_001080123;NM_183079;NM_001080121;NM_001080122	hyper.chimp
20	4929014	4929089	2	cg03854765,cg15079315	5UTR;5UTR,5UTR;5UTR	_,_	SLC23A2;SLC23A2,SLC23A2;SLC23A2	NM_203327;NM_005116,NM_203327;NM_005116	hypo.chimp
20	6695166	6695409	2	cg18981477,cg26665274	_,TSS1500	N_Shore,N_Shore	_,BMP2	_,NM_001200	hypo.chimp
20	9766601	9766832	2	cg07439609,cg21501724	5UTR;5UTR,5UTR;5UTR	N_Shore,N_Shore	PAK7;PAK7,PAK7;PAK7	NM_020341;NM_177990,NM_020341;NM_177990	hypo.chimp
20	10440319	10440394	2	cg02861178,cg23558337	Body,Body	_,_	C20orf94,C20orf94	NM_001009608,NM_001009608	hyper.chimp
20	16658288	16658314	2	cg07364906,cg24899750	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	SNRPB2;SNRPB2,SNRPB2;SNRPB2	NM_003092;NM_198220,NM_003092;NM_198220	hyper.chimp
20	17622195	17622250	3	cg03785728,cg11525020,cg25959149	TSS200,TSS200,TSS200	_,_	BANF2,BANF2,BANF2	NM_001159495,NM_001159495,NM_001159495	hypo.chimp
20	18065663	18066011	3	cg09042678,cg03351154,cg25554935	TSS1500,TSS1500,TSS1500	N_Shore,Island,Island	PET117,PET117,PET117	NM_001164811,NM_001164811,NM_001164811	hyper.chimp
20	18722560	18722589	2	cg01949461,cg17358530	Body;TSS200;Body,Body;TSS200;Body	_,_	HSPC072;LOC100270804;HSPC072,HSPC072;LOC100270804;HSPC072	NR_026883;NR_026885;NR_026884,NR_026883;NR_026885;NR_026884	hyper.chimp
20	19815143	19815145	2	cg24737324,cg25291653	_,_	_,_	_,_	_,_	hyper.chimp
20	22515037	22515739	3	cg12356107,cg10003443,cg13463522	TSS1500,TSS1500,_	Island,N_Shore,Island	FOXA2,FOXA2,_	NM_153675,NM_153675,_	hypo.chimp
20	22963899	22964315	6	cg14631053,cg17586860,cg18197392,cg07676859,cg22534145,cg10019507	TSS200,TSS200,TSS200,TSS200,TSS200,1stExon	Island,Island,Island,Island,Island,Island	SSTR4,SSTR4,SSTR4,SSTR4,SSTR4,SSTR4	NM_001052,NM_001052,NM_001052,NM_001052,NM_001052,NM_001052	hyper.chimp
20	22976304	22976890	2	cg20096897,cg10505785	3UTR;1stExon,1stExon	N_Shore,Island	THBD;THBD,THBD	NM_000361;NM_000361,NM_000361
20	24396859	24397392	2	cg20631768,cg24122922	TSS1500,TSS1500	N_Shore,N_Shore	TMEM90B,TMEM90B	NM_024893,NM_024893
20	29491867	29492554	3	cg26063872,cg18323376,cg19241311	TSS1500,TSS200,Body	_,_	DEFB123,DEFB123,DEFB123	NM_153324,NM_153324,NM_153324
20	29524483	29524545	3	cg03900072,cg13405782,cg02612927	TSS200,TSS200,TSS200	N_Shelf,N_Shelf,N_Shelf	DEFB124,DEFB124,DEFB124	NM_001037500,NM_001037500,NM_001037500
20	29526357	29527952	10	cg09962842,cg15489979,cg26299767,cg18615051,cg02658488,cg12912737,cg12153542,cg13513864,cg02501463,cg14755900	TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,5UTR;1stExon,5UTR,5UTR,Body	N_Shore,Island,Island,Island,Island,Island,Island,Island,S_Shore,S_Shore	REM1,REM1,REM1,REM1,REM1,REM1,REM1;REM1,REM1,REM1,REM1	NM_014012,NM_014012,NM_014012,NM_014012,NM_014012,NM_014012,NM_014012;NM_014012,NM_014012,NM_014012,NM_014012	hypo.chimp
20	24987314	24987812	4	cg15988792,cg14810385,cg26325723,cg23676480	1stExon;5UTR,TSS200,TSS200,TSS200	S_Shore,S_Shore,S_Shore,S_Shore	ACSS1;ACSS1,ACSS1,ACSS1,ACSS1	NM_032501;NM_032501,NM_032501,NM_032501,NM_032501
20	26136908	26136919	2	cg03940098,cg18291941	Body,TSS200	Island,Island	MIR663,MIR663	NR_030386,NR_030386
20	29457750	29457834	2	cg23204384,cg04476891	TSS200,TSS200	_,_	DEFB121,DEFB121	NM_001011878,NM_001011878
20	31914162	31914507	2	cg02547263,cg20274009	_,_	Island,S_Shore	_,_	_,_
20	33226135	33226604	4	cg16430687,cg23842941,cg03152500,cg15400591	Body,Body,Body,Body	Island,Island,Island,S_Shore	PROCR,PROCR,PROCR,PROCR	NM_006404,NM_006404,NM_006404,NM_006404
20	35581547	35582645	3	cg20601276,cg06179486,cg16648571	5UTR;5UTR;5UTR;5UTR;TSS1500;TSS1500;5UTR,5UTR;5UTR;5UTR;5UTR;TSS1500;TSS1500;5UTR,5UTR;5UTR;5UTR;5UTR;TSS1500;TSS1500;5UTR	N_Shore,N_Shore,Island	BLCAP;BLCAP;BLCAP;BLCAP;NNAT;NNAT;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP;NNAT;NNAT;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP;NNAT;NNAT;BLCAP	NM_001167821;NM_001167820;NM_001167822;NM_006698;NM_181689;NM_005386;NM_001167823,NM_001167821;NM_001167820;NM_001167822;NM_006698;NM_181689;NM_005386;NM_001167823,NM_001167821;NM_001167820;NM_001167822;NM_006698;NM_181689;NM_005386;NM_001167823	hyper.chimp
20	29535574	29535779	2	cg02725313,cg20704654	Body,TSS1500;Body	Island,Island	REM1,NCRNA00028;REM1	NM_014012,NR_024358;NM_014012	hypo.chimp
20	29536870	29537702	7	cg23586959,cg15537254,cg13159946,cg02991085,cg25502144,cg21846177,cg00805562	TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,Body	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	NCRNA00028,NCRNA00028,NCRNA00028,NCRNA00028,NCRNA00028,NCRNA00028,NCRNA00028	NR_024358,NR_024358,NR_024358,NR_024358,NR_024358,NR_024358,NR_024358	hypo.chimp
20	29659630	29660375	2	cg26814835,cg08276755	_,_	N_Shore,S_Shore	_,_	_,_	hypo.chimp
20	29689178	29689512	2	cg27413508,cg11704513	TSS200,5UTR	N_Shore,Island	COX4I2,COX4I2	NM_032609,NM_032609
20	30082627	30082905	4	cg06575144,cg02182210,cg27531587,cg21427956	3UTR,3UTR,3UTR,3UTR	Island,Island,Island,S_Shore	C20orf160,C20orf160,C20orf160,C20orf160	NM_080625,NM_080625,NM_080625,NM_080625
20	30586879	30587556	3	cg21607248,cg13635516,cg00729654	_,_	N_Shore,N_Shore,N_Shore	_,_	_,_
20	30830098	30830147	3	cg24403338,cg17475857,cg00300969	5UTR;5UTR;TSS1500;5UTR,5UTR;5UTR;TSS1500;5UTR,5UTR;5UTR;TSS1500;5UTR	_,_	DNMT3B;DNMT3B;DNMT3B;DNMT3B,DNMT3B;DNMT3B;DNMT3B;DNMT3B,DNMT3B;DNMT3B;DNMT3B;DNMT3B	NM_175849;NM_006892;NM_175850;NM_175848,NM_175849;NM_006892;NM_175850;NM_175848,NM_175849;NM_006892;NM_175850;NM_175848	hypo.chimp
20	32877370	32877374	2	cg17129400,cg10743062	TSS1500,TSS1500	S_Shore,S_Shore	NCOA6,NCOA6	NM_014071,NM_014071	hypo.chimp
20	33653610	33653672	2	cg22763739,cg16428357	Body,Body	Island,Island	FER1L4,FER1L4	NR_024377,NR_024377	hypo.chimp
20	34602393	34602953	4	cg12254648,cg19214331,cg06420834,cg18660345	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,Island,Island,Island	MYL9;MYL9,MYL9;MYL9,MYL9;MYL9,MYL9;MYL9	NM_006097;NM_181526,NM_006097;NM_181526,NM_006097;NM_181526,NM_006097;NM_181526	hypo.chimp
20	34708069	34709124	3	cg08495185,cg14329026,cg00036588	TSS200;TSS200,TSS1500;TSS1500,TSS1500;TSS1500	_,_	SLA2;SLA2,SLA2;SLA2,SLA2;SLA2	NM_032214;NM_175077,NM_032214;NM_175077,NM_032214;NM_175077	hypo.chimp
20	35590185	35590430	6	cg02621571,cg00216901,cg06133908,cg01082601,cg19650416,cg20703564	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	BLCAP;BLCAP;BLCAP;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP,BLCAP;BLCAP;BLCAP;BLCAP	NM_001167820;NM_001167822;NM_001167821;NM_006698,NM_001167820;NM_001167822;NM_001167821;NM_006698,NM_001167820;NM_001167822;NM_001167821;NM_006698,NM_001167820;NM_001167822;NM_001167821;NM_006698,NM_001167820;NM_001167822;NM_001167821;NM_006698,NM_001167820;NM_001167822;NM_001167821;NM_006698	hyper.chimp
20	36094862	36095054	2	cg03792653,cg24862550	TSS1500;5UTR,TSS1500;5UTR	N_Shore,N_Shore	RPRD1B;KIAA0406,RPRD1B;KIAA0406	NM_021215;NM_014657,NM_021215;NM_014657	hyper.chimp
20	36508614	36509267	2	cg17526424,cg05417517	TSS200,TSS1500;Body	N_Shore,Island	SNHG11,SNORA39;SNHG11	NR_003239,NR_002972;NR_003239	hypo.chimp
20	36987845	36988005	2	cg14647299,cg26220336	TSS1500,TSS1500	N_Shore,N_Shore	FAM83D,FAM83D	NM_030919,NM_030919	hypo.chimp
20	38753946	38755060	3	cg00453938,cg18616175,cg11839291	_,_	N_Shore,Island,Island	_,_	_,_	hyper.chimp
20	39200772	39200904	2	cg07893801,cg06457011	Body;Body,Body;Body	S_Shore,S_Shore	PLCG1;PLCG1,PLCG1;PLCG1	NM_002660;NM_182811,NM_002660;NM_182811	hypo.chimp
20	41570469	41570475	2	cg16529599,cg00393825	_,_	Island,Island	_,_	_,_	hyper.chimp
20	42593659	42593663	2	cg19811118,cg19525717	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200	N_Shore,N_Shore	PKIG;PKIG;PKIG,PKIG;PKIG;PKIG	NM_181805;NM_181804;NM_007066,NM_181805;NM_181804;NM_007066	hypo.chimp
20	43370077	43370703	6	cg03695613,cg16667508,cg20256260,cg06407657,cg27176129,cg26495953	Body;5UTR;5UTR;5UTR,1stExon;Body;5UTR;5UTR;1stExon;1stExon;5UTR,TSS200;Body;TSS200;TSS200,TSS200;Body;TSS200;TSS200,TSS200;Body;TSS200;TSS200,TSS1500;Body;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore,S_Shore,S_Shore,S_Shore	RBPJL;MATN4;MATN4;MATN4,MATN4;RBPJL;MATN4;MATN4;MATN4;MATN4;MATN4,MATN4;RBPJL;MATN4;MATN4,MATN4;RBPJL;MATN4;MATN4,MATN4;RBPJL;MATN4;MATN4,MATN4;RBPJL;MATN4;MATN4	NM_014276;NM_003833;NM_030592;NM_030590,NM_030592;NM_014276;NM_003833;NM_030592;NM_030590;NM_003833;NM_030590,NM_030592;NM_014276;NM_003833;NM_030590,NM_030592;NM_014276;NM_003833;NM_030590,NM_030592;NM_014276;NM_003833;NM_030590,NM_003833;NM_014276;NM_030590;NM_030592	hypo.chimp
20	43373721	43374286	3	cg02481528,cg13635431,cg00760439	Body,Body,Body	Island,Island,Island	RBPJL,RBPJL,RBPJL	NM_014276,NM_014276,NM_014276	hypo.chimp
20	43467661	43467672	2	cg09039664,cg12798097	TSS1500;TSS1500;Body;TSS1500;TSS1500,TSS1500;TSS1500;Body;TSS1500;TSS1500	N_Shore,N_Shore	DBNDD2;DBNDD2;SYS1-DBNDD2;DBNDD2;DBNDD2,DBNDD2;DBNDD2;SYS1-DBNDD2;DBNDD2;DBNDD2	NM_001048223;NM_001048224;NR_003189;NM_001048222;NM_001048221,NM_001048223;NM_001048224;NR_003189;NM_001048222;NM_001048221	hypo.chimp
20	44091044	44091355	6	cg11155865,cg02226410,cg07871947,cg11301556,cg26639039,cg22752533	TSS200;Body,TSS200;Body,TSS200;Body,TSS200;Body,TSS200;Body,1stExon;5UTR;Body	Island,Island,Island,Island,Island,Island	SLC12A5;SLC12A5,SLC12A5;SLC12A5,SLC12A5;SLC12A5,SLC12A5;SLC12A5,SLC12A5;SLC12A5,SLC12A5;SLC12A5;SLC12A5	NM_020708;NM_001134771,NM_020708;NM_001134771,NM_020708;NM_001134771,NM_020708;NM_001134771,NM_020708;NM_001134771,NM_020708;NM_020708;NM_001134771
20	44713237	44713695	3	cg07555437,cg06263461,cg19421368	Body;5UTR,TSS200;5UTR,TSS200;5UTR	Island,S_Shore,S_Shore	SLC13A3;SLC13A3,SLC13A3;SLC13A3,SLC13A3;SLC13A3	NM_022829;NM_001011554,NM_022829;NM_001011554,NM_022829;NM_001011554	hypo.chimp
20	44311781	44311897	2	cg18376773,cg08736034	Body,Body	N_Shore,N_Shore	CDH22,CDH22	NM_021248,NM_021248	hyper.chimp
20	44426669	44426843	3	cg02666434,cg02898206,cg01758993	TSS200;TSS200;TSS200,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	S_Shore,S_Shore,S_Shore	SLC35C2;SLC35C2;SLC35C2,SLC35C2;SLC35C2;SLC35C2,SLC35C2;SLC35C2;SLC35C2	NM_173073;NM_173179;NM_015945,NM_015945;NM_173179;NM_173073,NM_015945;NM_173179;NM_173073	hyper.chimp
20	44746516	44746797	4	cg18468842,cg14149337,cg23530972,cg04672750	3UTR;TSS200,3UTR;TSS200,3UTR;TSS200,TSS1500;3UTR	_,_	TP53RK;SLC13A3,TP53RK;SLC13A3,TP53RK;SLC13A3,SLC13A3;TP53RK	NM_033550;NM_001011554,NM_033550;NM_001011554,NM_033550;NM_001011554,NM_001011554;NM_033550	hyper.chimp
20	47330295	47330667	4	cg01644741,cg06893362,cg10177030,cg27229100	Body;Body;Body;Body;TSS1500;Body,Body;Body;TSS200;Body,Body;Body;TSS200;Body,Body;Body;Body;Body	S_Shore,S_Shore,S_Shelf,S_Shelf	MIR1259;SNORD12B;C20orf199;C20orf199;SNORD12;C20orf199,C20orf199;C20orf199;SNORD12;C20orf199,C20orf199;C20orf199;SNORD12;C20orf199,SNORD12;C20orf199;C20orf199;C20orf199	NR_031660;NR_003695;NR_003605;NR_003606;NR_003030;NR_003604,NR_003605;NR_003606;NR_003030;NR_003604,NR_003605;NR_003606;NR_003030;NR_003604,NR_003030;NR_003605;NR_003606;NR_003604	hypo.chimp
20	47618924	47619060	2	cg07612655,cg08440266	TSS1500,TSS1500	S_Shore,S_Shore	PTGIS,PTGIS	NM_000961,NM_000961	hyper.chimp
20	48031785	48032041	2	cg14228788,cg03078972	TSS1500,TSS1500	N_Shore,N_Shore	SNAI1,SNAI1	NM_005985,NM_005985	hypo.chimp
20	48844217	48844235	2	cg11769476,cg22214889	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore	BCAS4;BCAS4;BCAS4,BCAS4;BCAS4;BCAS4	NM_198799;NM_001010974;NM_017843,NM_198799;NM_001010974;NM_017843	hypo.chimp
20	51643218	51643882	2	cg09123431,cg03668558	_,_	Island,Island	_,_	_,_	hypo.chimp
20	51659577	51659759	2	cg04060356,cg02535674	_,_	_,_	_,_	_,_	hypo.chimp
20	54256686	54256710	2	cg21817284,cg13588354	TSS1500,TSS1500	N_Shore,N_Shore	MC3R,MC3R	NM_019888,NM_019888	hypo.chimp
20	54366928	54367096	2	cg17000021,cg15713086	TSS1500,TSS1500	N_Shore,N_Shore	C20orf108,C20orf108	NM_080821,NM_080821	hypo.chimp
20	55271026	55272415	3	cg11598935,cg01362541,cg07781736	Body,Body,Body	N_Shore,N_Shore,N_Shore	BMP7,BMP7,BMP7	NM_001719,NM_001719,NM_001719	hypo.chimp
20	55338263	55338282	2	cg19911058,cg26645834	5UTR;1stExon;1stExon;5UTR,5UTR;1stExon;1stExon;5UTR	Island,Island	SPO11;SPO11;SPO11;SPO11,SPO11;SPO11;SPO11;SPO11	NM_198265;NM_012444;NM_198265;NM_012444,NM_198265;NM_012444;NM_198265;NM_012444	hypo.chimp
20	55398484	55398652	2	cg27262236,cg15768226	TSS1500;TSS1500,TSS1500;TSS1500	Island,Island	RBM38;RBM38,RBM38;RBM38	NM_017495;NM_183425,NM_017495;NM_183425	hyper.chimp
20	56860632	56861368	9	cg16833551,cg25652859,cg06065549,cg14564778,cg04257105,cg10302550,cg17414107,cg00943909,cg19640589	TSS1500;TSS1500;3UTR;TSS1500,TSS1500;TSS1500;3UTR;TSS1500,TSS1500;TSS1500;3UTR;TSS1500,TSS1500;TSS1500;3UTR,TSS1500;TSS1500;3UTR,TSS1500;TSS1500;3UTR,TSS1500;TSS1500;3UTR,TSS200;TSS200;3UTR,TSS200;TSS200;3UTR	N_Shore,N_Shore,N_Shore,N_Shore,Island,Island,Island,Island,Island	GNAS;GNAS;GNAS;GNASAS,GNAS;GNAS;GNAS;GNASAS,GNAS;GNAS;GNAS;GNASAS,GNAS;GNAS;GNAS,GNAS;GNAS;GNAS,GNAS;GNAS;GNAS,GNAS;GNAS;GNAS,GNAS;GNAS;GNAS,GNAS;GNAS;GNAS	NM_080425;NM_001077490;NM_016592;NR_002785,NM_080425;NM_001077490;NM_016592;NR_002785,NM_080425;NM_001077490;NM_016592;NR_002785,NM_080425;NM_001077490;NM_016592,NM_080425;NM_001077490;NM_016592,NM_080425;NM_001077490;NM_016592,NM_080425;NM_001077490;NM_016592,NM_080425;NM_001077490;NM_016592,NM_080425;NM_001077490;NM_016592
20	57016366	57016590	2	cg12831034,cg09315134	TSS1500,TSS1500	S_Shore,S_Shore	CTSZ,CTSZ	NM_001336,NM_001336
20	57050826	57051541	2	cg14073986,cg25574548	Body,TSS1500	Island,Island	SLMO2,SLMO2	NM_016045,NM_016045
20	57308337	57308779	4	cg17952468,cg07341690,cg04048259,cg20910807	TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500,TSS200;TSS200;TSS200;TSS200,TSS200;TSS200;TSS200;TSS200	N_Shore,N_Shore,Island,Island	EDN3;EDN3;EDN3;EDN3,EDN3;EDN3;EDN3;EDN3,EDN3;EDN3;EDN3;EDN3,EDN3;EDN3;EDN3;EDN3	NM_207034;NM_000114;NM_207033;NM_207032,NM_207034;NM_000114;NM_207033;NM_207032,NM_000114;NM_207032;NM_207034;NM_207033,NM_000114;NM_207032;NM_207034;NM_207033
20	59973864	59974477	4	cg11840197,cg05222794,cg16560811,cg26776269	_,_	Island,Island,Island,S_Shore	_,_	_,_
20	60558017	60558124	6	cg05756622,cg12437024,cg08093055,cg26844459,cg04362560,cg23625870	TSS200;5UTR,TSS200;5UTR,TSS200;5UTR,TSS200;5UTR,TSS200;5UTR,1stExon;5UTR;5UTR	Island,Island,Island,Island,Island,Island	C20orf166;C20orf200,C20orf166;C20orf200,C20orf166;C20orf200,C20orf166;C20orf200,C20orf166;C20orf200,C20orf166;C20orf166;C20orf200	NM_178463;NM_152757,NM_178463;NM_152757,NM_178463;NM_152757,NM_178463;NM_152757,NM_178463;NM_152757,NM_178463;NM_178463;NM_152757	hyper.chimp
20	56905049	56905067	2	cg21971807,cg05297437	Body;Body;3UTR;Body;Body;3UTR;Body;Body,Body;Body;3UTR;Body;Body;3UTR;Body;Body	S_Shelf,S_Shelf	GNAS;GNAS;GNAS;GNAS;GNAS;GNAS;GNAS;GNAS,GNAS;GNAS;GNAS;GNAS;GNAS;GNAS;GNAS;GNAS	NM_001077488;NM_000516;NM_001077490;NM_080426;NR_003259;NM_016592;NM_080425;NM_001077489,NM_001077488;NM_000516;NM_001077490;NM_080426;NR_003259;NM_016592;NM_080425;NM_001077489	hypo.chimp
20	57612644	57612935	3	cg25355482,cg24827660,cg20674577	TSS1500,TSS200,TSS200	N_Shore,N_Shore,N_Shore	PHACTR3,PHACTR3,PHACTR3	NM_080672,NM_080672,NM_080672	hypo.chimp
20	60153125	60153219	2	cg15580043,cg08833432	TSS1500;Body,TSS1500;Body	S_Shore,S_Shore	PSMA7;SS18L1,PSMA7;SS18L1	NM_002792;NM_198935,NM_002792;NM_198935	hypo.chimp
20	60559301	60559454	2	cg27578726,cg14126020	5UTR;TSS200,5UTR;TSS1500	Island,N_Shore	C20orf166;C20orf200,C20orf166;C20orf200	NM_178463;NM_152757,NM_178463;NM_152757	hyper.chimp
20	60917483	60918059	9	cg07827435,cg08374798,cg14880348,cg10760339,cg24633656,cg00837103,cg08696494,cg15457981,cg16461246	TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	COL9A3,COL9A3,COL9A3,COL9A3,COL9A3,COL9A3,COL9A3,COL9A3,COL9A3	NM_001853,NM_001853,NM_001853,NM_001853,NM_001853,NM_001853,NM_001853,NM_001853,NM_001853	hyper.chimp
20	61111376	61112039	4	cg03549563,cg16443667,cg07462762,cg19093205	_,_	Island,Island,S_Shore,S_Shore	_,_	_,_	hyper.chimp
20	61129988	61130695	3	cg18188782,cg08045932,cg03213289	_,_	N_Shore,N_Shore,Island	_,_	_,_	hyper.chimp
20	61397648	61398265	3	cg21879513,cg07028675,cg20924428	Body,Body,Body	Island,Island,S_Shore	COL20A1,COL20A1,COL20A1	NM_020882,NM_020882,NM_020882	hyper.chimp
20	61555070	61556295	6	cg01575590,cg17022362,cg01610728,cg25638993,cg02334195,cg11438986	Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body	Island,Island,N_Shore,Island,Island,Island	KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2	NM_172108;NM_172106;NM_172107;NM_172109;NM_004518,NM_172108;NM_172106;NM_172107;NM_172109;NM_004518,NM_172108;NM_172106;NM_172107;NM_172109;NM_004518,NM_172108;NM_172106;NM_172107;NM_172109;NM_004518,NM_172108;NM_172106;NM_172107;NM_172109;NM_004518,NM_172108;NM_172106;NM_172107;NM_172109;NM_004518	hypo.chimp
20	61575051	61575057	2	cg15616083,cg16402547	TSS1500;TSS1500;TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500;TSS1500;TSS1500	S_Shore,S_Shore	KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2,KCNQ2;KCNQ2;KCNQ2;KCNQ2;KCNQ2	NM_004518;NM_172109;NM_172108;NM_172106;NM_172107,NM_004518;NM_172109;NM_172108;NM_172106;NM_172107	hypo.chimp
20	61601704	61602404	2	cg22463915,cg12340651	TSS1500,TSS1500	S_Shelf,_	EEF1A2,EEF1A2	NM_001958,NM_001958	hypo.chimp
20	61623511	61623875	4	cg07882648,cg22185879,cg02665578,cg21642947	Body,Body,3UTR,3UTR	Island,Island,Island,S_Shore	PPDPF,PPDPF,PPDPF,PPDPF	NM_024299,NM_024299,NM_024299,NM_024299	hypo.chimp
20	61759394	61760001	5	cg05358404,cg09824849,cg22100873,cg19811473,cg24092470	TSS1500;TSS1500,TSS1500;TSS1500,TSS200;TSS200,TSS200;TSS200,TSS200;TSS200	Island,Island,Island,Island,Island	RTEL1;RTEL1,RTEL1;RTEL1,RTEL1;RTEL1,RTEL1;RTEL1,RTEL1;RTEL1	NM_016434;NM_032957,NM_016434;NM_032957,NM_016434;NM_032957,NM_016434;NM_032957,NM_016434;NM_032957	hypo.chimp
20	61797978	61798176	2	cg05172940,cg08715226	3UTR;5UTR;TSS1500;3UTR,5UTR;TSS1500	N_Shore,N_Shore	RTEL1;TNFRSF6B;TNFRSF6B;RTEL1,TNFRSF6B;TNFRSF6B	NM_016434;NM_032945;NM_003823;NM_032957,NM_032945;NM_003823	hypo.chimp
20	61810517	61810642	2	cg01756902,cg16209860	TSS1500;Body;Body;Body;TSS1500,TSS1500;Body;Body;Body;TSS1500	Island,Island	ARFRP1;ZGPAT;ZGPAT;ZGPAT;ARFRP1,ARFRP1;ZGPAT;ZGPAT;ZGPAT;ARFRP1	NM_001134758;NM_181485;NM_032527;NM_001083113;NM_003224,NM_001134758;NM_181485;NM_032527;NM_001083113;NM_003224	hypo.chimp
20	61876872	61877796	4	cg14251267,cg04630273,cg12283398,cg12840850	Body,Body,Body,Body	N_Shore,Island,Island,S_Shore	ZBTB46,ZBTB46,ZBTB46,ZBTB46	NM_025224,NM_025224,NM_025224,NM_025224	hypo.chimp
20	62164415	62164449	3	cg24348495,cg03946671,cg02197387	TSS200;5UTR,TSS200;5UTR,TSS200;5UTR	Island,Island,Island	TCEA2;TCEA2,TCEA2;TCEA2,TCEA2;TCEA2	NM_003195;NM_198723,NM_003195;NM_198723,NM_003195;NM_198723
20	62266282	62266622	4	cg06235575,cg02866152,cg25457884,cg01555764	5UTR;1stExon,5UTR;1stExon,5UTR,5UTR	_,_	MYT1;MYT1,MYT1;MYT1,MYT1,MYT1	NM_004535;NM_004535,NM_004535;NM_004535,NM_004535,NM_004535
21	14357181	14358131	2	cg21320945,cg25507885	_,_	N_Shore,Island	_,_	_,_
21	26294258	26294332	4	cg24168308,cg11321156,cg23269692,cg18274664	Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body,Body;Body;Body;Body;Body	_,_	APP;APP;APP;APP;APP,APP;APP;APP;APP;APP,APP;APP;APP;APP;APP,APP;APP;APP;APP;APP	NM_201413;NM_000484;NM_201414;NM_001136129;NM_001136130,NM_201413;NM_000484;NM_201414;NM_001136129;NM_001136130,NM_201413;NM_000484;NM_201414;NM_001136129;NM_001136130,NM_201413;NM_000484;NM_201414;NM_001136129;NM_001136130
21	32169147	32169756	2	cg17131262,cg11173579	Body,Body	S_Shore,S_Shore	HUNK,HUNK	NM_014586,NM_014586
21	39679561	39679620	2	cg00606841,cg22858667	Body,Body	Island,Island	WRB,WRB	NM_004627,NM_004627
21	41719458	41719823	3	cg22862003,cg26312951,cg12359279	TSS1500;5UTR,TSS200;5UTR,TSS200;5UTR	N_Shore,N_Shore,N_Shore	MX1;MX1,MX1;MX1,MX1;MX1	NM_002462;NM_001144925,NM_002462;NM_001144925,NM_002462;NM_001144925	hypo.chimp
20	62186887	62187050	2	cg04660147,cg01256165	5UTR;TSS1500;5UTR,5UTR;TSS1500;5UTR	Island,N_Shore	OPRL1;C20orf201;OPRL1,OPRL1;C20orf201;OPRL1	NM_000913;NM_001007125;NM_182647,NM_000913;NM_001007125;NM_182647	hyper.chimp
21	32863734	32863903	2	cg17937570,cg08209099	_,_	Island,Island	_,_	_,_	hyper.chimp
21	33523556	33523687	3	cg20000468,cg17977197,cg17725807	TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500,TSS1500;TSS1500;TSS1500	N_Shore,N_Shore,N_Shore	IFNAR2;IFNAR2;IFNAR2,IFNAR2;IFNAR2;IFNAR2,IFNAR2;IFNAR2;IFNAR2	NM_207584;NM_207585;NM_000874,NM_207584;NM_207585;NM_000874,NM_207584;NM_207585;NM_000874	hyper.chimp
21	34965061	34965118	2	cg14583871,cg21537230	Body,Body	Island,S_Shore	CLIC6,CLIC6	NM_053277,NM_053277	hyper.chimp
21	36836914	36837261	5	cg20643029,cg12426652,cg04478905,cg01668281,cg00293996	TSS200;5UTR,TSS200;5UTR,TSS200;5UTR,5UTR;TSS1500,5UTR;TSS1500	_,_	CLDN14;CLDN14,CLDN14;CLDN14,CLDN14;CLDN14,CLDN14;CLDN14,CLDN14;CLDN14	NM_001146078;NM_001146077,NM_001146078;NM_001146077,NM_001146078;NM_001146077,NM_001146077;NM_001146078,NM_001146077;NM_001146078
21	37514858	37515624	6	cg24559983,cg18496653,cg15318396,cg15097762,cg09538135,cg11316868	_,_	Island,Island,Island,Island,Island,S_Shore	_,_	_,_
21	39681404	39682666	5	cg19761502,cg27119318,cg15977137,cg12054554,cg01538769	Body;TSS200,Body;TSS200,Body;1stExon;5UTR,Body;5UTR,Body;5UTR	N_Shore,N_Shore,N_Shore,Island,Island	WRB;WRB,WRB;WRB,WRB;WRB;WRB,WRB;WRB,WRB;WRB	NM_004627;NM_001146218,NM_004627;NM_001146218,NM_004627;NM_001146218;NM_001146218,NM_004627;NM_001146218,NM_004627;NM_001146218	hyper.chimp
21	42682429	42682636	2	cg25385366,cg04537185	Body;TSS200;Body,Body;TSS1500;Body	_,_	TMPRSS3;TMPRSS3;TMPRSS3,TMPRSS3;TMPRSS3;TMPRSS3	NM_024022;NR_027348;NM_032405,NM_024022;NR_027348;NM_032405	hyper.chimp
21	42789513	42790329	2	cg16696730,cg20460554	TSS200,TSS1500	Island,Island	RSPH1,RSPH1	NM_080860,NM_080860	hyper.chimp
21	43126184	43126288	2	cg27256292,cg26606789	_,_	_,_	_,_	_,_	hyper.chimp
21	43172771	43173081	2	cg05094271,cg00292851	TSS200;TSS200,TSS1500;TSS1500	Island,S_Shore	WDR4;WDR4,WDR4;WDR4	NM_033661;NM_018669,NM_018669;NM_033661	hyper.chimp
21	43606898	43606925	2	cg25191041,cg14081667	_,_	Island,Island	_,_	_,_	hyper.chimp
21	43973292	43973801	3	cg08692423,cg23178308,cg06741996	Body,Body,Body	Island,Island,S_Shore	PDXK,PDXK,PDXK	NM_003681,NM_003681,NM_003681	hyper.chimp
21	44594405	44594818	3	cg11150585,cg09838568,cg02477557	_,_	_,_	_,_	_,_	hyper.chimp
21	44613550	44613606	2	cg16190478,cg27328431	Body,Body	Island,Island	TRPM2,TRPM2	NM_003307,NM_003307	hyper.chimp
21	45531007	45531187	2	cg05091734,cg14522034	Body;Body;TSS1500;Body,Body;Body;TSS1500;Body	N_Shore,Island	POFUT2;POFUT2;LOC642852;POFUT2,POFUT2;POFUT2;LOC642852;POFUT2	NR_004858;NM_015227;NR_026943;NM_133635,NR_004858;NM_015227;NR_026943;NM_133635	hypo.chimp
21	45532934	45533157	2	cg26108594,cg06929414	TSS1500;TSS1500;Body;TSS1500,TSS1500;TSS1500;Body;TSS1500	Island,Island	POFUT2;POFUT2;LOC642852;POFUT2,POFUT2;POFUT2;LOC642852;POFUT2	NR_004858;NM_133635;NR_026943;NM_015227,NR_004858;NM_133635;NR_026943;NM_015227	hypo.chimp
21	45538654	45538886	2	cg11846141,cg02837600	Body,Body	N_Shore,N_Shore	LOC642852,LOC642852	NR_026943,NR_026943	hypo.chimp
21	45622672	45622825	2	cg26883837,cg00705508	_,_	N_Shore,N_Shore	_,_	_,_	hyper.chimp
21	45674877	45675540	5	cg22978915,cg00937175,cg15844419,cg24483767,cg12668523	Body,Body,Body,Body,Body	N_Shore,Island,Island,Island,S_Shore	COL18A1,COL18A1,COL18A1,COL18A1,COL18A1	NM_130445,NM_130445,NM_130445,NM_130445,NM_130445	hyper.chimp
21	45785823	45786097	2	cg03721454,cg18353345	5UTR,5UTR	N_Shore,Island	SLC19A1,SLC19A1	NM_194255,NM_194255	hypo.chimp
21	46277725	46277948	2	cg04206926,cg13604150	_,_	N_Shore,Island	_,_	_,_	hypo.chimp
21	46404838	46405986	5	cg01016465,cg10351617,cg05200811,cg11766577,cg13126279	_,Body;Body,Body;Body	N_Shore,Island,Island,Island,Island	_,C21orf56;C21orf56,C21orf56;C21orf56	_,NM_032261;NM_001142854,NM_032261;NM_001142854	hypo.chimp
22	15868275	15868875	2	cg03308092,cg20353484	Body,1stExon	Island,Island	GAB4,GAB4	NM_001037814,NM_001037814	hyper.chimp
22	16020468	16020972	4	cg15006866,cg02611031,cg06707910,cg24435209	Body;Body;Body;TSS1500,Body;Body;Body;TSS1500,Body;Body;Body;TSS1500,Body;Body;Body;TSS1500	Island,Island,S_Shore,S_Shore	CECR5;CECR4;CECR4;CECR5,CECR5;CECR4;CECR4;CECR5,CECR5;CECR4;CECR4;CECR5,CECR5;CECR4;CECR4;CECR5	NM_017829;NR_024482;NR_024483;NM_033070,NM_017829;NR_024482;NR_024483;NM_033070,NM_017829;NR_024482;NR_024483;NM_033070,NM_017829;NR_024482;NR_024483;NM_033070	hyper.chimp
22	16277985	16278286	2	cg00040590,cg07433773	_,_	Island,Island	_,_	_,_	hyper.chimp
22	16336453	16336641	5	cg01010211,cg24074477,cg03408904,cg13762691,cg07197230	TSS200,TSS200,TSS200,TSS200,1stExon	_,_	CECR2,CECR2,CECR2,CECR2,CECR2	NM_031413,NM_031413,NM_031413,NM_031413,NM_031413	hypo.chimp
22	16422550	16423043	4	cg04139184,cg04460557,cg00748432,cg02555579	TSS1500,TSS1500,TSS1500,TSS200	_,_	SLC25A18,SLC25A18,SLC25A18,SLC25A18	NM_031481,NM_031481,NM_031481,NM_031481	hyper.chimp
22	16611406	16611825	3	cg07473201,cg13346441,cg09896131	Body;5UTR;Body,Body;5UTR;Body,Body;5UTR;Body	Island,Island,S_Shore	BID;BID;BID,BID;BID;BID,BID;BID;BID	NM_001196;NM_197967;NM_197966,NM_001196;NM_197967;NM_197966,NM_001196;NM_197967;NM_197966
22	17012404	17012476	4	cg27281093,cg18699242,cg01963623,cg02169692	TSS1500,TSS1500,TSS1500,TSS1500	N_Shore,N_Shore,N_Shore,N_Shore	USP18,USP18,USP18,USP18	NM_017414,NM_017414,NM_017414,NM_017414
22	17273285	17273367	2	cg04722759,cg01305127	TSS1500,TSS1500	Island,Island	DGCR6,DGCR6	NM_005675,NM_005675
22	18259176	18259320	2	cg27306787,cg11854392	Body,Body	_,_	TXNRD2,TXNRD2	NM_006440,NM_006440
22	19716494	19717058	5	cg02114946,cg23644624,cg13286281,cg23894948,cg17816637	5UTR,TSS200,TSS200,TSS1500,TSS1500	Island,Island,Island,S_Shore,S_Shore	SLC7A4,SLC7A4,SLC7A4,SLC7A4,SLC7A4	NM_004173,NM_004173,NM_004173,NM_004173,NM_004173	hyper.chimp
22	17815840	17816004	2	cg19085118,cg17623879	TSS200;TSS200,TSS1500;TSS1500	S_Shore,S_Shore	C22orf39;C22orf39,C22orf39;C22orf39	NM_173793;NM_001166242,NM_001166242;NM_173793	hypo.chimp
22	18310177	18310437	2	cg07194846,cg00107488	5UTR;TSS1500,5UTR;TSS1500	S_Shore,S_Shore	COMT;TXNRD2,COMT;TXNRD2	NM_000754;NM_006440,NM_000754;NM_006440	hypo.chimp
22	18484937	18484954	2	cg16982658,cg18631743	TSS200;TSS200;TSS200,TSS200;TSS200;TSS200	Island,Island	RANBP1;TRMT2A;TRMT2A,RANBP1;TRMT2A;TRMT2A	NM_002882;NM_182984;NM_022727,NM_002882;NM_182984;NM_022727	hypo.chimp
22	18496906	18497174	2	cg02387435,cg13485420	_,_	N_Shore,N_Shore	_,_	_,_	hypo.chimp
22	19113497	19114958	5	cg17527673,cg21629591,cg01251835,cg03010792,cg09463917	Body;Body,Body;Body,Body;Body,Body;Body,Body;Body	Island,Island,Island,Island,Island	SCARF2;SCARF2,SCARF2;SCARF2,SCARF2;SCARF2,SCARF2;SCARF2,SCARF2;SCARF2	NM_182895;NM_153334,NM_182895;NM_153334,NM_182895;NM_153334,NM_182895;NM_153334,NM_182895;NM_153334	hypo.chimp
22	19191476	19191479	2	cg26608332,cg26796825	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	MED15;MED15,MED15;MED15	NM_001003891;NM_015889,NM_001003891;NM_015889	hypo.chimp
22	19648995	19649661	2	cg05156805,cg07960806	TSS1500;TSS1500,5UTR;5UTR	N_Shore,Island	AIFM3;AIFM3,AIFM3;AIFM3	NM_001018060;NM_144704,NM_144704;NM_001018060	hypo.chimp
22	20337528	20337633	2	cg03636163,cg03328201	TSS200,Body	S_Shore,S_Shore	MIR130B,MIR130B	NR_029845,NR_029845	hypo.chimp
22	20420796	20420816	3	cg08062118,cg23514765,cg02774935	TSS1500,TSS1500,TSS1500	Island,Island,Island	YPEL1,YPEL1,YPEL1	NM_013313,NM_013313,NM_013313	hypo.chimp
22	20928937	20929332	4	cg14844130,cg03763796,cg25330366,cg18441959	TSS1500,TSS200,TSS200,Body	_,_	VPREB1,VPREB1,VPREB1,VPREB1	NM_007128,NM_007128,NM_007128,NM_007128	hyper.chimp
22	22075131	22075389	2	cg22119665,cg00280814	TSS1500,TSS1500	_,_	ZDHHC8P,ZDHHC8P	NR_003950,NR_003950	hypo.chimp
22	22435444	22435692	2	cg09052401,cg10756887	1stExon;5UTR,Body	_,_	C22orf15;C22orf15,C22orf15	NM_182520;NM_182520,NM_182520
22	25343363	25344116	3	cg23529513,cg17182184,cg02455383	5UTR,TSS200,TSS200	_,_	CRYBB1,CRYBB1,CRYBB1	NM_001887,NM_001887,NM_001887	hypo.chimp
22	24088455	24088637	2	cg23597288,cg22106220	5UTR;1stExon;5UTR,TSS200;5UTR	S_Shelf,S_Shelf	LRP5L;LRP5L;LRP5L,LRP5L;LRP5L	NM_001135772;NM_182492;NM_182492,NM_182492;NM_001135772
22	31784616	31784632	3	cg10170495,cg19681718,cg00099240	TSS1500,TSS1500,TSS1500	S_Shore,S_Shore,S_Shore	SYN3,SYN3,SYN3	NM_001135774,NM_001135774,NM_001135774
22	34965529	34965686	2	cg09051904,cg05985522	1stExon;5UTR;5UTR,TSS200;5UTR	_,_	APOL2;APOL2;APOL2,APOL2;APOL2	NM_030882;NM_030882;NM_145637,NM_030882;NM_145637	hyper.chimp
22	26365193	26365309	2	cg01654566,cg19005446	_,_	Island,Island	_,_	_,_	hypo.chimp
22	27610932	27611173	2	cg12968041,cg22912095	5UTR,5UTR	S_Shore,S_Shore	ZNRF3,ZNRF3	NM_032173,NM_032173	hypo.chimp
22	28040276	28040817	3	cg07256473,cg18659153,cg17064564	Body;Body,Body;Body,Body;Body	Island,Island,Island	RASL10A;RASL10A,RASL10A;RASL10A,RASL10A;RASL10A	NM_001007279;NM_006477,NM_001007279;NM_006477,NM_001007279;NM_006477	hypo.chimp
22	29231249	29231876	6	cg13007784,cg03214697,cg00093544,cg02923264,cg19964641,cg15829116	Body;Body,Body;Body,1stExon;5UTR;1stExon;5UTR,1stExon;5UTR;1stExon;5UTR,TSS200;TSS200,TSS200;TSS200	Island,Island,Island,Island,S_Shore,S_Shore	SEC14L4;SEC14L4,SEC14L4;SEC14L4,SEC14L4;SEC14L4;SEC14L4;SEC14L4,SEC14L4;SEC14L4;SEC14L4;SEC14L4,SEC14L4;SEC14L4,SEC14L4;SEC14L4	NM_174977;NM_001161368,NM_174977;NM_001161368,NM_174977;NM_001161368;NM_001161368;NM_174977,NM_174977;NM_001161368;NM_001161368;NM_174977,NM_174977;NM_001161368,NM_174977;NM_001161368	hypo.chimp
22	29830397	29830940	3	cg08665685,cg21361322,cg01794929	Body;Body;3UTR,3UTR,3UTR	Island,Island,Island	SMTN;SMTN;SMTN,SELM,SELM	NM_006932;NM_134270;NM_134269,NM_080430,NM_080430
22	29974160	29974558	4	cg15504662,cg20742981,cg01283300,cg14703589	TSS200;TSS200;Body,TSS200;TSS200;Body,TSS200;TSS200;Body,1stExon;1stExon;5UTR;Body;5UTR	_,_	LIMK2;LIMK2;LIMK2,LIMK2;LIMK2;LIMK2,LIMK2;LIMK2;LIMK2,LIMK2;LIMK2;LIMK2;LIMK2;LIMK2	NM_016733;NM_001031801;NM_005569,NM_016733;NM_001031801;NM_005569,NM_016733;NM_001031801;NM_005569,NM_001031801;NM_016733;NM_016733;NM_005569;NM_001031801
22	34965620	34966438	2	cg09266008,cg14550212	1stExon;5UTR;5UTR,TSS1500;TSS1500	_,_	APOL2;APOL2;APOL2,APOL2;APOL2	NM_030882;NM_030882;NM_145637,NM_030882;NM_145637
22	35915283	35915495	2	cg06637550,cg05209515	TSS1500;TSS1500,TSS1500;TSS1500	_,_	C1QTNF6;C1QTNF6,C1QTNF6;C1QTNF6	NM_031910;NM_182486,NM_031910;NM_182486
22	36285873	36285882	2	cg20307496,cg16432009	TSS1500,TSS1500	N_Shore,N_Shore	CDC42EP1,CDC42EP1	NM_152243,NM_152243
22	37124892	37125007	3	cg20316284,cg20808578,cg11769841	TSS200,TSS200,TSS200	Island,Island,Island	LOC400927,LOC400927,LOC400927	NR_002821,NR_002821,NR_002821
22	37425844	37426022	2	cg06711259,cg00071137	1stExon,1stExon;5UTR	N_Shore,N_Shore	JOSD1,JOSD1;JOSD1	NM_014876,NM_014876;NM_014876	hypo.chimp
22	35136389	35136601	2	cg01619929,cg23138261	_,_	Island,S_Shore	_,_	_,_	hyper.chimp
22	35232997	35233328	4	cg00933924,cg12278799,cg09686773,cg05305400	1stExon;5UTR;5UTR,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS1500	Island,S_Shore,S_Shore,S_Shore	FOXRED2;FOXRED2;FOXRED2,FOXRED2;FOXRED2,FOXRED2;FOXRED2,FOXRED2;FOXRED2	NM_024955;NM_001102371;NM_024955,NM_024955;NM_001102371,NM_024955;NM_001102371,NM_024955;NM_001102371	hyper.chimp
22	35638128	35638161	2	cg11520459,cg24117676	TSS1500,TSS1500	_,_	CSF2RB,CSF2RB	NM_000395,NM_000395	hyper.chimp
22	36800210	36800344	2	cg16157016,cg14938844	Body;Body;Body,Body;Body;Body	Island,Island	PICK1;PICK1;PICK1,PICK1;PICK1;PICK1	NM_001039583;NM_001039584;NM_012407,NM_001039583;NM_001039584;NM_012407	hyper.chimp
22	36815240	36815703	3	cg00419702,cg22817638,cg10531073	Body,Body,Body	Island,Island,S_Shore	BAIAP2L2,BAIAP2L2,BAIAP2L2	NM_025045,NM_025045,NM_025045	hyper.chimp
22	36836658	36836727	2	cg20207973,cg09247692	TSS200,TSS200	_,_	BAIAP2L2,BAIAP2L2	NM_025045,NM_025045	hyper.chimp
22	37707810	37708328	4	cg11816043,cg26000393,cg21707131,cg25787886	TSS1500,TSS200,TSS200,TSS200	_,_	APOBEC3B,APOBEC3B,APOBEC3B,APOBEC3B	NM_004900,NM_004900,NM_004900,NM_004900	hyper.chimp
22	37766087	37766798	2	cg10191799,cg07963345	TSS1500;TSS1500,1stExon;1stExon;5UTR;5UTR	_,_	APOBEC3F;APOBEC3F,APOBEC3F;APOBEC3F;APOBEC3F;APOBEC3F	NM_145298;NM_001006666,NM_001006666;NM_145298;NM_145298;NM_001006666	hypo.chimp
22	38042579	38043032	7	cg21941821,cg25386611,cg15306060,cg01882930,cg18553840,cg22416002,cg09282085	Body;TSS1500;Body,Body;TSS1500;Body,Body;TSS200;Body,Body;TSS200;Body,Body;TSS200;Body,Body;TSS200;Body,Body;TSS200;Body	N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf,N_Shelf	RPL3;SNORD83A;RPL3,RPL3;SNORD83A;RPL3,RPL3;RNU86;RPL3,RPL3;RNU86;RPL3,RPL3;RNU86;RPL3,RPL3;RNU86;RPL3,RPL3;RNU86;RPL3	NM_000967;NR_000027;NM_001033853,NM_000967;NR_000027;NM_001033853,NM_000967;NR_000026;NM_001033853,NM_000967;NR_000026;NM_001033853,NM_000967;NR_000026;NM_001033853,NM_000967;NR_000026;NM_001033853,NM_000967;NR_000026;NM_001033853	hypo.chimp
22	38075476	38075549	2	cg19713460,cg21658277	TSS1500;TSS1500,TSS1500;TSS1500	N_Shore,N_Shore	SYNGR1;SYNGR1,SYNGR1;SYNGR1	NM_004711;NM_145731,NM_004711;NM_145731	hyper.chimp
22	38260273	38260281	2	cg08746164,cg12890467	TSS1500,TSS1500	N_Shore,N_Shore	RPS19BP1,RPS19BP1	NM_194326,NM_194326	hyper.chimp
22	38351785	38351942	2	cg23619605,cg00191625	Body;Body,Body;Body	_,_	CACNA1I;CACNA1I,CACNA1I;CACNA1I	NM_001003406;NM_021096,NM_001003406;NM_021096	hypo.chimp
22	38390782	38390837	2	cg19855470,cg17802949	Body;Body,Body;Body	Island,Island	CACNA1I;CACNA1I,CACNA1I;CACNA1I	NM_001003406;NM_021096,NM_001003406;NM_021096	hyper.chimp
22	38721380	38721563	2	cg01716224,cg10096378	1stExon,Body	Island,S_Shore	FAM83F,FAM83F	NM_138435,NM_138435	hyper.chimp
22	39582905	39582909	2	cg04274916,cg10551016	TSS1500;TSS200,TSS1500;TSS200	Island,Island	ST13;XPNPEP3,ST13;XPNPEP3	NM_003932;NM_022098,NM_003932;NM_022098	hyper.chimp
22	39967026	39967300	2	cg22970173,cg16195245	TSS200,TSS1500	S_Shelf,S_Shelf	CHADL,CHADL	NM_138481,NM_138481	hypo.chimp
22	40093039	40093458	9	cg20534570,cg02589672,cg10169194,cg23915792,cg00952322,cg26297819,cg18503793,cg07197642,cg13228442	TSS1500,TSS1500,TSS200,TSS200,TSS200,TSS200,TSS200,1stExon;5UTR,1stExon;5UTR	_,_	TEF,TEF,TEF,TEF,TEF,TEF,TEF,TEF;TEF,TEF;TEF	NM_001145398,NM_001145398,NM_001145398,NM_001145398,NM_001145398,NM_001145398,NM_001145398,NM_001145398;NM_001145398,NM_001145398;NM_001145398	hypo.chimp
22	40525918	40526156	3	cg03131358,cg14516948,cg04037470	TSS1500,TSS1500,TSS1500	Island,Island,Island	CCDC134,CCDC134,CCDC134	NM_024821,NM_024821,NM_024821	hypo.chimp
22	40636535	40636897	2	cg18945842,cg07475973	_,_	Island,Island	_,_	_,_	hyper.chimp
22	40805065	40805081	2	cg07721547,cg18034295	TSS1500;3UTR,TSS1500;3UTR	N_Shore,N_Shore	C22orf32;FAM109B,C22orf32;FAM109B	NM_033318;NM_001002034,NM_033318;NM_001002034	hypo.chimp
22	41015678	41015999	4	cg04019164,cg05150697,cg21131343,cg27647370	_,_	N_Shore,Island,Island,Island	_,_	_,_	hypo.chimp
22	41226790	41227194	3	cg25363931,cg16141740,cg01916685	Body,Body,Body	Island,Island,S_Shore	SERHL,SERHL,SERHL	NR_027786,NR_027786,NR_027786	hypo.chimp
22	41340955	41340998	2	cg01969837,cg08969198	TSS200;TSS200;TSS1500,TSS200;TSS200;TSS200	Island,Island	POLDIP3;POLDIP3;RNU12,RNU12;POLDIP3;POLDIP3	NM_032311;NM_178136;NR_029422,NR_029422;NM_032311;NM_178136	hyper.chimp
22	41877115	41877623	4	cg01678833,cg13160331,cg11769406,cg08314021	TSS1500;TSS1500,TSS1500;TSS1500,TSS1500;TSS1500,5UTR;5UTR	N_Shore,N_Shore,N_Shore,Island	TSPO;TSPO,TSPO;TSPO,TSPO;TSPO,TSPO;TSPO	NM_000714;NM_007311,NM_000714;NM_007311,NM_000714;NM_007311,NM_000714;NM_007311	hyper.chimp
22	43394728	43395366	4	cg08627825,cg04598128,cg06962746,cg01266850	_,_	Island,Island,Island,S_Shore	_,_	_,_	hypo.chimp
22	44083652	44083929	5	cg12262698,cg15477144,cg00643333,cg22160612,cg06575572	TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,TSS1500;TSS200,5UTR;1stExon;TSS1500	N_Shore,N_Shore,N_Shore,N_Shore,N_Shore	FAM118A;FAM118A,FAM118A;FAM118A,FAM118A;FAM118A,FAM118A;FAM118A,FAM118A;FAM118A;FAM118A	NM_017911;NM_001104595,NM_017911;NM_001104595,NM_017911;NM_001104595,NM_017911;NM_001104595,NM_001104595;NM_001104595;NM_017911
22	44188066	44188707	2	cg07636688,cg15911859	1stExon;TSS200,Body;TSS1500	Island,S_Shore	SMC1B;RIBC2,RIBC2;SMC1B	NM_148674;NM_015653,NM_015653;NM_148674
22	45448296	45448463	2	cg13788891,cg09233980	Body,Body	Island,Island	GRAMD4,GRAMD4	NM_015124,NM_015124
22	48551248	48551516	3	cg12961733,cg07774777,cg18232772	_,_	Island,Island,Island	_,_	_,_
				hypo.chimp
22	48411919	48412192	3	cg03814063,cg01652190,cg07959070	Body,Body,Body	Island,Island,Island	C22orf34,C22orf34,C22orf34	NR_026997,NR_026997,NR_026997	hyper.chimp
22	48698617	48698838	2	cg20512270,cg00475109	Body;TSS1500;Body,Body;TSS1500;Body	Island,Island	CRELD2;ALG12;CRELD2,CRELD2;ALG12;CRELD2	NM_024324;NM_024105;NM_001135101,NM_024324;NM_024105;NM_001135101	hyper.chimp
22	48810760	48811091	2	cg11875773,cg02193648	Body,Body	Island,Island	TTLL8,TTLL8	NM_001080447,NM_001080447	hyper.chimp
22	49310352	49310691	2	cg24856732,cg18206914	5UTR;5UTR;5UTR;5UTR,5UTR;5UTR;5UTR;5UTR	N_Shore,Island	SCO2;SCO2;SCO2;SCO2,SCO2;SCO2;SCO2;SCO2	NM_001169109;NM_001169111;NM_005138;NM_001169110,NM_001169109;NM_001169111;NM_005138;NM_001169110	hyper.chimp
